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107 PβENπXqLbuildingLnewLsoftwareLforLautomatedLcrystallographicLstructureLdeterminationdLActaf
CrystallographicafSectionfD:fBiologicalfCrystallographybL2002bLlobLgpkoclk 3477

106 PersistenceLofLMycobacteriumLtuberculosisLinLmacrophagesLandLmiceLrequiresLtheLglyoxylateLshuntL
enzymeLisocitrateLlyasedLNaturebL2000bLkfmbLnilco 50.4 1091

105 zrystalLstructureLofLaLplantLcatecholLoxidaseLcontainingLaLdicopperLcenterdLNaturefStructuralfBiology
bL1998bLlbLgfokcpf 671

104 ModificationLofLtheLNx βLofLtheLisoniazidLtargetLUπnhxVLfromLMycobacteriumLtuberculosisdLSciencebL
1998bLhnpbLpocgfh 33.3 563

103 EnzymaticLcharacterizationLofLtheLtargetLforLisoniazidLinLMycobacteriumLtuberculosisdLBiochemistrybL
1995bLikbLohilckg 3.2 348

102 SterilizationLofLgranulomasLisLcommonLinLactiveLandLlatentLtuberculosisLdespiteLwithinchostL
variabilityLinLbacterialLkillingdLNaturefMedicinebL2014bLhfbLnlcp 50.5 327

101 UseLofLwholeLgenomeLsequencingLtoLestimateLtheLmutationLrateLofLMycobacteriumLtuberculosisL
duringLlatentLinfectiondLNaturefGeneticsbL2011bLkibLkohcm 36.3 319

100 MultivalentLproteinccarbohydrateLinteractionsdLxLnewLparadigmLforLsupermolecularLassemblyLandL
signalLtransductiondLBiochemistrybL2001bLkfbLiffpcgl 3.2 263

99 TransferLofLaLpointLmutationLinLMycobacteriumLtuberculosisLinhxLresolvesLtheLtargetLofLisoniaziddL
NaturefMedicinebL2006bLghbLgfhncp 50.5 226

98 MechanismLofLthioamideLdrugLactionLagainstLtuberculosisLandLleprosydLJournalfoffExperimentalf
MedicinebL2007bLhfkbLnico 16.6 223

97 TryptophanLbiosynthesisLprotectsLmycobacteriaLfromLz kLTccellcmediatedLkillingdLCellbL2013bLgllbLghpmcifo56.2 222

96
πnactivationLofLtheLinhxcencodedLfattyLacidLsynthaseLππLUäxSππVLenoylcacylLcarrierLproteinLreductaseL
inducesLaccumulationLofLtheLäxSπLendLproductsLandLcellLlysisLofLMycobacteriumLsmegmatisdLJournalf
offBacteriologybL2000bLgohbLkflpcmn

3.5 212

95 TherapeuticLstrategiesLforLhumanLamyloidLdiseasesdLNaturefReviewsfDrugfDiscoverybL2002bLgbLhmncnl 64.1 205

94  rugsLversusLbugsqLinLpursuitLofLtheLpersistentLpredatorLMycobacteriumLtuberculosisdLNaturef
ReviewsfMicrobiologybL2008bLmbLkgclh 22.2 191

93 StructureLofLisocitrateLlyasebLaLpersistenceLfactorLofLMycobacteriumLtuberculosisdLNaturefStructuralf
BiologybL2000bLnbLmmico 187

92 GlobalLassessmentLofLgenomicLregionsLrequiredLforLgrowthLinLMycobacteriumLtuberculosisdLPLoSf
PathogensbL2012bLobLegffhpkm 7.6 181

91 VariationLamongLgenomeLsequencesLofLβinRvLstrainsLofLMycobacteriumLtuberculosisLfromLmultipleL
laboratoriesdLJournalfoffBacteriologybL2010bLgphbLimklcli 3.5 173
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90 πdentificationLofLnewLdrugLtargetsLandLresistanceLmechanismsLinLMycobacteriumLtuberculosisdLPLoSf
ONEbL2013bLobLenlhkl 3.7 165

89  ualLroleLofLisocitrateLlyaseLgLinLtheLglyoxylateLandLmethylcitrateLcyclesLinLMycobacteriumL
tuberculosisdLMolecularfMicrobiologybL2006bLmgbLpkfcn 4.1 142

