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k Paper IF Citations

185 PregnancyLexposureLtoLphthalatesLandLwκtLmethylationLinLmaleLplacentaLYLtnLepigenomeYwideL
associationLstudyaaLEnvironmenthInternationalXL2022XLdicXLdcjchg 12.9 2

184 xpigeneticsLandLprecisionLmedicineLinLallergicLdiseasesL2022XLgcjYggk

183 yromLβethylomeLtoLIntegrativeLtnalysisLofLTissueLSpecificityaLMethodshinhMolecularhBiologyXL2022XLeefYegc1.4 0

182 wκtLmethylationLchangesLinLresponseLtoLneoadjuvantLchemotherapyLareLassociatedLwithLbreastL
cancerLsurvivalaLBreasthCancerhResearchXL2022XLegXL 8.3 3

181 vwgLTYcellLwκtLmethylationLchangesLduringLpregnancyLsignificantlyLcorrelateLwithL
diseaseYassociatedLmethylationLchangesLinLautoimmuneLdiseasesaLEpigeneticsXL2021XLdYdi 5.7 0

180 vrosstalkLbetweenLmicroRκtLexpressionLandLwκtLmethylationLdrivesLtheLhormoneYdependentL
phenotypeLofLbreastLcanceraLGenomehMedicineXL2021XLdfXLje 14.4 6

179 RκtiLsuppressionLofLwκtLmethylationLaffectsLtheLdroughtLstressLresponseLandLgenomeLintegrityLinL
transgenicLpoplaraLNewhPhytologistXL2021XLefeXLkcYlj 9.8 5

178 UsingLRκtYseqLtoLtssessLOffYTargetLxffectsLofLtntisenseLOligonucleotidesLinL umanLvellLLinesaL
MolecularhDiagnosishandhTherapyXL2021XLehXLjjYkh 4.5 2

177 tnalysisLandLannotationLofLwκtLmethylationLinLtwoLnonhumanLprimateLspeciesLusingLtheLInfiniumL
 umanLβethylationLghcöLandLxPIvLueadvhipsaLEpigenomicsXL2021XLdfXLdilYdki 4.4 3

176 PlacentalLwκtLmethylationLsignaturesLofLmaternalLsmokingLduringLpregnancyLandLpotentialL
impactsLonLfetalLgrowthaLNaturehCommunicationsXL2021XLdeXLhclh 17.4 5

175 tssociationLbetweenLdietaryLpatternsLreflectingLoneYcarbonLmetabolismLnutrientsLintakeLbeforeL
pregnancyLandLplacentalLwκtLmethylationaLEpigeneticsXL2021XLdYdi 5.7 0

174 PregnancyLexposureLtoLsyntheticLphenolsLandLplacentalLwκtLmethylationLYLtnLepigenomeYwideL
associationLstudyLinLmaleLinfantsLfromLtheLxwxκLcohortaLEnvironmentalhPollutionXL2021XLelcXLddkceg 9.3 6

173 wκtLmethylationLchangesLinLmetabolicLandLimmuneYregulatoryLpathwaysLinLbloodLandLlymphLnodeL
vwgLWLTLcellsLinLresponseLtoLSIVLinfectionsaLClinicalhEpigeneticsXL2020XLdeXLdkk 7.7 3

172 xpigeneticLmodulationLofLtRxLdLandLincreasedL LtLexpressionLinLbrainsLofLmultipleLsystemLatrophyL
patientsaLActahNeuropathologicahCommunicationsXL2020XLkXLel 7.3 9

171 vontrastingLwvISLandLinvasiveLbreastLcancerLbyLsubtypeLsuggestsLbasalYlikeLwvISLasLdistinctLlesionsaL
NpjhBreasthCancerXL2020XLiXLei 7.8 6

170 TheLimpactLofLmicroRκtsLonLalterationsLofLgeneLregulatoryLnetworksLinLallergicLdiseasesaLAdvancesh
inhProteinhChemistryhandhStructuralhBiologyXL2020XLdecXLefjYfde 5.3 17

169 RecentLfindingsLinLtheLgeneticsLandLepigeneticsLofLasthmaLandLallergyaLSeminarshinh
ImmunopathologyXL2020XLgeXLgfYic 12 31
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168 virculatingLmiRκtsLasLuiomarkerLinLvanceraLRecenthResultshinhCancerhResearchXL2020XLedhXLejjYelk 1.5 19

167 LossLofLfragileLXLmentalLretardationLproteinLprecedesLLewyLpathologyLinLParkinsonSsLdiseaseaLActah
NeuropathologicaXL2020XLdflXLfdlYfgh 14.3 9

166 ImmediateLandLdurableLeffectsLofLmaternalLtobaccoLconsumptionLalterLplacentalLwκtLmethylationL
inLenhancerLandLimprintedLgeneYcontainingLregionsaLBMChMedicineXL2020XLdkXLfci 11.4 11

165 βolecularLβechanismsLofLTrophoblastLwysfunctionLβediatedLbyLImbalanceLbetweenLSTOXdL
IsoformsaLIScienceXL2020XLefXLdcdcki 6.1 7

164
wevelopmentalLβethylomeLofLtheLβedicinalLPlantLUnravelsLtheLTissueYSpecificLvontrolLofLtheL
βonoterpeneLIndoleLtlkaloidLPathwayLbyLwκtLβethylationaLInternationalhJournalhofhMolecularh
SciencesXL2020XLedXL

6.3 6

163
InvolvementLofLTumorLκecrosisLyactorLReceptorLTypeLIILinLyoxPfLStabilityLandLasLaLβarkerLofLTregL
vellsLSpecificallyLxxpandedLbyLtntiYTumorLκecrosisLyactorLTreatmentsLinLRheumatoidLtrthritisaL
ArthritishandhRheumatologyXL2020XLjeXLhjiYhkj

