
Stefano Lonardi

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/3686967/stefanoxlonardixpublicationsxbyxcitationsypdf

Version:i2024x04x24i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

138
papers

10,243
citations

39
h-index

100
g-index

153
ext. papers

12,618
ext. citations

5.8
avg, IF

5.92
L-index



l Paper IF Citations

138 qLwholeYgenomeLassemblyLofLtrosophilaZLScienceXL2000XLbhgXLbaifYb]d 33.3 1204

137 qLphysicalXLgeneticLandLfunctionalLsequenceLassemblyLofLtheLbarleyLgenomeZLNatureXL2012XLdiaXLgaaYf 50.4 1124

136 uxperiencingLSqXjLaLnovelLsymbolicLrepresentationLofLtimeLseriesZLDatacMiningcandcKnowledgec
DiscoveryXL2007XLaeXLa]gYadd 5.6 870

135 qLchromosomeLconformationLcaptureLorderedLsequenceLofLtheLbarleyLgenomeZLNatureXL2017XLeddXLdbgYdcc50.4 822

134 qLsymbolicLrepresentationLofLtimeLseriesXLwithLimplicationsLforLstreamingLalgorithmsL2003XL 552

133 tevelopmentLandLimplementationLofLhighYthroughputLSNPLgenotypingLinLbarleyZLBMCcGenomicsXL
2009XLa]XLehb 4.5 477

132 ufficientLandLaccurateLconstructionLofLgeneticLlinkageLmapsLfromLtheLminimumLspanningLtreeLofLaL
graphZLPLoScGeneticsXL2008XLdXLea]]]bab 6 399

131 s qR’jLfastLandLaccurateLclassificationLofLmetagenomicLandLgenomicLsequencesLusingL
discriminativeLkYmersZLBMCcGenomicsXL2015XLafXLbcf 4.5 347

130 ProbabilisticLdiscoveryLofLtimeLseriesLmotifsL2003XL 278

129 sompositionLProfilerjLaLtoolLforLdiscoveryLandLvisualizationLofLaminoLacidLcompositionLdifferencesZL
BMCcBioinformaticsXL2007XLhXLbaa 3.6 276

128 TowardsLparameterYfreeLdataLminingL2004XL 275

127
ymmuneLprofileLandLmitoticLindexLofLmetastaticLmelanomaLlesionsLenhanceLclinicalLstagingLinL
predictingLpatientLsurvivalZLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaXL2009XLa]fXLb]dbiYcd

11.5 257

126 vindingLsurprisingLpatternsLinLaLtimeLseriesLdatabaseLinLlinearLtimeLandLspaceL2002XL 179

125 somprehensiveLbenchmarkingLandLensembleLapproachesLforLmetagenomicLclassifiersZLGenomec
BiologyXL2017XLahXLahb 18.3 152

124 TheLgenomeLofLcowpeaLTVignaLunguiculataL[ Z]LWalpZUZLPlantcJournalXL2019XLihXLgfgYghb 6.9 128

123 wenomeLresourcesLforLclimateYresilientLcowpeaXLanLessentialLcropLforLfoodLsecurityZLPlantcJournalXL
2017XLhiXLa]dbYa]ed 6.9 118

122 qnLymprovedLsonsensusL inkageLMapLofLrarleyLrasedLonLvlowYSortedLshromosomesLandLSingleL
NucleotideLPolymorphismLMarkersZLPlantcGenomeXL2011XLdXLbchYbdi 4.4 111
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121 NucleosomeLlandscapeLandLcontrolLofLtranscriptionLinLtheLhumanLmalariaLparasiteZLGenomec
ResearchXL2010XLb]XLbbhYch 9.7 109

120 SmallLRNqsLandLtheLregulationLofLcisYnaturalLantisenseLtranscriptsLinLqrabidopsisZLBMCcMolecularc
BiologyXL2008XLiXLf 4.5 105

119 qssignmentLofLorthologousLgenesLviaLgenomeLrearrangementZLIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsXL2005XLbXLc]bYae 3 101

118 sonstructionLofLaLmapYbasedLreferenceLgenomeLsequenceLforLbarleyXLxordeumLvulgareL ZLScientificc
DataXL2017XLdXLag]]dd 8.2 93