88 GenectargetLrecognitionLamongLmembersLofLtheLmycLsuperfamilyLandLimplicationsLforLoncogenesisdL
NaturefGeneticsbL2000bLhkbLggicp 36.3 122

87 yiochemicalLandLstructuralLstudiesLofLmalateLsynthaseLfromLMycobacteriumLtuberculosisdLJournalfoff
BiologicalfChemistrybL2003bLhnobLgnilcki 5.4 109

86 zrystalLstructureLofLtheLhumanLhfSLproteasomeLinLcomplexLwithLcarfilzomibdLStructurebL2015bLhibLkgochk 5.2 101

85 TyLdrugLdiscoveryqLaddressingLissuesLofLpersistenceLandLresistancedLTuberculosisbL2004bLokbLklcll 2.6 98

84  evelopmentLofLaLNovelLLeadLthatLTargetsLMd´ tuberculosisLPolyketideLSynthaseLgidLCellbL2017bLgnfbLhkpchlpdehl56.2 88

83 StructurecguidedLdiscoveryLofLphenylcdiketoLacidsLasLpotentLinhibitorsLofLMdLtuberculosisLmalateL
synthasedLChemistryfandfBiologybL2012bLgpbLgllmcmn 80

82 StructuralLandLfunctionalLanalysesLofLtheLsevereLacuteLrespiratoryLsyndromeLcoronavirusL
endoribonucleaseLNspgldLJournalfoffBiologicalfChemistrybL2008bLhoibLimllcimmk 5.4 80

81 StructurecyasedL esignLofLNcPhenylLPhenoxazineLTransthyretinLxmyloidLäibrilLπnhibitorsdLJournalfoff
thefAmericanfChemicalfSocietybL2000bLghhbLhgnochgph 16.4 74

80 yindingLofLfattyLacidsLandLperoxisomeLproliferatorsLtoLorthologousLfattyLacidLbindingLproteinsLfromL
humanbLmurinebLandLbovineLliverdLBiochemistrybL2000bLipbLgkmpcnk 3.2 67

79 MycobacterialLMetabolicLSyndromeqLLprGLandLRvgkgfLRegulateLTriacylglycerideLLevelsbLGrowthL
RateLandLVirulenceLinLMycobacteriumLtuberculosisdLPLoSfPathogensbL2016bLghbLegfflilg 7.6 65

78
PeptidoglycanLsynthesisLinLMycobacteriumLtuberculosisLisLorganizedLintoLnetworksLwithLvaryingL
drugLsusceptibilitydLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabL
2015bLgghbLgifoncph

11.5 64

77 xLcomprehensiveLcharacterizationLofLPncxLpolymorphismsLthatLconferLresistanceLtoLpyrazinamidedL
NaturefCommunicationsbL2017bLobLloo 17.4 64

76  iscoveryLofLNovelLOralLProteinLSynthesisLπnhibitorsLofLMycobacteriumLtuberculosisLThatLTargetL
LeucylctRNxLSynthetasedLAntimicrobialfAgentsfandfChemotherapybL2016bLmfbLmhngcof 5.9 61

75 PhosphorylationLofLπnhxLinhibitsLmycolicLacidLbiosynthesisLandLgrowthLofLMycobacteriumL
tuberculosisdLMolecularfMicrobiologybL2010bLnobLglpgcmfl 4.1 55

74
GlyoxylateLdetoxificationLisLanLessentialLfunctionLofLmalateLsynthaseLrequiredLforLcarbonL
assimilationLindLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabL
2017bLggkbLEhhhlcEhhih

11.5 53

73 SelectiveLπnactivityLofLPyrazinamideLagainstLTuberculosisLinLziβeyeäeJLMiceLπsLyestLExplainedLbyL
NeutralLpβLofLzaseumdLAntimicrobialfAgentsfandfChemotherapybL2016bLmfbLnilcki 5.9 47
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72 TnSeqLofLMycobacteriumLtuberculosisLclinicalLisolatesLrevealsLstraincspecificLantibioticLliabilitiesdL
PLoSfPathogensbL2018bLgkbLegffmpip 7.6 47

71 StructuralLinsightsLintoLspeciescspecificLfeaturesLofLtheLribosomeLfromLtheLhumanLpathogenL
MycobacteriumLtuberculosisdLNucleicfAcidsfResearchbL2017bLklbLgfookcgfopk 20.1 41