9.5 16

162 ParentsLknowLitLbestmLPredictionLofLasthmaLandLlungLfunctionLbyLparentalLperceptionLofLearlyL
wheezingLepisodesaLPediatrichAllergyhandhImmunologyXL2019XLfcXLjlhYkce 4.2 2

161 wemethylationLbyLlowYdoseLhYazaYeSYdeoxycytidineLimpairsLfwLmelanomaLinvasionLpartiallyLthroughL
miRYdllaYfpLexpressionLrevealingLtheLroleLofLthisLmiRLinLmelanomaaLClinicalhEpigeneticsXL2019XLddXLl 7.7 7

160
zatafLhypermethylationLandLyoxpfLhypomethylationLareLassociatedLwithLsustainedLprotectionLandL
bystanderLeffectLfollowingLepicutaneousLimmunotherapyLinLpeanutYsensitizedLmiceaLAllergy:h
EuropeanhJournalhofhAllergyhandhClinicalhImmunologyXL2019XLjgXLdheYdig

9.3 46

159 xnhancedYYvOLwYPvRLforLtheLSensitiveLwetectionLofLRareLwκtLβethylationLPatternsLinLLiquidL
uiopsiesaLBiouprotocolXL2019XLlXLefghe 0.9

158 weregulationLofLmicroRκtLexpressionLinLmonocytesLandLvwgLTLlymphocytesLfromLpatientsLwithL
axialLspondyloarthritisaLArthritishResearchhandhTherapyXL2019XLedXLhd 5.7 14

157 wevelopmentLofLhighYresolutionLmeltingLanalysisLforLtuvudLpromoterLmethylationmLvlinicalL
consequencesLinLbreastLandLovarianLcarcinomaaLOncologyhReportsXL2019XLgeXLjifYjjg 3.5 6

156 xxpressionLofLmiRκtsLfromLtheLImprintedLLocusLSignalsLtheLOsteogenicLPotentialLofL umanL
PluripotentLStemLvellsaLCellsXL2019XLkXL 7.9 2

155 vonsequencesLofLV LLLossLonLzlobalLwκtLβethylomeaLScientifichReportsXL2018XLkXLffdf 4.9 9

154 xpigeneticLplasticityLofLeosinophilsLandLotherLimmuneLcellLsubsetsLinLchildhoodLasthmaaLLanceth
RespiratoryhMedicinettheXL2018XLiXLfeeYfeg 35.1 2

153 TwinLwκtLβethylationLProfilingLRevealsLylareYwependentLInterferonLSignatureLandLuLvellLPromoterL
 ypermethylationLinLSystemicLLupusLxrythematosusaLArthritishandhRheumatologyXL2018XLjcXLkjkYklc 9.5 41

152
xnrichmentLofLmethylatedLmoleculesLusingLenhancedYiceYcoYamplificationLatLlowerLdenaturationL
temperatureYPvRLTxYiceYvOLwYPvRU´ forLtheLsensitiveLdetectionLofLdiseaseYrelatedL
hypermethylationaLEpigenomicsXL2018XLdcXLhehYhfj

4.4 5

151
WholeYzenomeLuisulfiteLSequencingLforLthe´ tnalysisLofLzenomeYWideLwκtLβethylationLandL
 ydroxymethylationLPatternsLatLSingleYκucleotideLResolutionaLMethodshinhMolecularhBiologyXL2018XL
djijXLfddYfgl

1.4 19

(2018-2020)
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150 weregulationLofLmicroRκtLexpressionLinLpurifiedLTLandLuLlymphocytesLfromLpatientsLwithLprimaryL
Sjˆ¶grenSsLsyndromeaLAnnalshofhthehRheumatichDiseasesXL2018XLjjXLdffYdgc 2.4 62

149 PregnancyLexposureLtoLatmosphericLpollutionLandLmeteorologicalLconditionsLandLplacentalLwκtL
methylationaLEnvironmenthInternationalXL2018XLddkXLffgYfgj 12.9 51

148 wynamicLchangesLofLwκtLmethylationLandLlungLdiseaseLinLcysticLfibrosismLlessonsLfromLaLmonogenicL
diseaseaLEpigenomicsXL2018XLdcXLddfdYddgh 4.4 12

147 xpigenomeYwideLwκtLmethylationLprofilingLinLProgressiveLSupranuclearLPalsyLrevealsLmajorL
changesLatLwLXdaLNaturehCommunicationsXL2018XLlXLelel 17.4 13

146 WhiteLuloodLvellLuRvtdLPromoterLβethylationLStatusLandLOvarianLvancerLRiskaLAnnalshofhInternalh
MedicineXL2018XLdikXLfeiYffg 8 15

145 QuantitativeLwκtLβethylationLtnalysisLatLSingleYκucleotideLResolutionLbyLPyrosequencing´fiaL
MethodshinhMolecularhBiologyXL2018XLdjckXLgejYggh 1.4 16

144 WholeYzenomeLuisulfiteLSequencingLUsingLtheLOvation´fiLUltralowLβethylYSeqLProtocolaLMethodshinh
MolecularhBiologyXL2018XLdjckXLkfYdcg 1.4 11

143 tLSummaryLofLtheLuiologicalLProcessesXLwiseaseYtssociatedLvhangesXLandLvlinicalLtpplicationsLofL
wκtLβethylationaLMethodshinhMolecularhBiologyXL2018XLdjckXLfYfc 1.4 24

142 miRκtLprofilingLidentifiesLderegulatedLmiRκtsLassociatedLwithLosteosarcomaLdevelopmentLandL
timeLtoLmetastasisLinLtwoLlargeLcohortsaLMolecularhOncologyXL2018XLdeXLddgYdfd 7.9 34