117 qccurateLconstructionLofLconsensusLgeneticLmapsLviaLintegerLlinearLprogrammingZLIEEEtACMc
TransactionsconcComputationalcBiologycandcBioinformaticsXL2011XLhXLchaYid 3 88

116 weneratingLandLreversingLchronicLwoundsLinLdiabeticLmiceLbyLmanipulatingLwoundLredoxL
parametersZLJournalcofcDiabetescResearchXL2014XLb]adXLefbfbe 3.9 81

115 VisuallyLminingLandLmonitoringLmassiveLtimeLseriesL2004XL 75

114 xigherLclassificationLsensitivityLofLshortLmetagenomicLreadsLwithLs qR’YSZLBioinformaticsXL2016XLcbXLchbcYchbe7.2 71

113 TimeYseriesLritmapsjLaLPracticalLVisualizationLToolLforLWorkingLwithL argeLTimeLSeriesLtatabasesL
2005XL 71

112 VisualizingLandLtiscoveringLNonYTrivialLPatternsLinL argeLTimeLSeriesLtatabasesZLInformationc
VisualizationXL2005XLdXLfaYhb 2.4 71

111 rRqTYrWjLefficientLandLaccurateLmappingLofLbisulfiteYtreatedLreadsZLBioinformaticsXL2012XLbhXLagieYf 7.2 69

110 qLmultiYparentLadvancedLgenerationLinterYcrossLTMqwysULpopulationLforLgeneticLanalysisLandL
improvementLofLcowpeaLTVignaLunguiculataL ZLWalpZUZLPlantcJournalXL2018XLicXLaabiYaadb 6.9 65

109 sompressionYbasedLdataLminingLofLsequentialLdataZLDatacMiningcandcKnowledgecDiscoveryXL2007XLadXLiiYabi5.6 63

108 wenomeYwideLmappingLofLtNqLmethylationLinLtheLhumanLmalariaLparasiteLPlasmodiumLfalciparumZL
CellcHostcandcMicrobeXL2013XLadXLfifYg]f 23.4 60

107 rRqTjLbisulfiteYtreatedLreadsLanalysisLtoolZLBioinformaticsXL2010XLbfXLegbYc 7.2 60

106 ZLProceedingscofcthecIEEEXL2000XLhhXLagccYagdd 14.3 59

105 TimeLSeriesLupenthesisjLslusteringLTimeLSeriesLStreamsLRequiresLygnoringLSomeLtataL2011XL 58

104 ufficientLdetectionLofLunusualLwordsZLJournalcofcComputationalcBiologyXL2000XLgXLgaYid 1.7 50
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103 qLritL evelLRepresentationLforLTimeLSeriesLtataLMiningLwithLShapeLrasedLSimilarityZLDatacMiningc
andcKnowledgecDiscoveryXL2006XLacXLaaYd] 5.6 47

102 ValidatingLgenomeYwideLsRySPRYsasiLfunctionLimprovesLscreeningLinLtheLoleaginousLyeastL
YarrowiaLlipolyticaZLMetaboliccEngineeringXL2019XLeeXLa]bYaa] 9.7 46

101 qLNovelLritL evelLTimeLSeriesLRepresentationLwithLymplicationLofLSimilarityLSearchLandLslusteringZL
LecturecNotescincComputercScienceXL2005XLggaYggg 0.9 46

100 MechanismsLofLsmallLRNqLgenerationLfromLcisYNqTsLinLresponseLtoLenvironmentalLandL
developmentalLcuesZLMolecularcPlantXL2013XLfXLg]dYae 14.4 40

99 ONLTxuLqssURqTuLsONSTRUsTyONLOvLsONSuNSUSLwuNuTysLMqPSL2008XL 39

98 tNqYencodedLnucleosomeLoccupancyLisLassociatedLwithLtranscriptionLlevelsLinLtheLhumanLmalariaL
parasiteLPlasmodiumLfalciparumZLBMCcGenomicsXL2014XLaeXLcdg 4.5 38

97 OligoSpawnjLaLsoftwareLtoolLforLtheLdesignLofLovergoLprobesLfromLlargeLunigeneLdatasetsZLBMCc
BioinformaticsXL2006XLgXLg 3.6 38