70 äolateLpathwayLdisruptionLleadsLtoLcriticalLdisruptionLofLmethionineLderivativesLinLMycobacteriumL
tuberculosisdLChemistryfandfBiologybL2014bLhgbLogpcif 41

69 xntitubercularLdrugsLforLanLoldLtargetqLGSKmpiLasLaLpromisingLπnhxLdirectLinhibitordLEBioMedicinebL
2016bLobLhpgcifg 8.8 41

68 SolutionLstructureLofLilealLlipidLbindingLproteinLinLcomplexLwithLglycocholatedLFEBSfJournalbL2000bL
hmnbLhphpcio 40

67 OpposingLreactionsLinLcoenzymeLxLmetabolismLsensitizeLtoLenzymeLinhibitiondLSciencebL2019bLimibL 33.3 37

66 StructureLofLRibosomalLSilencingLäactorLyoundLtoLMycobacteriumLtuberculosisLRibosomedLStructurebL
2015bLhibLgolocgoml 5.2 37

65 RibosomalLmutationsLpromoteLtheLevolutionLofLantibioticLresistanceLinLaLmultidrugLenvironmentdL
ELifebL2017bLmbL 8.9 34

64 xnLxntibacterialL˛†cLactoneLKillsLMycobacteriumLtuberculosisLbyL isruptingLMycolicLxcidL
yiosynthesisdLAngewandtefChemiefvfInternationalfEditionbL2018bLlnbLikocili 16.4 34

63 TheLTyLStructuralLGenomicsLzonsortiumqLaLdecadeLofLprogressdLTuberculosisbL2011bLpgbLgllcnh 2.6 33

62
βighLresolutionLcrystalLstructuresLofLMycobacteriumLtuberculosisLadenosineLkinaseqLinsightsLintoL
theLmechanismLandLspecificityLofLthisLnovelLprokaryoticLenzymedLJournalfoffBiologicalfChemistrybL
2007bLhohbLhniikchnikh

5.4 31

61 xdvancingLTranslationalLScienceLforLPulmonaryLNontuberculousLMycobacterialLπnfectionsdLxLRoadL
MapLforLResearchdLAmericanfJournalfoffRespiratoryfandfCriticalfCarefMedicinebL2019bLgppbLpkncplg 10.2 31

60 StructuralLinsightsLintoLtheLmechanismLofLtheLallostericLtransitionsLofLMycobacteriumLtuberculosisL
cxMPLreceptorLproteindLJournalfoffBiologicalfChemistrybL2009bLhokbLimlogcimlpg 5.4 30

59 xLnovelLantimycobacterialLcompoundLactsLasLanLintracellularLironLchelatordLAntimicrobialfAgentsfandf
ChemotherapybL2015bLlpbLhhlmcmk 5.9 27

58 MechanismsLforLisoniazidLactionLandLresistancedLNovartisfFoundationfSymposiumbL1998bLhgnbLhfpchfrL
discussionLhhfcg 24

57 SynthesisLandLevaluationLofLtheLhbkcdiaminoquinazolineLseriesLasLantictubercularLagentsdLBioorganicf
andfMedicinalfChemistrybL2014bLhhbLmpmlcnp 3.4 21

56
xLcomparativeLstudyLofLtheLbackboneLdynamicsLofLtwoLcloselyLrelatedLlipidLbindingLproteinsqLyovineL
heartLfattyLacidLbindingLproteinLandLporcineLilealLlipidLbindingLproteindLMolecularfandfCellularf
BiochemistrybL1999bLgphbLgfpcghg

4.2 21

55
NcyenzylckcUUheteroarylVmethylVbenzamidesqLxLNewLzlassLofL irectLNx βc ependentLhctransL
EnoylcxcylLzarrierLProteinLReductaseLUπnhxVLπnhibitorsLwithLxntitubercularLxctivitydLChemMedChembL
2016bLggbLmoncnfg

3.7 21
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54 ElesclomolLalleviatesLMenkesLpathologyLandLmortalityLbyLescortingLzuLtoLcuproenzymesLinLmicedL
SciencebL2020bLimobLmhfcmhl 33.3 20

53 TheLmolecularLbasisLofLpyrazinamideLactivityLonLMycobacteriumLtuberculosisLPan dLNaturef
CommunicationsbL2020bLggbLiip 17.4 20

52 πmpactLofLimmunopathologyLonLtheLantituberculousLactivityLofLpyrazinamidedLJournalfoff
ExperimentalfMedicinebL2018bLhglbLgpnlcgpom 16.6 19