141 xpigeneticsLinLyorestLTreesmLStateLofLtheLtrtLandLPotentialLImplicationsLforLureedingLandL
βanagementLinLaLvontextLofLvlimateLvhangeaLAdvanceshinhBotanicalhResearchXL2018XLkkXLfkjYghf 2.2 26

140 βethylationLofLimprintedLIzyeLregionsLisLassociatedLwithLtotalXLvisceralXLandLhepaticLadiposityLinL
postmenopausalLwomenaLEpigeneticsXL2018XLdfXLkhkYkih 5.7 4

139 tLtranslationalLperspectiveLonLepigeneticsLinLallergicLdiseasesaLJournalhofhAllergyhandhClinicalh
ImmunologyXL2018XLdgeXLjdhYjei 11.5 33

138 tLzeneralLyrameworkLforLInterrogationLofLmRκtLStabilityLProgramsLIdentifiesLRκtYuindingL
ProteinsLthatLzovernLvancerLTranscriptomesaLCellhReportsXL2018XLefXLdiflYdihc 10.6 39

137 vOLwYPvRLTechnologiesLinLtheLtreaLofLPersonalizedLβedicinemLβethodologyLandLtpplicationsaL
MolecularhDiagnosishandhTherapyXL2017XLedXLeilYekf 4.5 21

136 LossLofLchromosomeLYLleadsLtoLdownLregulationLofLöwβhwLandLöwβivLepigeneticLmodifiersLinL
clearLcellLrenalLcellLcarcinomaaLScientifichReportsXL2017XLjXLggkji 4.9 24

135 xpigeneticsLandLallergymLfromLbasicLmechanismsLtoLclinicalLapplicationsaLEpigenomicsXL2017XLlXLhflYhjd 4.4 134

134 xpigeneticsLofLtheLimmuneLsystemLandLalterationsLinLinflammationLandLautoimmunityaLEpigenomicsXL
2017XLlXLfjdYfjf 4.4 8

133 zenomeYWideLβethylationLtnalysisLIdentifiesLSpecificLxpigeneticLβarksLInLSeverelyLObeseLvhildrenaL
ScientifichReportsXL2017XLjXLgifdd 4.9 33
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132
vomparisonLofLtheLquantificationLofLöRtSLmutationsLbyLdigitalLPvRLandLxYiceYvOLwYPvRLinL
circulatingYcellYfreeLwκtLfromLmetastaticLcolorectalLcancerLpatientsaLClinicahChimicahActaXL2017XL
gihXLdYg

6.2 22

131 avκViewermLvomprehensiveLgenomeYwideLvisualizationLofLabsoluteLcopyLnumberLandLcopyLneutralL
variationsaLPLoShONEXL2017XLdeXLecdklffg 3.7 3

130 InactivationLandLβutationLwriveLaLvonvergenceLtowardLLossLofLyunctionLofL föfiLWritersLinLvlearL
vellLRenalLvellLvarcinomasaLCancerhResearchXL2017XLjjXLgkfhYgkgh 10.1 23

129 vlinicalLvalueLofLearlyLdetectionLofLcirculatingLtumourLwκtYLinLpatientsLwithLmetastaticLmelanomaL
treatedLwithLaLuRtyLinhibitoraLESMOhOpenXL2017XLeXLecccdjf 6 8

128 wκtLmethylationLatLenhancersLidentifiesLdistinctLbreastLcancerLlineagesaLNaturehCommunicationsXL
2017XLkXLdfjl 17.4 71

127 xpigeneticLvhangesLinLvhronicLInflammatoryLwiseasesaLAdvanceshinhProteinhChemistryhandhStructuralh
BiologyXL2017XLdciXLdflYdkl 5.3 35

126
xpigenomeYwideLwκtLmethylationLanalysisLinLsiblingsLandLmonozygoticLtwinsLdiscordantLforL
sporadicLParkinsonSsLdiseaseLrevealedLdifferentLepigeneticLpatternsLinLperipheralLbloodL
mononuclearLcellsaLNeurogeneticsXL2017XLdkXLjYee

3 35

125 βolecularLTechniquesLforLwκtLβethylationLStudiesL2017XLdcfYdfl 5

124 wκtLmethylationLsignatureLTStβgcULidentifiesLsubgroupsLofLtheLLuminalLtLbreastLcancerLsamplesL
withLdistinctLsurvivalaLOncotargetXL2017XLkXLdcjgYdcke 3.3 14

123 PulmonaryLendothelialLcellLwκtLmethylationLsignatureLinLpulmonaryLarterialLhypertensionaL
OncotargetXL2017XLkXLhellhYhfcdi 3.3 30

122 OverlapLbetweenLdifferentiallyLmethylatedLwκtLregionsLinLbloodLuLlymphocytesLandLgeneticLatYriskL
lociLinLprimaryLSjˆ¶grenSsLsyndromeaLAnnalshofhthehRheumatichDiseasesXL2016XLjhXLlffYgc 2.4 57

121 SustainedLresponseLtoLsalvageLtherapyLforLdabrafenibYresistantLmetastaticLLangerhansLcellL
sarcomaaLAnnalshofhOncologyXL2016XLejXLefchYefcj 10.3 5

120 vurrentLandLxmergingLTechnologiesLforLtheLtnalysisLofLtheLzenomeYWideLandLLocusYSpecificLwκtL
βethylationLPatternsaLAdvanceshinhExperimentalhMedicinehandhBiologyXL2016XLlghXLfgfYgfc 3.6 19

119 SystemicLepigeneticLresponseLtoLrecombinantLlentiviralLvectorsLindependentLofLproviralL
integrationaLEpigeneticshandhChromatinXL2016XLlXLel 5.8 10

118 QuantitativeLcomparisonLofLwκtLmethylationLassaysLforLbiomarkerLdevelopmentLandLclinicalL
applicationsaLNaturehBiotechnologyXL2016XLfgXLjeiYfj 44.5 204

