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260 âystemsIpiologyIandIpileIocidIâignallingIinIMicrobiomeVvostIwnteractionsIinItheIqysticItibrosisI
zungWIAntibioticsUI2021UIZYUI 4.9 2

259 sxploringItheIsyntheticIpotentialIofIaImarineItransaminaseIincludingIdiscriminationIatIaIremoteI
stereocentreWIOrganiceandeBiomoleculareChemistryUI2021UIZgUIZffVZgf 3.9

258 peneficialIeffectsIofIinorganicInitrateIinInonValcoholicIfattyIliverIdiseaseWIArchiveseofeBiochemistrye
andeBiophysicsUI2021UIeZZUIZYgYa_ 4.1 0

257 αheIimmunotoxicityUIbutInotIantiVtumorIefficacyUIofIantiVqrbYIandIantiVqrZaeIimmunotherapiesIisI
dependentIonItheIgutImicrobiotaWWICelleReportseMedicineUI2021UI_UIZYYbdb 18 4

256 αheIretectionIofIpileIocidsIinItheIzungsIofI“aediatricIqysticItibrosisI“atientsIwsIossociatedIwithI
olteredIwnflammatoryI“atternsWIDiagnosticsUI2020UIZYUI 3.8 7

255 MicrobiomeIandItunctionalIonalysisIofIaIαraditionalItoodI“rocesshIwsolationIofIaI‘ovelIâpeciesIQRI
WithIwndustrialI“otentialWIFrontierseineMicrobiologyUI2020UIZZUIdbe 5.7 2

254 oIstructureVfunctionIanalysisIofIinterspeciesIantagonismIbyItheI_VheptylVbValkylVquinoloneIsignalI
moleculeIfromWIMicrobiologyemUnitedeKingdomnUI2020UIZddUIZdgVZeg 2.9 3

253 pileIocidIâignalIMoleculesIossociateIαemporallyIwithI–espiratoryIwnflammationIandIMicrobiomeI
âignaturesIinIqlinicallyIâtableIqysticItibrosisI“atientsWIMicroorganismsUI2020UIfUI 4.9 5

252 MicrobiomicIonalysisIonIzowIobundantI–espiratoryIpiomassIâamplesiIwmprovedI–ecoveryIofI
MicrobialIr‘oItromIpronchoalveolarIzavageItluidWIFrontierseineMicrobiologyUI2020UIZZUIce_cYb 5.7 5

251 αheIgutImicrobiomeIandIcardiovascularIdiseasehIcurrentIknowledgeIandIclinicalIpotentialWIAmericane
JournaleofePhysiologyeseHearteandeCirculatoryePhysiologyUI2019UIaZeUIvg_aVvgaf 5.2 43

250 ”uorumIâensingIâignalingIoltersIVirulenceI“otentialIandI“opulationIrynamicsIinIqomplexI
MicrobiomeVvostIwnteractomesWIFrontierseineMicrobiologyUI2019UIZYUI_ZaZ 5.7 3

249
wdentificationIofIanIssteraseIwsolatedIγsingIMetagenomicIαechnologyIwhichIrisplaysIanIγnusualI
âubstrateIâcopeIandIitsIqharacterisationIasIanIsnantioselectiveIpiocatalystWIAdvancedeSynthesiseande
CatalysisUI2019UIadZUI_bddV_beb

5.6 2

248 sxposureItoIpileIzeadsItoItheIsmergenceIofIodaptiveIâignalingIVariantsIinItheI’pportunisticI
“athogenWIFrontierseineMicrobiologyUI2019UIZYUI_YZa 5.7 5

247 uenomeIâequenceIofIspWIxMbcUIaIpacterialIâtrainIwsolatedIfromIaIMarineIâpongeIwithIaIrualI
”uorumIâensingIwnhibitionIoctivityWIMicrobiologyeResourceeAnnouncementsUI2019UIfUI 1.3 1

246 risruptionIofI‘VacylVhomoserineIlactoneVspecificIsignallingIandIvirulenceIinIclinicalIpathogensIbyI
marineIspongeIbacteriaWIMicrobialeBiotechnologyUI2019UIZ_UIZYbgVZYda 6.3 12

245 αheIMicrobiomeIofIanIoctiveIMeatIquringIprineWIFrontierseineMicrobiologyUI2018UIgUIaabd 5.7 5