51 MechanismcbasedLinactivatorLofLisocitrateLlyasesLgLandLhLfromdLProceedingsfoffthefNationalfAcademyf
offSciencesfoffthefUnitedfStatesfoffAmericabL2017bLggkbLnmgncnmhh 11.5 19

50
 eletionLofLSenXicRegXibLaLkeyLtwoccomponentLregulatoryLsystemLofLMycobacteriumLsmegmatisbL
resultsLinLgrowthLdefectsLunderLphosphateclimitingLconditionsdLMicrobiologyfpUnitedfKingdomrbL2012
bLglobLhnhkchnig

2.9 19

49 GenomecwideLPhenotypicLProfilingLπdentifiesLandLzategorizesLGenesLRequiredLforLMycobacterialL
LowLπronLäitnessdLScientificfReportsbL2019bLpbLggipk 4.9 18

48 TargetingLproteinLbiotinylationLenhancesLtuberculosisLchemotherapydLSciencefTranslationalf
MedicinebL2018bLgfbL 17.5 17

47 xnioncˇ�LπnteractionsLinLzomputercxidedL rugL esignqLModelingLtheLπnhibitionLofLMalateLSynthaseL
byLPhenylc iketoLxcidsdLJournalfoffChemicalfInformationfandfModelingbL2018bLlobLhfolchfpg 6.1 17

46 xLLysineLxcetyltransferaseLzontributesLtoLtheLMetabolicLxdaptationLtoLβypoxiaLinLMycobacteriumL
tuberculosisdLCellfChemicalfBiologybL2018bLhlbLgkplcglfldei 8.2 17

45 xspartateLaminotransferaseLRvinhhcLgovernsLaspartatecdependentLnitrogenLmetabolismLinL
MycobacteriumLtuberculosisdLNaturefCommunicationsbL2020bLggbLgpmf 17.4 16

44
StructurebLactivitybLandLinhibitionLofLtheLzarboxyltransferaseL˛†csubunitLofLacetylLcoenzymeLxL
carboxylaseLUxcc mVLfromLMycobacteriumLtuberculosisdLAntimicrobialfAgentsfandfChemotherapybL
2014bLlobLmghhcih

5.9 16

43 πdentificationLofLcompoundsLwithLpotentialLantibacterialLactivityLagainstLMycobacteriumLthroughL
structurecbasedLdrugLscreeningdLJournalfoffChemicalfInformationfandfModelingbL2013bLlibLghffcgh 6.1 16

42 TheLeffectLofLhingeLmutationsLonLeffectorLbindingLandLdomainLrotationLinLEscherichiaLcoliL
 cicphosphoglycerateLdehydrogenasedLJournalfoffBiologicalfChemistrybL2007bLhohbLgokgocgokhm 5.4 15

41 MutationsLinLUVLasLaLNovelL eterminantLofLResistanceLtoLPretomanidLandL elamanidLinL
MycobacteriumLtuberculosisdLAntimicrobialfAgentsfandfChemotherapybL2020bLmlbL 5.9 15

40  iscoveryLofLπnhxLinhibitorsLwithLanticmycobacterialLactivityLthroughLaLmatchedLmolecularLpairL
approachdLEuropeanfJournalfoffMedicinalfChemistrybL2015bLpkbLinocol 6.8 14

39  iscoveryLofLxntimicrobialLLipodepsipeptidesLProducedLbyLaLSerratiaLspdLwithinLMosquitoL
MicrobiomesdLChemBioChembL2018bLgpbLglpfcglpk 3.8 14

38 yindingLMechanismLofLtheLNcTerminalLSβiL omainLofLzrkππLandLProlinecRichLMotifsLinLcxbldL
BiophysicalfJournalbL2016bLggfbLhmifchmkg 2.9 14

37 StructuralLSimilaritiesLandL ifferencesLbetweenLTwoLäunctionallyL istinctLSecxLProteinsbL
MycobacteriumLtuberculosisLSecxgLandLSecxhdLJournalfoffBacteriologybL2015bLgpobLnhfcif 3.5 14
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36 StructuralLπnsightsLintoLMycobacteriumLtuberculosisLRvhmngLProteinLasLaL ihydrofolateLReductaseL
äunctionalLxnalogueLzontributingLtoLparacxminosalicylicLxcidLResistancedLBiochemistrybL2016bLllbLggfncgp3.2 13