117 zyRtfLpromoterLmethylationLmayLbeLassociatedLwithLdecreasedLpostoperativeLsurvivalLinLgastricL
canceraLBMChCancerXL2016XLdiXLeeh 4.8 10

116 zenomeYwideLwκtLmethylationLanalysesLinLlungLadenocarcinomasmLtssociationLwithLxzyRXLöRtSL
andLTPhfLmutationLstatusXLgeneLexpressionLandLprognosisaLMolecularhOncologyXL2016XLdcXLffcYgf 7.9 52

115 κewLtechnologiesLforLwκtLanalysisYYaLreviewLofLtheLRxtwκtLProjectaLNewhBiotechnologyXL2016XLffXLfddYfc6.4 10

(2016-2017)
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114  ypoxiaLinducibleLfactorYdLmediatesLtheLexpressionLofLtheLimmuneLcheckpointL LtYzLinLgliomaL
cellsLthroughLhypoxiaLresponseLelementLlocatedLinLexonLeaLOncotargetXL2016XLjXLifilcYifjcj 3.3 40

113
ParentalLvitaminLwLdeficiencyLduringLpregnancyLisLassociatedLwithLincreasedLbloodLpressureLinL
offspringLviaLPanxdLhypermethylationaLAmericanhJournalhofhPhysiologyhuhHearthandhCirculatoryh
PhysiologyXL2016XLfddXL dghlY dgil

5.2 29

112 wκtLβethylationLinLκewbornsLandLβaternalLSmokingLinLPregnancymLzenomeYwideLvonsortiumL
βetaYanalysisaLAmericanhJournalhofhHumanhGeneticsXL2016XLlkXLikcYli 11 489

111 RecurrentLκRtSLmutationsLinLpulmonaryLLangerhansLcellLhistiocytosisaLEuropeanhRespiratoryhJournal
XL2016XLgjXLdjkhYli 13.6 59

110 βultiplexingLofLxYiceYvOLwYPvRLtssaysLforLβutationLwetectionLandLIdentificationaLClinicalhChemistry
XL2016XLieXLddhhYk 5.5 12

109 vomprehensiveLevaluationLofLmethodsLtoLisolateXLquantifyXLandLcharacterizeLcirculatingLcellYfreeL
wκtLfromLsmallLvolumesLofLplasmaaLAnalyticalhandhBioanalyticalhChemistryXL2015XLgcjXLikjfYk 4.4 77

108
ImprovedLreproducibilityLinLgenomeYwideLwκtLmethylationLanalysisLforLPtXgeneYfixedLsamplesL
comparedLwithLrestoredLformalinYfixedLandLparaffinYembeddedLwκtaLAnalyticalhBiochemistryXL2015XL
gikXLhcYk

3.1 15

107 tccurateLvpzLandLnonYvpzLcytosineLmethylationLanalysisLbyLhighYthroughputLlocusYspecificL
pyrosequencingLinLplantsaLPlanthMolecularhBiologyXL2015XLkkXLgjdYkh 4.6 14

106 vlonogenicLcellLsubpopulationsLmaintainLcongenitalLmelanocyticLneviaLJournalhofhInvestigativeh
DermatologyXL2015XLdfhXLkegYkff 4.3 10

105 vopyLnumberLvariationsLalterLmethylationLandLparallelLIzyeLoverexpressionLinLadrenalLtumorsaL
EndocrineuRelatedhCancerXL2015XLeeXLlhfYij 5.7 16

104 xxhaustiveLmethylationLanalysisLrevealedLunevenLprofilesLofLmethylationLatLIzyebIvRdb dlLddpdhL
lociLinLRussellLSilverLsyndromeaLJournalhofhMedicalhGeneticsXL2015XLheXLhfYic 5.8 15

103 xpigeneticLvhangesLyollowingLxpicutaneousLImmunotherapyLinLPeanutLSensitizedLβiceaLJournalhofh
AllergyhandhClinicalhImmunologyXL2015XLdfhXLtudgf 11.5 3

102 wκtLmethylationLsignaturesLinLcirculatingLcellYfreeLwκtLforLtheLmonitoringLofLatYriskLpopulationsL
progressingLtoLlungLcanceraLEBioMedicineXL2015XLeXLjlkYl 8.8 6

101 wramaticLtransientLimprovementLofLmetastaticLuRtyTViccxUYmutatedLLangerhansLcellLsarcomaL
underLtreatmentLwithLdabrafenibaLBloodXL2015XLdeiXLeiglYhe 2.2 19

100 wκtLmethylationLprofilesLdistinguishLdifferentLsubtypesLofLgastroenteropancreaticL
neuroendocrineLtumorsaLEpigenomicsXL2015XLjXLdeghYhk 4.4 22

99
 eterogeneousLwκtLβethylationLPatternsLinLtheLzSTPdLPromoterLLeadLtoLwiscordantLResultsL
betweenLtssayLTechnologiesLandLImpedeLItsLImplementationLasLxpigeneticLuiomarkersLinLureastL
vanceraLGenesXL2015XLiXLkjkYlcc

4.2 14

98
IdentificationLofLsusceptibilityLgenesLforLperitonealXLovarianXLandLdeepLinfiltratingLendometriosisL
usingLaLpooledLsampleYbasedLgenomeYwideLassociationLstudyaLBioMedhResearchhInternationalXL2015XL
ecdhXLgidceg

3 18

97 tLwxβxTxRYlikeLwκtLdemethylaseLgovernsLtomatoLfruitLripeningaLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2015XLddeXLdckcgYl 11.5 173
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96 vonsequencesLofLcombiningLsiRκtYmediatedLwκtLmethyltransferaseLdLdepletionLwithL
hYazaYeSYdeoxycytidineLinLhumanLleukemicLözdLcellsaLOncotargetXL2015XLiXLdheihYke 3.3 12

