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Adaptation to the Dairy Environment. Applied and Environmental Microbiology, 2005, 71, 8371-8382. 3.1 150
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Distribution, position and genomic characteristics of crossovers in tomato recombinant inbred lines
derived from an interspecific cross between <i>Solanum lycopersicum</i> and <i>Solanum
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Structural homology in the Solanaceae: analysis of genomic regions in support of synteny studies in
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Comparative analysis of repetitive sequences among species from the potato and the tomato clades.
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Meiotic recombination profiling of interspecific hybrid F1 tomato pollen by linked read sequencing.
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Intact DNA purified from flow-sorted nuclei unlocks the potential of next-generation genome mapping
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