35 MinocyclineLandLSilverL ualcLoadedLPolyphosphoestercyasedLNanoparticlesLforLTreatmentLofL
ResistantLPseudomonasLaeruginosadLMolecularfPharmaceuticsbL2019bLgmbLgmfmcgmgp 5.6 13

34 yedaquilineLreprogramsLcentralLmetabolismLtoLrevealLglycolyticLvulnerabilityLinLMycobacteriumL
tuberculosisdLNaturefCommunicationsbL2020bLggbLmfph 17.4 11

33 xLstrategyLforLdualLinhibitionLofLtheLproteasomeLandLfattyLacidLsynthaseLwithLbelactosinLzcorlistatL
hybridsdLBioorganicfandfMedicinalfChemistrybL2017bLhlbLhpfgchpgm 3.4 10

32 MycobacteriumLtuberculosisLacylLcarrierLproteinLsynthaseLadoptsLtwoLdifferentLpβcdependentL
structuralLconformationsdLActafCrystallographicafSectionfD:fBiologicalfCrystallographybL2011bLmnbLmlncmp 10

31 βighLThroughputLScreenLforLEscherichiaLcoliLTwinLxrginineLTranslocationLUTatVLπnhibitorsdLPLoSfONEbL
2016bLggbLefgkpmlp 3.7 10

30 RLpyocinLtailLfiberLstructureLrevealsLaLreceptorcbindingLdomainLwithLaLlectinLfolddLPLoSfONEbL2019bL
gkbLefhggkih 3.7 9

29 SatSLisLaLchaperoneLforLtheLSecxhLproteinLexportLpathwaydLELifebL2019bLobL 8.9 8

28 StructuralLandLfunctionalLinsightLintoLtheLMycobacteriumLtuberculosisLproteinLPrpRLrevealsLaLnovelL
typeLofLtranscriptionLfactordLNucleicfAcidsfResearchbL2019bLknbLppikcppkp 20.1 7

27 StructurecGuidedL rugL esignLofLmcSubstitutedLxdenosineLxnaloguesLasLPotentLπnhibitorsLofL
MycobacteriumLtuberculosisLxdenosineLKinasedLJournalfoffMedicinalfChemistrybL2019bLmhbLkkoickkpp 8.3 7

26 TheLTuberculosisL rugLxcceleratorLatLyearLgfqLwhatLhaveLweLlearnedvdLNaturefMedicinebL2021bLhnbLgiiicgiin50.5 7

25 TheLStructuralLyasisLofLTkLPhageLLysisLzontrolqL NxLasLtheLSignalLforLLysisLπnhibitiondLJournalfoff
MolecularfBiologybL2020bLkihbLkmhickmim 6.5 6

24 zonstructionLofLanLoverexpressionLlibraryLfordLBiologyfMethodsfandfProtocolsbL2018bLibLbpyffp 2.4 6

23
xctivitycyasedLProteinLProfilingLRevealsLThatLzephalosporinsLSelectivelyLxctiveLonLNoncreplicatingL
yindLMultipleLProteinLäamiliesLandLSpareLPeptidoglycanLTranspeptidasesdLFrontiersfinfMicrobiologybL
2020bLggbLghko

5.7 5

22 äunctionalLgenomicsLscreeningLutilizingLmutantLmouseLembryonicLstemLcellsLidentifiesLnovelL
radiationcresponseLgenesdLPLoSfONEbL2015bLgfbLefghflik 3.7 5

21 xLSecgkclikeLphosphatidylinositolLtransferLproteinLparalogLdefinesLaLnovelLclassLofLhemecbindingL
proteinsdLELifebL2020bLpbL 8.9 5

20 SubfamilycspecificLadaptationsLinLtheLstructuresLofLtwoLpenicillincbindingLproteinsLfromL
MycobacteriumLtuberculosisdLPLoSfONEbL2014bLpbLeggmhkp 3.7 4

19 StructuralLinsightsLintoLphosphopantetheinylLhydrolaseLPptβLfromLMycobacteriumLtuberculosisdL
ProteinfSciencebL2020bLhpbLnkkcnln 6.3 4
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18 πdentificationLofLaLnovelLclassLofLsmallLcompoundsLwithLantictuberculosisLactivityLbyLinLsilicoL
structurecbasedLdrugLscreeningdLJournalfoffAntibioticsbL2017bLnfbLgflncgfmk 3.7 3