95 SκPYuasedLQuantificationLofLtlleleYSpecificLwκtLβethylationLPatternsLbyLPyrosequencing´fiaL
MethodshinhMolecularhBiologyXL2015XLdfdhXLeldYfdf 1.4 1

94 wκtLβethylationLtnalysisLofLvhIPLProductsLatLSingleLκucleotideLResolutionLbyLPyrosequencing´fiaL
MethodshinhMolecularhBiologyXL2015XLdfdhXLfdhYff 1.4 4

93 QuantitativeLValidationLandLQualityLvontrolLofLPyrosequencing´fiLtssaysaLMethodshinhMolecularh
BiologyXL2015XLdfdhXLflYgi 1.4 5

92 Pyrosequencing´fiYuasedLIdentificationLofLLowYyrequencyLβutationsLxnrichedLThroughL
xnhancedYiceYvOLwYPvRaLMethodshinhMolecularhBiologyXL2015XLdfdhXLkfYdcd 1.4 14

91
IntegratedLanalysisLofLhighYresolutionLwκtLmethylationLprofilesXLgeneLexpressionXLgermlineL
genotypesLandLclinicalLendLpointsLinLbreastLcancerLpatientsaLInternationalhJournalhofhCancerXL2014XL
dfgXLeidhYeh

7.5 32

90 wifferentialLwκtLmethylationLanalysisLofLbreastLcancerLrevealsLtheLimpactLofLimmuneLsignalingLinL
radiationLtherapyaLInternationalhJournalhofhCancerXL2014XLdfhXLeckhYlh 7.5 25

89 InLuteroLundernutritionLinLmaleLmiceLprogramsLliverLlipidLmetabolismLinLtheLsecondYgenerationL
offspringLinvolvingLalteredLLxraLwκtLmethylationaLCellhMetabolismXL2014XLdlXLlgdYhd 24.6 137

88 UpregulationLofLmembraneYboundLvwgcLLonLvwgWLTLcellsLinLwomenLwithLprimaryLSjˆ¶grenSsL
syndromeaLScandinavianhJournalhofhImmunologyXL2014XLjlXLfjYge 3.4 24

87 κRtSLmutationLisLtheLsoleLrecurrentLsomaticLmutationLinLlargeLcongenitalLmelanocyticLneviaLJournalh
ofhInvestigativehDermatologyXL2014XLdfgXLdcijYdcjg 4.3 109

86 VariationLinLgenomicLlandscapeLofLclearLcellLrenalLcellLcarcinomaLacrossLxuropeaLNatureh
CommunicationsXL2014XLhXLhdfh 17.4 123

85 tLpolymorphismLinLtheLT LeLlocusLcontrolLregionLisLassociatedLwithLchangesLinLwκtLmethylationLandL
geneLexpressionaLAllergy:hEuropeanhJournalhofhAllergyhandhClinicalhImmunologyXL2014XLilXLddjdYkc 9.3 26

84 tlteredLgeneLexpressionLinLhumanLplacentasLafterLIVybIvSIaLHumanhReproductionXL2014XLelXLekedYfd 5.7 47

83
wκβTfLLinteractsLwithLtranscriptionLfactorsLtoLtargetLwκβTfLbwκβTfuLtoLspecificLwκtL
sequencesmLroleLofLtheLwκβTfLbwκβTfubpihYκy˛”uLcomplexLinLtheLTdeYUmethylationLofLTRtydaL
BiochimieXL2014XLdcgXLfiYgl

4.6 30

82
UltrasensitiveLdetectionLandLidentificationLofLuRtyLViccLmutationsLinLfreshLfrozenXLyyPxXLandL
plasmaLsamplesLofLmelanomaLpatientsLbyLxYiceYvOLwYPvRaLAnalyticalhandhBioanalyticalhChemistryXL
2014XLgciXLhhdfYec

4.4 23

81 κoLevidenceLforLcopyLnumberLandLmethylationLvariationLinL dlLandLövκQdcTdLimprintingLcontrolL
regionsLinLchildrenLbornLsmallLforLgestationalLageaLBMChMedicalhGeneticsXL2014XLdhXLij 2.1 4

80 PlantLgeneticsaLxarlyLallopolyploidLevolutionLinLtheLpostYκeolithicLurassicaLnapusLoilseedLgenomeaL
ScienceXL2014XLfghXLlhcYf 33.3 1348

79 uRtyTViccULmutationLlevelsLpredictLresponseLtoLvemurafenibLinLmetastaticLmelanomaaLMelanomah
ResearchXL2014XLegXLgdhYk 3.3 18

(2014-2015)
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78 SynergisticLchromatinLrepressionLofLtheLtumorLsuppressorLgeneLRtRuLinLhumanLprostateLcancersaL
EpigeneticsXL2014XLlXLgjjYke 5.7 25

77
wκtLmethylationLstatusLofLkeyLcellYcycleLregulatorsLsuchLasLvwöκtebpdiLandLvvκtdLcorrelatesL
withLtreatmentLresponseLtoLdoxorubicinLandLhYfluorouracilLinLlocallyLadvancedLbreastLtumorsaL
ClinicalhCancerhResearchXL2014XLecXLifhjYii

12.9 38

76 zenomeYwideLwκtLmethylationLprofilesLinLprogressionLtoLinLsituLandLinvasiveLcarcinomaLofLtheL
breastLwithLimpactLonLgeneLtranscriptionLandLprognosisaLGenomehBiologyXL2014XLdhXLgfh 18.3 108

75 TheLhpdeLbreastLcancerLsusceptibilityLlocusLaffectsLβRPSfcLexpressionLinLestrogenYreceptorL
positiveLtumorsaLMolecularhOncologyXL2014XLkXLejfYkg 7.9 21

