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Recombination suppression and evolutionary strata around matingâ€•type loci in fungi: documenting
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Strong effect of Penicillium roqueforti populations on volatile and metabolic compounds
responsible for aromas, flavor and texture in blue cheeses. International Journal of Food
Microbiology, 2021, 354, 109174.
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The integrative taxonomy of <i> Beauveria</i> <i> asiatica</i> and <i> B. bassiana</i> species complexes
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pathogens. Molecular Ecology, 2020, 29, 4925-4941. 3.9 9

18 Domestication of the Emblematic White Cheese-Making Fungus Penicillium camemberti and Its
Diversification into Two Varieties. Current Biology, 2020, 30, 4441-4453.e4. 3.9 58
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24 Little Evidence of Antagonistic Selection in the Evolutionary Strata of Fungal Mating-Type
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Understanding Adaptation, Coevolution, Host Specialization, and Mating System in Castrating
Anther-Smut Fungi by Combining Population and Comparative Genomics. Annual Review of
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26 The complex evolutionary history of apricots: Species divergence, gene flow and multiple
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30 Cause and Effectors: Whole-Genome Comparisons Reveal Shared but Rapidly Evolving Effector Sets
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Communications, 2018, 9, 2000. 12.8 81
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35 Gene Presenceâ€“Absence Polymorphism in Castrating Anther-Smut Fungi: Recent Gene Gains and
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36 Dating nodes in a phylogeny using inferred horizontal gene transfers. Peer Community in
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58 Degeneration of the Nonrecombining Regions in the Mating-Type Chromosomes of the Anther-Smut
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64 The population biology of fungal invasions. Molecular Ecology, 2015, 24, 1969-1986. 3.9 173
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Toxicon, 2014, 91, 166. 1.6 0
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107, 277-278. 2.6 9



8

Tatiana Giraud

# Article IF Citations

109 Distinct invasion sources of common ragweed (Ambrosia artemisiifolia) in Eastern and Western
Europe. Biological Invasions, 2011, 13, 933-944. 2.4 69

110 The evolution of species concepts and species recognition criteria in plant pathogenic fungi. Fungal
Diversity, 2011, 50, 121-133. 12.3 148

111
Maintenance of Fungal Pathogen Species That Are Specialized to Different Hosts: Allopatric
Divergence and Introgression through Secondary Contact. Molecular Biology and Evolution, 2011, 28,
459-471.

8.9 79

112 The impact of genome defense on mobile elements in Microbotryum. Genetica, 2010, 138, 313-319. 1.1 6
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