96 Mt YbasedLtimeLseriesLclusteringZLKnowledgecandcInformationcSystemsXL2012XLccXLcgaYcii 2.4 37

95 wraphletLkernelsLforLpredictionLofLfunctionalLresiduesLinLproteinLstructuresZLJournalcofc
ComputationalcBiologyXL2010XLagXLeeYgb 1.7 36

94 MonotonyLofLsurpriseLandLlargeYscaleLquestLforLunusualLwordsZLJournalcofcComputationalcBiologyXL
2003XLa]XLbhcYcaa 1.7 35

93 OnLtheLaccurateLconstructionLofLconsensusLgeneticLmapsZLComputationalcSystemscBioinformaticsctc
LifecSciencescSocietycComputationalcSystemscBioinformaticscConferenceXL2008XLgXLbheYif 35

92 ydentificationLofLcandidateLgenesLandLmolecularLmarkersLforLheatYinducedLbrownLdiscolorationLofL
seedLcoatsLinLcowpeaL[VignaLunguiculataLT ZULWalp]ZLBMCcGenomicsXL2014XLaeXLcbh 4.5 34

91 NucleosomeLoccupancyLatLtranscriptionLstartLsitesLinLtheLhumanLmalariaLparasitejLaLhardYwiredL
evolutionLofLvirulenceoZLInfectionpcGeneticscandcEvolutionXL2011XLaaXLgafYbd 4.5 33

90 SequencingLofLae´ fbbLgeneYbearingLrqssLclarifiesLtheLgeneYdenseLregionsLofLtheLbarleyLgenomeZL
PlantcJournalXL2015XLhdXLbafYbg 6.9 31

89 tiscoveringLtheLyntrinsicLsardinalityLandLtimensionalityLofLTimeLSeriesLUsingLMt L2011XL 28

88 sOMPUTyNwLTxuLqSSywNMuNTLOvLORTxO OwOUSLwuNuSLVyqLwuNOMuLRuqRRqNwuMuNTL2005XL 28

87 qLcomparativeLevaluationLofLgenomeLassemblyLreconciliationLtoolsZLGenomecBiologyXL2017XLahXLic 18.3 27

86 rasbharijLOptimizingLSpacedLSeedsLforLtatabaseLSearchingXLReadLMappingLandLqlignmentYvreeL
SequenceLsomparisonZLPLoScComputationalcBiologyXL2016XLabXLea]]ea]g 5 26
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85 StringLMatchingLinLxardwareLUsingLtheLvMYyndexL2011XL 25

84 MustachejLmultiYscaleLdetectionLofLchromatinLloopsLfromLxiYsLandLMicroYsLmapsLusingLscaleYspaceL
representationZLGenomecBiologyXL2020XLbaXLbef 18.3 25

83 vxqSTjLvPwqYrasedLqccelerationLofLrowtieLinLxardwareZLIEEEtACMcTransactionsconcComputationalc
BiologycandcBioinformaticsXL2015XLabXLigcYha 3 24

82 NORMq jLaccurateLnucleosomeLpositioningLusingLaLmodifiedLwaussianLmixtureLmodelZL
BioinformaticsXL2012XLbhXLibdbYi 7.2 24

81 WhenLlessLisLmorejLSslicingSLsequencingLdataLimprovesLreadLdecodingLaccuracyLandLdeLnovoL
assemblyLqualityZLBioinformaticsXL2015XLcaXLbigbYh] 7.2 23

80 MonotonyLofLsurpriseLandLlargeYscaleLquestLforLunusualLwordsL2002XL 22

79 teLnovoLmetaYassemblyLofLultraYdeepLsequencingLdataZLBioinformaticsXL2015XLcaXLiiYaf 7.2 21

78 OnLaverageLsequenceLcomplexityZLTheoreticalcComputercScienceXL2004XLcbfXLbacYbbg 1.1 20

77 wriddingLandLcompressionLofLmicroarrayLimagesL2004XLabbYc] 20

76 yntelligentLyconsjLyntegratingL iteYWeightLtataLMiningLandLVisualizationLintoLwUyLOperatingL
SystemsZLIEEEcInternationalcConferenceconcDatacMiningXL2006XL 19

75 SelfishjLdiscoveryLofLdifferentialLchromatinLinteractionsLviaLaLselfYsimilarityLmeasureZLBioinformaticsXL
2019XLceXLiadeYiaec 7.2 18