74 IncreasedLregulatoryLTYcellLnumbersLareLassociatedLwithLfarmLmilkLexposureLandLlowerLatopicL
sensitizationLandLasthmaLinLchildhoodaLJournalhofhAllergyhandhClinicalhImmunologyXL2014XLdffXLhhdYl 11.5 143

73 zenomeYwideLwκtLmethylationLprofilesLinLprogressionLtoL2014XLdhXLgfh 90

72 tLnovelLtumorLsuppressorLfunctionLofLöindlinYfLinLsolidLcanceraLOncotargetXL2014XLhXLkljcYkh 3.3 25

71
UltrasensitiveLdetectionLandLidentificationLofLuRtyLViccLmutationsLinLfreshLfrozenXLyyPxXLandL
plasmaLsamplesLofLmelanomaLpatientsLbyLenhancedYiceYcoldYPvRaaLJournalhofhClinicalhOncologyXL2014
XLfeXLlcecYlcec

2.2

70 uRtyViccLmutationLlevelsLandLresponseLtoLvemurafenibLinLmetastaticLmelanomaaaLJournalhofh
ClinicalhOncologyXL2014XLfeXLlcchYlcch 2.2

69 PlacentasLfromLpregnanciesLconceivedLbyLIVybIvSILhaveLaLreducedLwκtLmethylationLlevelLatLtheL dlL
andLβxSTLdifferentiallyLmethylatedLregionsaLHumanhReproductionXL2013XLekXLdddjYei 5.7 94

68 QuantitativeLwκtLmethylationLanalysesLrevealLstageLdependentLwκtLmethylationLandLassociationL
toLclinicoYpathologicalLfactorsLinLbreastLtumorsaLBMChCancerXL2013XLdfXLghi 4.8 57

67 SensitiveLdetectionLofLöRtSLmutationsLusingLenhancedYiceYvOLwYPvRLmutationLenrichmentLandL
directLsequenceLidentificationaLHumanhMutationXL2013XLfgXLdhikYkc 4.7 34

66 wκtLmethylationLassociatedLwithLpolycombLrepressionLinLretinoicLacidLreceptorL˛†LsilencingaLFASEBh
JournalXL2013XLejXLdgikYjk 0.9 32

65 zenomeYwideLassociationLstudyLinLbreastLcancerLsurvivorsLrevealsLSκPsLassociatedLwithLgeneL
expressionLofLgenesLbelongingLtoLβ vLclassLILandLIIaLGenomicsXL2013XLdceXLejkYkj 4.3 11

64  dlLLocusL2013XLfjkYfkd

63 xpigeneticLchangesLinLinflammatoryLandLautoimmuneLdiseasesaLSubuCellularhBiochemistryXL2013XLidXLghhYjk5.5 23

62 yarmLexposureLandLtimeLtrendsLinLearlyLchildhoodLmayLinfluenceLwκtLmethylationLinLgenesLrelatedL
toLasthmaLandLallergyaLAllergy:hEuropeanhJournalhofhAllergyhandhClinicalhImmunologyXL2013XLikXLfhhYig 9.3 123

61 ImprovingLbreastLcancerLsurvivalLanalysisLthroughLcompetitionYbasedLmultidimensionalLmodelingaL
PLoShComputationalhBiologyXL2013XLlXLedccfcgj 5 57
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60 zermlineLandLsomaticLgeneticLvariationsLofLTκytIPfLinLlymphomaLcomplicatingLprimaryLSjogrenSsL
syndromeaLBloodXL2013XLdeeXLgcikYji 2.2 84

59 IndividualLandLcombinedLeffectsLofLwκtLmethylationLandLcopyLnumberLalterationsLonLmiRκtL
expressionLinLbreastLtumorsaLGenomehBiologyXL2013XLdgXLRdei 18.3 65

58 wifferencesLinLtranscriptionLpatternsLbetweenLinducedLpluripotentLstemLcellsLproducedLfromLtheL
sameLgermLlayerLareLerasedLuponLdifferentiationaLPLoShONEXL2013XLkXLehfcff 3.7 1

57 Izyeb dlLhypomethylationLinLaLpatientLwithLveryLlowLbirthweightXLpreociousLpubarcheLandLinsulinL
resistanceaLBMChMedicalhGeneticsXL2012XLdfXLge 2.1 22

56 wκtLβethylationLtnalysisLbyLβtLwILβassLSpectrometryL2012XL 3

55 wκtLmethylationLbasedLbiomarkersmLpracticalLconsiderationsLandLapplicationsaLBiochimieXL2012XLlgXLefdgYfj4.6 118

54 xstablishmentLandLcharacterizationLofLaLhighlyLtumourigenicLandLcancerLstemLcellLenrichedL
pancreaticLcancerLcellLlineLasLaLwellLdefinedLmodelLsystemaLPLoShONEXL2012XLjXLegkhcf 3.7 26

53 LentiviralLtransductionLofLvwfgTWULcellsLinducesLgenomeYwideLepigeneticLmodificationsaLPLoShONEXL
2012XLjXLegklgf 3.7 18

52 vompleteLpipelineLforLInfiniumT´fiUL umanLβethylationLghcöLueadvhipLdataLprocessingLusingLsubsetL
quantileLnormalizationLforLaccurateLwκtLmethylationLestimationaLEpigenomicsXL2012XLgXLfehYgd 4.4 336

51 βeQtmLaLpipelineLforLβewIPYseqLdataLqualityLassessmentLandLanalysisaLBioinformaticsXL2012XLekXLhkjYk 7.2 24

50 βethylationLprofileLofLtheLpromoterLregionLofLIRyhLinLprimaryLSjˆ¶grenSsLsyndromeaLEuropeanh
CytokinehNetworkXL2012XLefXLdiiYje 3.3 21

49 xpigeneticLregulationLinLmurineLoffspringLasLaLnovelLmechanismLforLtransmaternalLasthmaL
protectionLinducedLbyLmicrobesaLJournalhofhAllergyhandhClinicalhImmunologyXL2011XLdekXLidkYehaedYj 11.5 136

