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HDAC1 Inactivation Induces Mitotic Defect and Caspase-Independent Autophagic Cell Death in Liver
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A Long Non-Coding RNA snaR Contributes to 5-Fluorouracil Resistance in Human Colon Cancer Cells.
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Oncogenic potential of histone-variant H2A.Z.1 and its regulatory role in cell cycle and
epithelial-mesenchymal transition in liver cancer. Oncotarget, 2016, 7, 11412-11423.
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Transforming Growth Factor-12 Promotes Liver Tumorigenesis inAMice via Up-regulation of Snail.
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Assessment and diagnostic relevance of novel serum biomarkers for early decision of ST-elevation
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Tar%eted disruption of Nemoa€kike kinase inhibits tumor cell growth b?/ simultaneous suppression of
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HDAC2 Provides a Critical Support to Malignant Progression of Hepatocellular Carcinoma through
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miR-27 regulates mitochondrial networks by directly targeting the mitochondrial fission factor. 77 38
Experimental and Molecular Medicine, 2014, 46, e123-e123. :
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The RNA-binding Protein HuD Regulates Autophagosome Formation in Pancreatic {2 Cells by Promoting

Autophagy-related Gene 5 Expression. Journal of Biological Chemistry, 2014, 289, 112-121. 3.4 87

Gastrokine 1 inhibits gastric cancer cell migration and invasion by downregulating RhoA expression.
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hepatocellular carcinoma. Cancer Medicine, 2020, 9, 5459-5472. 2.8 35
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signatures of toxicants by expression profiling analysis. Toxicology, 2008, 249, 176-183. 42 82

MYCéa€regulated genes involved in liver cell dysplasia identified in a transgenic model of liver cancer.
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HDACS sustains growth stimulation by prolonging the activation of EGF receptor through the
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Autotaxin (lysoPLD/NPP2) protects fibroblasts from apoptosis through its enzymatic product,

lysophosphatidic acid, utilizing albumin-bound substrate. Biochemical and Biophysical Research
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Histone Deacetylases and Their Regulatory MicroRNAs in Hepatocarcinogenesis. Journal of Korean
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NKX6.3 controls gastric differentiation and tumorigenesis. Oncotarget, 2015, 6, 28425-28439.
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Carcinoma. Cancers, 2022, 14, 865. :
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