74 uxplorationLofLShortLReadsLwenomeLMappingLinLxardwareL2010XL 18

73 SoftYcoreLProcessorLsustomizationLusingLtheLtesignLofLuxperimentsLParadigmL2007XL 17

72 qLparallelLedgeYbetweennessLclusteringLtoolLforLProteinYProteinLynteractionLnetworksZLInternationalc
JournalcofcDatacMiningcandcBioinformaticsXL2007XLaXLbdaYg 0.5 17

71 ufficientLselectionLofLuniqueLandLpopularLoligosLforLlargeLuSTLdatabasesZLBioinformaticsXL2004XLb]XLba]aYab7.2 17

70 VerbumculusLandLtheLdiscoveryLofLunusualLwordsZLJournalcofcComputercSciencecandcTechnologyXL
2004XLaiXLbbYda 1.7 16

69 MultithreadedLvPwqLaccelerationLofLtNqLsequenceLmappingL2012XL 15

68 sombinatorialLpoolingLenablesLselectiveLsequencingLofLtheLbarleyLgeneLspaceZLPLoScComputationalc
BiologyXL2013XLiXLea]]c]a] 5 15
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67 vindingLriclustersLbyLRandomLProjectionsZLLecturecNotescincComputercScienceXL2004XLa]bYaaf 0.9 15

66 NovoRStitchjLaccurateLreconciliationLofLgenomeLassembliesLviaLopticalLmapsZLBioinformaticsXL2018XL
cdXLidcYiea 7.2 12

65 UsingLtheLminimumLdescriptionLlengthLtoLdiscoverLtheLintrinsicLcardinalityLandLdimensionalityLofL
timeLseriesZLDatacMiningcandcKnowledgecDiscoveryXL2015XLbiXLcehYcii 5.6 11

64 SeedLsoatLPatternLQT LandLtevelopmentLinLsowpeaLTVignaLunguiculataL[ Z]LWalpZUZLFrontierscinc
PlantcScienceXL2019XLa]XLacdf 6.2 11

63 totLplotsLforLtimeLseriesLanalysisL2005XL 11

62
ShapeLrecoveryLandLvolumeLcalculationLfromLbiplaneLangiographyLinLtheLstereotacticLradiosurgicalL
treatmentLofLarteriovenousLmalformationsZLInternationalcJournalcofcRadiationcOncologycBiologyc
PhysicsXL1996XLceXLefeYgg

4 11

61 rRqTYnovajLfastLandLaccurateLmappingLofLbisulfiteYtreatedLreadsZLBioinformaticsXL2016XLcbXLbfifYh 7.2 11

60 10

59  engthYbasedLencodingLofLbinaryLdataLinLtNqZLLangmuirXL2008XLbdXLafacYf 4 9

58 ufficientLandLqccurateLsonstructionLofLweneticL inkageLMapsLfromLNoisyLandLMissingLwenotypingL
tataZLLecturecNotescincComputercScienceXL2007XLcieYd]f 0.9 9

57 OMwSjLOpticalLMapYrasedLwenomeLScaffoldingZLJournalcofcComputationalcBiologyXL2020XLbgXLeaiYecc 1.7 9

56 xigherLslassificationLqccuracyLofLShortLMetagenomicLReadsLbyLtiscriminativeLSpacedLkYmersZL
LecturecNotescincComputercScienceXL2015XLbhfYbie 0.9 8

55 PuvvyNYYaLparameterYfreeLmethodLtoLbuildLnucleosomeLmapsLfromLpairedYendLreadsZLBMCc
BioinformaticsXL2014XLaeLSupplLiXLSaa 3.6 8

54 shromatinYdrivenLdeLnovoLdiscoveryLofLtNqLbindingLmotifsLinLtheLhumanLmalariaLparasiteZLBMCc
GenomicsXL2011XLabXLf]a 4.5 8

53 urrorLResilientL ZSggLtataLsompressionjLqlgorithmsXLqnalysisXLandLuxperimentsZLIEEEcTransactionsc
oncInformationcTheoryXL2007XLecXLagiiYahac 2.8 8

52 ufficientLinformationLcompressionLinLsensorLnetworksZLInternationalcJournalcofcSensorcNetworksXL
2006XLaXLbbi 0.8 8

51 vindingLbiclustersLbyLrandomLprojectionsZLTheoreticalcComputercScienceXL2006XLcfhXLbagYbc] 1.1 8