48
βethylationLprofilingLwithLaLpanelLofLcancerLrelatedLgenesmLassociationLwithLestrogenLreceptorXL
TPhfLmutationLstatusLandLexpressionLsubtypesLinLsporadicLbreastLcanceraLMolecularhOncologyXL2011XL
hXLidYji

7.9 100

47 tberrantLwκtLmethylationLdistinguishesLhepatocellularLcarcinomaLassociatedLwithL uVLandL vVL
infectionLandLalcoholLintakeaLJournalhofhHepatologyXL2011XLhgXLjchYdh 13.4 127

46 vhYwκtLmethyltransferaseLinhibitorsmLfromLscreeningLtoLeffectsLonLzebrafishLembryoLdevelopmentaL
ChemBioChemXL2011XLdeXLdffjYgh 3.8 58

45 βethylationLofLspecificLvpzLsitesLinLtheLPeLpromoterLofLparathyroidLhormoneYrelatedLproteinL
determinesLtheLinvasiveLpotentialLofLbreastLcancerLcellLlinesaLEpigeneticsXL2011XLiXLdcfhYgi 5.7 8

44 IdentificationLofLtypeLdLdiabetesYassociatedLwκtLmethylationLvariableLpositionsLthatLprecedeL
diseaseLdiagnosisaLPLoShGeneticsXL2011XLjXLedccefcc 6 255

43 vombinationLofLpromoterLhypomethylationLandLPwXdLoverexpressionLleadsLtoLTuXdhLdecreaseLinL
vascularLIUzRLplacentasaLEpigeneticsXL2011XLiXLegjYhh 5.7 21

(2011-2013)

9



42 SxLxvTxwLORtLLvOββUκIvtTIOκLSxSSIOκXLSxSSIOκLgimLStyxTYLOyLIVyLvULTURxXLTuesdayLhL®ulyL
ecddLdhmdhLYLdimfcaLHumanhReproductionXL2011XLeiXLiijYiil 5.7 3

41 PerinatalLundernutritionLaffectsLtheLmethylationLandLexpressionLofLtheLleptinLgeneLinLadultsmL
implicationLforLtheLunderstandingLofLmetabolicLsyndromeaLFASEBhJournalXL2011XLehXLfejdYk 0.9 111

40 SpecificLepigeneticLalterationsLofLIzyeY dlLlocusLinLspermatozoaLfromLinfertileLmenaLEuropeanh
JournalhofhHumanhGeneticsXL2010XLdkXLjfYkc 5.3 183

39 InternationalLnetworkLofLcancerLgenomeLprojectsaLNatureXL2010XLgigXLllfYk 50.4 1613

38 SexYLandLdietYspecificLchangesLofLimprintedLgeneLexpressionLandLwκtLmethylationLinLmouseL
placentaLunderLaLhighYfatLdietaLPLoShONEXL2010XLhXLedgflk 3.7 174

37 βodulationLofLimprintedLgeneLnetworkLinLplacentaLresultsLinLnormalLdevelopmentLofLinLvitroL
manipulatedLmouseLembryosaLHumanhMolecularhGeneticsXL2010XLdlXLdjjlYlc 5.6 62

36 xpigeneticLmechanismsLandLtheLrelationshipLtoLchildhoodLasthmaaLEuropeanhRespiratoryhJournalXL
2010XLfiXLlhcYid 13.6 64

35 SpecificLhypomethylatedLvpzsLatLtheLIzyeLlocusLactLasLanLepigeneticLbiomarkerLforLfamilialL
adenomatousLpolyposisLcolorectalLcanceraLEpigenomicsXL2010XLeXLfihYjh 4.4 8

34 βolecularLTechniquesLforLwκtLβethylationLStudiesL2010XLdllYeek 1

33 TheLepigeneticsLofLbreastLcanceraLMolecularhOncologyXL2010XLgXLegeYhg 7.9 200

32 wκtLmethylationLprofilingLinLdoxorubicinLtreatedLprimaryLlocallyLadvancedLbreastLtumoursL
identifiesLnovelLgenesLassociatedLwithLsurvivalLandLtreatmentLresponseaLMolecularhCancerXL2010XLlXLik 42.1 109

31 yrequentLaberrantLwκtLmethylationLofLtuvudXLyOXvdXLPPPeReuLandLPTxκLinLductalLcarcinomaLinL
situLandLearlyLinvasiveLbreastLcanceraLBreasthCancerhResearchXL2010XLdeXLRf 8.3 113

30 wκtLmethylationmLanLintroductionLtoLtheLbiologyLandLtheLdiseaseYassociatedLchangesLofLaLpromisingL
biomarkeraLMolecularhBiotechnologyXL2010XLggXLjdYkd 3 159

29 QualityLcontrolLandLsingleLnucleotideLresolutionLanalysisLofLmethylatedLwκtLimmunoprecipitationL
productsaLAnalyticalhBiochemistryXL2010XLgcjXLdgdYf 3.1 5

28 IdentificationLandLquantificationLofLdifferentiallyLmethylatedLlociLbyLtheLpyrosequencingL
technologyaLMethodshinhMolecularhBiologyXL2009XLhcjXLdklYech 1.4 51

27 wκtLmethylationmLanLintroductionLtoLtheLbiologyLandLtheLdiseaseYassociatedLchangesLofLaLpromisingL
biomarkeraLMethodshinhMolecularhBiologyXL2009XLhcjXLfYec 1.4 77

26  ypermethylationLofLtheLIzyeLdifferentiallyLmethylatedLregionLeLisLaLspecificLeventLinLinsulinomasL
leadingLtoLlossYofYimprintingLandLoverexpressionaLEndocrineuRelatedhCancerXL2009XLdiXLlflYhe 5.7 53

