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Intestinal Host Response to SARS-CoV-2 Infection and COVID-19 Outcomes in Patients With
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Limited intestinal inflammation despite diarrhea, fecal viral RNA and SARS-CoV-2-specific IgA in patients
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Precise quantification of bacterial strains after fecal microbiota transplantation delineates
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Infants born to mothers with IBD present with altered gut microbiome that transfers abnormalities

of the adaptive immune system to germ-free mice. Gut, 2020, 69, 42-51. 6.1 121
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Fungal Trans-Ringdom Dynamics Linked to Responsiveness to Fecal Microbiota Transplantation (FMT) 51 110
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The gut microbiota composition affects dietary polyphenols-mediated cognitive resilience in mice by
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Microbial Engraftment and Efficacy of Fecal Microbiota Transplant for Clostridium Difficile in
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Development and validation of an ultra-high performance liquid chromatographyitriple quadrupole

mass spectrometry method for analyzing microbial-derived grape polyphenol metabolites. Journal of
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A key to gut health in a few microns of mucus. Science Translational Medicine, 2015, 7, . 5.8 0

Targeting Neutrophil Aging and the Microbiota for the Treatment of Sickle Cell Disease. Blood, 2015,
126, 279-279.

Identifying Gut Microbed€“Host Phenotype Relationships Using Combinatorial Communities in

Gnotobiotic Mice. Science Translational Medicine, 2014, 6, 220rall. 58 325

Mining the Human Gut Microbiota for Effector Strains that Shape the Immune System. Immunity, 2014,

40, 815-823.

The Long-Term Stability of the Human Gut Microbiota. Science, 2013, 341, 1237439. 6.0 1,696



56

58

JEREMIAH ] FAITH

ARTICLE IF CITATIONS
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