50 ufficientLtiscoveryLofLUnusualLPatternsLinLTimeLSeriesZLNewcGenerationcComputingXL2006XLbeXLfaYic 0.9 8
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49 ufficientLgenomeYwideLTagSNPLselectionLacrossLpopulationsLviaLtheLlinkageLdisequilibriumLcriterionZL
JournalcofcComputationalcBiologyXL2010XLagXLbaYcg 1.7 7

48 zointLsourceYchannelL ZSggLcoding 7

47 teeplyussentialjLaLdeepLneuralLnetworkLforLpredictingLessentialLgenesLinLmicrobesZLBMCc
BioinformaticsXL2020XLbaXLcfg 3.6 7

46 qccurateLdetectionLofLchimericLcontigsLviaLrionanoLopticalLmapsZLBioinformaticsXL2019XLceXLagf]Yagfb 7.2 7

45 qLgraphYtheoreticalLapproachLtoLtheLselectionLofLtheLminimumLtilingLpathLfromLaLphysicalLmapZL
IEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsXL2013XLa]XLcebYf] 3 6

44 StorageLandLtransmissionLofLmicroarrayLimagesZLDrugcDiscoverycTodayXL2005XLa]XLafhiYie 8.8 6

43 tecipheringLhistoneLcodeLofLtranscriptionalLregulationLinLmalariaLparasitesLbyLlargeYscaleLdataL
miningZLComputationalcBiologycandcChemistryXL2014XLe]XLcYa] 3.6 5

42 qnalysisLofLnucleosomeLpositioningLlandscapesLenablesLgeneLdiscoveryLinLtheLhumanLmalariaL
parasiteLPlasmodiumLfalciparumZLBMCcGenomicsXL2015XLafXLa]]e 4.5 5

41 qLlinearYtimeLalgorithmLforLpredictingLfunctionalLannotationsLfromLPPyLnetworksZLJournalcofc
BioinformaticscandcComputationalcBiologyXL2008XLfXLa]diYfe 1 5

40 OnlineLynformationLsompressionLinLSensorLNetworksL2006XL 5

39 quthenticationLofL ZYggLcompressedLdataL2003XL 5

38 VizTreejLqLToolLforLVisuallyLMiningLandLMonitoringLMassiveLTimeLSeriesLtatabasesL2004XLabfiYabgb 5

37 uvvysyuNTLq wORyTxMSLvORLwuNOMuYWytuLTqwSNPLSu usTyONLqsROSSLPOPU qTyONSLVyqLTxuL
 yN’qwuLtySuQUy yrRyUMLsRyTuRyONL2007XL 5

36 TwoY evelLMicroprocessorYqcceleratorLPartitioningL2007XL 4

35 tiscoveryLofLRepetitiveLPatternsLinLtNqLwithLqccurateLroundaries 4

34 qccurateLtecodingLofLPooledLSequencedLtataLUsingLsompressedLSensingZLLecturecNotescinc
ComputercScienceXL2013XLg]Yhd 0.9 4

33 qLmultiYparentLadvancedLgenerationLinterYcrossLpopulationLforLgeneticLanalysisLofLmultipleLtraitsLinL
cowpeaLTVignaLunguiculataL ZLWalpZU 4

32 ufficientLSelectionLofLUniqueLandLPopularLOligosLforL argeLuSTLtatabasesZLLecturecNotescinc
ComputercScienceXL2003XLchdYd]a 0.9 4
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31 tataLminingLinLbioinformaticsjLselectedLpapersLfromLryO’ttZLIEEEtACMcTransactionsconc
ComputationalcBiologycandcBioinformaticsXL2010XLgXLaieYf 3 3

30 qLspeedYupLforLtheLcommuteLbetweenLsubwordLtreesLandLtqWwsZLInformationcProcessingcLettersXL
2002XLhcXLaeiYafa 0.8 3

29 qnalysisLofLsecondaryLstructureLelementsLofLproteinsLusingLindexingLtechniques 3

28 somprehensiveLrenchmarkingLandLunsembleLqpproachesLforLMetagenomicLslassifiers 3