25 WelcomeLtoLxpigenomicsaLEpigenomicsXL2009XLdXLdYf 4.4 2
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24
QuantitativeLanalysisLofLwκtLmethylationLprofilesLinLlungLcancerLidentifiesLaberrantLwκtL
methylationLofLspecificLgenesLandLitsLassociationLwithLgenderLandLcancerLriskLfactorsaLCancerh
ResearchXL2009XLilXLegfYhe

10.1 193

23 IdentificationLofLregionsLcorrelatingLβzβTLpromoterLmethylationLandLgeneLexpressionLinL
glioblastomasaLNeurouOncologyXL2009XLddXLfgkYhi 1 119

22 QuantificationLofLtargetLproteinsLusingLhydrogelLantibodyLarraysLandLβtLwILtimeYofYflightLmassL
spectrometryLTteβeSUaLNewhBiotechnologyXL2009XLehXLgcgYdi 6.4 6

21 wataLintegrationLfromLtwoLmicroarrayLplatformsLidentifiesLbiYallelicLgeneticLinactivationLofLRIvktLinL
aLbreastLcancerLcellLlineaLBMChMedicalhGenomicsXL2009XLeXLei 3.7 7

20 zSTPdLpromoterLhaplotypesLaffectLwκtLmethylationLlevelsLandLpromoterLactivityLinLbreastL
carcinomasaLCancerhResearchXL2008XLikXLhhieYjd 10.1 41

19 RapidLidentificationLofLpromoterLhypermethylationLinLhepatocellularLcarcinomaLbyLpyrosequencingL
ofLetiologicallyLhomogeneousLsampleLpoolsaLJournalhofhMolecularhDiagnosticsXL2007XLlXLhdcYec 5.1 24

18 wκtLmethylationLanalysisLbyLpyrosequencingaLNaturehProtocolsXL2007XLeXLeeihYjh 18.8 522

17 κonYrandomXLindividualYspecificLmethylationLprofilesLareLpresentLatLtheLsixthLvTvyLbindingLsiteLinL
theLhumanL dlbIzyeLimprintingLcontrolLregionaLNucleichAcidshResearchXL2007XLfhXLjcd 20.1 5

16 tnalysisLofLgeneYspecificLwκtLmethylationLpatternsLbyLpyrosequencingLtechnologyaLMethodshinh
MolecularhBiologyXL2007XLfjfXLklYdce 1.4 64

15 xxpressionalLandLepigeneticLalterationsLofLplacentalLserineLproteaseLinhibitorsmLSxRPIκtfLisLaL
potentialLmarkerLofLpreeclampsiaaLHypertensionXL2007XLglXLjiYkf 8.5 104

14 wκtLanalysisLbyLmassLspectrometryYpastXLpresentLandLfutureaLJournalhofhMasshSpectrometryXL2006XL
gdXLlkdYlh 2.2 43

13 κonYrandomXLindividualYspecificLmethylationLprofilesLareLpresentLatLtheLsixthLvTvyLbindingLsiteLinL
theLhumanL dlbIzyeLimprintingLcontrolLregionaLNucleichAcidshResearchXL2006XLfgXLhgfkYgk 20.1 9

12
zeneLexpressionLprofilingLinLinsulinomasLofLβendLbetaYcellLmutantLmiceLrevealsLearlyLgeneticLandL
epigeneticLeventsLinvolvedLinLpancreaticLbetaYcellLtumorigenesisaLEndocrineuRelatedhCancerXL2006XL
dfXLdeefYfi

5.7 45

11 SerialLpyrosequencingLforLquantitativeLwκtLmethylationLanalysisaLBioTechniquesXL2006XLgcXLjedYeXL
jegXLjei 2.5 57

10 zenotypingLsingleLnucleotideLpolymorphismsLbyLβtLwILmassLspectrometryLinLclinicalLapplicationsaL
ClinicalhBiochemistryXL2005XLfkXLffhYhc 3.5 132

9 weLnovoLquantitativeLbisulfiteLsequencingLusingLtheLpyrosequencingLtechnologyaLAnalyticalh
BiochemistryXL2004XLfffXLddlYej 3.1 225

8 wκtLmethylationLprofilingLofLtheLhumanLmajorLhistocompatibilityLcomplexmLaLpilotLstudyLforLtheL
humanLepigenomeLprojectaLPLoShBiologyXL2004XLeXLegch 9.7 265

7 tnalysisLandLquantificationLofLmultipleLmethylationLvariableLpositionsLinLvpzLislandsLbyL
PyrosequencingaLBioTechniquesXL2003XLfhXLdheYi 2.5 226

(2003-2009)
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6 tnalysisLandLaccurateLquantificationLofLvpzLmethylationLbyLβtLwILmassLspectrometryaLNucleich
AcidshResearchXL2003XLfdXLehc 20.1 97

5 zenotypingLsingleLnucleotideLpolymorphismsLbyLmassLspectrometryaLMasshSpectrometryhReviewsXL
2002XLedXLfkkYgdk 11 111

4 βolecularLhaplotypingLatLhighLthroughputaLNucleichAcidshResearchXL2002XLfcXLeli 20.1 43

3  ypomethylatedLpoplarsLshowLhigherLtoleranceLtoLwaterLdeficitLandLhighlightLaLdualLroleLforLwκtL
methylationLinLshootLmeristemmLregulationLofLstressLresponseLandLgenomeLintegrity 2

2 tnalysisLandLannotationLofLgenomeYwideLwκtLmethylationLpatternsLinLtwoLnonhumanLprimateL
speciesLusingLtheLInfiniumL umanLβethylationLghcöLandLxPIvLueadvhips 1

1 PlacentalLwκtLmethylationLsignaturesLofLmaternalLsmokingLduringLpregnancyLandLpotentialL
impactsLonLfetalLgrowth 3
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