17 xL NxcyindingLProteinLTunesLSeptumLPlacementLduringLSporulationdLJournalfoffBacteriologybL2019bL
hfgbL 3.5 3

16 EinLantibakteriellesL˛†cLactonLbekˆ⁄mpftLMycobacteriumLtuberculosisLdurchLπnfiltrationLderL
Mykolsˆ⁄urebiosynthesedLAngewandtefChemiebL2018bLgifbLilkcilp 3.6 3

15 zovalentLπnactivationLofLπsocitrateLLyaseLbyLchbicEpoxycSuccinicLxciddLACSfChemicalfBiologybL2021bL
gmbLkmicknf 4.9 3

14 StructuralLanatomyLofLProteinLKinaseLzLzgLdomainLinteractionsLwithLdiacylglycerolLandLotherL
agonistsddLNaturefCommunicationsbL2022bLgibLhmpl 17.4 3

13 zomparisonLofLtransposonLandLdeletionLmutantsLinLMycobacteriumLtuberculosisqLTheLcaseLofL
rvghkocbLencodingLhchydroxycicoxoadipateLsynthasedLTuberculosisbL2015bLplbLmopcmpk 2.6 2

12 πnterplayLbetweenLanLxTPcbindingLcassetteLäLproteinLandLtheLribosomeLfromLMycobacteriumL
tuberculosisddLNaturefCommunicationsbL2022bLgibLkih 17.4 2

11 zinxLmediatesLmultidrugLtoleranceLinLMycobacteriumLtuberculosisddLNaturefCommunicationsbL2022bL
gibLhhfi 17.4 2

10 StructurecguidedLdesignLofLaLpotentLpeptideLinhibitorLtargetingLtheLinteractionLbetweenLzRKLandL
xyLLkinasedLMedChemCommbL2018bLpbLlgpclhk 5 1

9 TetraterpeneLSynthaseLSubstrateLandLProductLSpecificityLinLtheLGreenLMicroalgaLyotryococcusL
brauniiLRaceLLdLACSfChemicalfBiologybL2017bLghbLhkfochkgm 4.9 1

8 βighcThroughputL ifferentiationLandLScreeningLofLaLLibraryLofLMutantLStemLzellLzlonesL efinesL
NewLβostcyasedLGenesLπnvolvedLinLRabiesLVirusLπnfectiondLStemfCellsbL2015bLiibLhlfpchh 5.8 1

7 MetabolicLbifunctionalityLofLRvfoghLcouplesLfolateLandLpeptidoglycanLbiosynthesisLinL
MycobacteriumLtuberculosisdLJournalfoffExperimentalfMedicinebL2021bLhgobL 16.6 1

6
πmprovementLofLtheLnovelLinhibitorLforLMycobacteriumLenoylcacylLcarrierLproteinLreductaseLUπnhxVqL
aLstructurecactivityLrelationshipLstudyLofLKESkLassistedLbyLinLsilicoLstructurecbasedLdrugLscreeningdL
JournalfoffAntibioticsbL2020bLnibLinhciog

3.7 0

5 MechanismcyasedLπnactivationLofLπsocitrateLLyaseLgLbyLUhbiVchcβydroxycicUnitromethylVsuccinicLaciddL
JournalfoffthefAmericanfChemicalfSocietybL2021bLgkibLgnmmmcgnmnm 16.4 0

4  evelopmentLofLsingleccellclevelLmicrofluidicLtechnologyLforLlongctermLgrowthLvisualizationLofL
livingLculturesLofdLMicrosystemsfandfNanoengineeringbL2021bLnbLin 7.7 0

3 xLportableLbrightfieldLandLfluorescenceLmicroscopeLtowardLautomatedLmalarialLparasitemiaL
quantificationLinLthinLbloodLsmearsddLPLoSfONEbL2022bLgnbLefhmmkkg 3.7 0

2 xLlowccostbLnovelLendoscopicLrepeatedcaccessLportLforLsmallLanimalLresearchdLMethodsXbL2020bLnbLgfgfkp1.9

1 zharacterizationLofLPhosphopantetheinylLβydrolaseLfromLMycobacteriumLtuberculosisdL
MicrobiologyfSpectrumbL2021bLpbLeffphohg 8.9

(2021-2017)

7



James C Sacchettini

8


