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ARTICLE IF CITATIONS
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Enrichment and identification of glycoproteins in human saliva using lectin magnetic bead arrays. 11 28
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Evaluation of Serum Glycoprotein Biomarker Candidates for Detection of Esophageal
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Urine proteomics study reveals potential biomarkers for the differential diagnosis of 11 21
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Membranea€“Lipid Raft Interactions in Cancer. Journal of Proteome Research, 2016, 15, 3451-3462.
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Candidate Glycoprotein Biomarkers for Canine Visceral Hemangiosarcoma and Validation Using
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To BE or not to BE: non-invasive screening for Barrettd4€™s esophagus, dysplasia and adenocarcinoma.

20 Translational Gastroenterology and Hepatology, 2019, 4, 31-31.

15 1

2125. Staphylococcus Species Identification by Fourier Transform Infrared (FTIR) Spectroscopic
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