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RNA polymerase Il-independent recruitment of SPT6L at transcription start sites in Arabidopsis. Nucleic

Acids Research, 2019, 47, 6714-6725.

Complete Genome Sequence of Paenibacillus polymyxa CR1, a Plant Growth-Promoting Bacterium
Isolated from the Corn Rhizosphere Exhibiting Potential for Biocontrol, Biomass Degradation, and 0.8 22
Biofuel Production. Genome Announcements, 2014, 2, .



20

22

24

26

28

30

ARTICLE IF CITATIONS

Characterization and genomic analysis of a diesel-degrading bacterium, Acinetobacter calcoaceticus

CALlS6, isolated from Canadian soil. BMC Biotechnology, 2020, 20, 39.

Bacteria in Cancer Therapeutics: A Framework for Effective Therapeutic Bacterial Screening and 95 15
Identification. Journal of Cancer, 2019, 10, 1781-1793. :

Isolation and characterization of novel bacterial strains for integrated solar-bioelectrokinetic of
soil contaminated with heavy petroleum hydrocarbons. Chemosphere, 2019, 237, 124514.

Surfactin-producing Bacillus velezensis 1B-23 and Bacillus sp. 1D-12 protect tomato against bacterial
canker caused by Clavibacter michiganensis subsp. michiganensis. Journal of Plant Pathology, 2020, 1.2 12
102, 451-458.

Evaluating the biocontrol potential of Canadian strain Bacillus velezensis 1B-23 via its surfactin
production at various pHs and temperatures. BMC Biotechnology, 2021, 21, 31.

Complete Genome Sequence of <i>Arthrobacter</i> sp. Strain LS16, Isolated from Agricultural Soils

with Potential for Applications in Bioremediation and Bioproducts. Genome Announcements, 2016, 4, . 0-8 o

A Really Useful Pathogen, Agrobacterium tumefaciens. Plant Cell, 2012, 24, tpc.112.tt1012.

Complete Genome Sequence of Acinetobacter calcoaceticus CA16, a Bacterium Capable of Degrading

Diesel and Lignin. Genome Announcements, 2017, 5, . 0.8 8

Solar power enhancement of electroRinetic bioremediation of phenanthrene by <i>Mycobacterium
pallens</i>. Bioremediation Journal, 2017, 21, 53-70.

Development and validation of an rDNA operon based primer walking strategy applicable to de novo

bacterial genome finishing. Frontiers in Microbiology, 2014, 5, 769. 3.5 >

Complete Genome Sequence of Burkholderia cenocepacia CR318, a Phosphate-Solubilizing Bacterium

Isolated from Corn Root. Genome Announcements, 2017, 5, .

A Hydroponic Co-cultivation System for Simultaneous and Systematic Analysis of Plant/Microbe

Molecular Interactions and Signaling. Journal of Visualized Experiments, 2017, , . 0.3 1