27 MustachejLMultiYscaleLtetectionLofLshromatinL oopsLfromLxiYsLandLMicroYsLMapsLusingLScaleYSpaceLRepresentation3

26 xigherLclassificationLsensitivityLofLshortLmetagenomicLreadsLwithLs qR’YS 3

25 qLcompartmentalizedLapproachLtoLtheLassemblyLofLphysicalLmapsZLBMCcBioinformaticsXL2009XLa]XLbag 3.6 2

24 teconvolutingLrqsYgeneLrelationshipsLusingLaLphysicalLmapZLJournalcofcBioinformaticscandc
ComputationalcBiologyXL2008XLfXLf]cYbb 1 2

23 slockYvrequencyLqssignmentLforLMultipleLslockLtomainLSystemsYonYaYshipL2007XL 2

22 qLsompartmentalizedLqpproachLtoLtheLqssemblyLofLPhysicalLMapsL2007XL 2

21 qLPracticalLToolLforLVisualizingLandLtataLMiningLMedicalLTimeLSeries 2

20 urrorYresilientL ZWLdataLcompression 2

19 VizTreejLqLToolLforLVisuallyLMiningLandLMonitoringLMassiveLTimeLSeriesLtatabasesL2004XLabfiYabgb 2

18 qugmentingL ZYggLwithLauthenticationLandLintegrityLassuranceLcapabilitiesZLConcurrencyc
ComputationcPracticecandcExperienceXL2004XLafXLa]fcYa]gf 1.4 2

17 OnLtheLqverageLSequenceLsomplexityZLLecturecNotescincComputercScienceXL2004XLgdYhh 0.9 2

16 somputingLtheLMinimalLTilingLPathLfromLaLPhysicalLMapLbyLyntegerL inearLProgrammingZLLecturec
NotescincComputercScienceXL2008XLadhYafa 0.9 2

15 ReferenceYagnosticLrepresentationLandLvisualizationLofLpanYgenomesZLBMCcBioinformaticsXL2021XLbbXLe]b3.6 2

14 wenomeLresourcesLforLclimateYresilientLcowpeaXLanLessentialLcropLforLfoodLsecurity 2
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13 SeedLsoatLPatternLQT LandLtevelopmentLinLsowpeaLTVignaLunguiculataL[ Z]LWalpZU 2

12 TheLgenomeLofLcowpeaLTVignaLunguiculataL[ Z]LWalpZU 2

11 wenomeYwideLfunctionalLscreensLenableLtheLpredictionLofLhighLactivityLsRySPRYsasiLandLYsasabaL
guidesLinLYarrowiaLlipolyticaZZLNaturecCommunicationsXL2022XLacXLibb 17.4 2

10 ScriblejLUltraYqccurateLurrorYsorrectionLofLPooledLSequencedLReadsZLLecturecNotescincComputerc
ScienceXL2015XLafbYagd 0.9 1

9 qLsompressionYroostingLTransformLforLTwoYtimensionalLtataZLLecturecNotescincComputercScienceXL
2006XLabfYacg 0.9 1

8 mslassjLsancerLTypeLslassificationLwithLSomaticLPointLMutationLtataZLLecturecNotescincComputerc
ScienceXL2018XLacaYade 0.9 1

7 TowardsLtiscoveringLtheLyntrinsicLsardinalityLandLtimensionalityLofLTimeLSeriesLUsingLMt ZLLecturec
NotescincComputercScienceXL2013XLahdYaig 0.9 1

6 PredictionLOfLxistoneLPostYTranslationalLModificationsLUsingLteepL earningZLBioinformaticsXL2020XL 7.2 1

5 risulfiteYsonversionYrasedLMethodsLforLtNqLMethylationLSequencingLtataLqnalysisL2016XLbbgYbdc 1

4 vractalLimageLapproximationLandLorthogonalLbasesZLSignalcProcessing:cImagecCommunicationXL1999XL
adXLdacYdbc 2.8 0

3 OMwSjLOpticalLMapYrasedLwenomeLScaffoldingZLLecturecNotescincComputercScienceXL2019XLai]Yb]g 0.9

2 ryO’ttLb]]hZLSIGKDDcExplorations:cNewslettercofcthecSpecialcInterestcGroupclSIGmconcKnowledgec
DiscoverycicDatacMiningXL2008XLa]XLeaYec 4.6

1 sPMâ��sLb]thLqnniversaryjLqLStatisticalLRetrospectiveZLLecturecNotescincComputercScienceXL2009XLaYaa 0.9
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