244 αheIexpandingIhorizonIofIalkylIquinoloneIsignallingIandIcommunicationIinIpolycellularI
interactomesWIFEMSeMicrobiologyeLettersUI2018UIadcUI 2.9 12
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243 onaloguesIofI“seudomonasIaeruginosaIsignallingImoleculesItoItackleIinfectionsWIOrganiceande
BiomoleculareChemistryUI2018UIZdUIZdgVZeg 3.9 29

242 wsoquercetinIandIinulinIsynergisticallyImodulateItheIgutImicrobiomeItoIpreventIdevelopmentIofI
theImetabolicIsyndromeIinImiceIfedIaIhighIfatIdietWIScientificeReportsUI2018UIfUIZYZYY 4.9 27

241 âimultaneousIchemosensingIofItryptophanIandItheIbacterialIsignalImoleculeIindoleIbyIboronI
dopedIdiamondIelectrodeWIElectrochimicaeActaUI2018UI_f_UIfbcVfc_ 6.7 3

240 –apidIslectrochemicalIretectionIofI“seudomonasIaeruginosaIâignalingIMoleculesIbyIporonVropedI
riamondIslectrodeWIMethodseineMoleculareBiologyUI2018UIZdeaUIZYeVZZd 1.4 6

239 âynthesisIofIpenzofuroquinolinesIviaI“hosphineVtreeIrirectIorylationIofIbV“henoxyquinolinesIinI
oirWIEuropeaneJournaleofeOrganiceChemistryUI2018UI_YZfUIdZbYVdZbg 3.2 7

238 varnessingIMarineIpiocatalyticI–eservoirsIforIureenIqhemistryIopplicationsIthroughIMetagenomicI
αechnologiesWIMarineeDrugsUI2018UIZdUI 6 19

237 αheIaliphaticIamidaseIomisIisIinvolvedIinIregulationIofI“seudomonasIaeruginosaIvirulenceWI
ScientificeReportsUI2017UIeUIbZZef 4.9 16

236 MiningIMicrobialIâignalsIforIsnhancedIpiodiscoveryIofIâecondaryIMetabolitesWIMethodseineMoleculare
BiologyUI2017UIZcagUI_feVaYY 1.4 2

235 αheIrequirementsIatItheIqVaIpositionIofIalkylquinolonesIforIsignallingIinI“seudomonasIaeruginosaWI
OrganiceandeBiomoleculareChemistryUI2017UIZcUIaYdVaZY 3.9 16

234
rirectIandI–apidIslectrochemicalIretectionIofI“seudomonasIaeruginosaI”uorumIâignalingI
MoleculesIinIpacterialIqulturesIandIqysticItibrosisIâputumIâamplesIthroughIqationicI
âurfactantVossistedIMembraneIrisruptionWIChemElectroChemUI2017UIbUIcaaVcbZ

4.3 17

233 âtatinItherapyIcausesIgutIdysbiosisIinImiceIthroughIaI“X–VdependentImechanismWIMicrobiomeUI
2017UIcUIgc 16.6 82

232 –ethinkingItheIbileIacidXgutImicrobiomeIaxisIinIcancerWIOncotargetUI2017UIfUIZZceadVZZcebe 3.3 21

231 piotechnologicalI“otentialIofIqoldIodaptedI“seudoalteromonasIsppWIwsolatedIfromIPreepIâeaPI
âpongesWIMarineeDrugsUI2017UIZcUI 6 14

230 oI‘ovelIqoldIoctiveIssteraseIfromIaIreepIâeaIâpongeIâtellettaInormaniIMetagenomicIzibraryWI
FrontierseineMarineeScienceUI2017UIbUI 4.5 17

229
wdentificationIofIâecondaryIMetaboliteIueneIqlustersIinItheIuenusI–evealsIsncouragingI
piosyntheticI“otentialItowardItheI“roductionIofI‘ovelIpioactiveIqompoundsWIFrontierseine
MicrobiologyUI2017UIfUIZbgb

5.7 32

228 “sychrophilesIasIaIâourceIofI‘ovelIontimicrobialsI2017UIc_eVcbY 3

227 âynthesisIandIelectrochemicalIdetectionIofIaIthiazolylVindoleInaturalIproductIisolatedIfromItheI
nosocomialIpathogenI“seudomonasIaeruginosaWIAnalyticaleandeBioanalyticaleChemistryUI2016UIbYfUIdadZVe4.4 11

226 sxploitingIwnterkingdomIwnteractionsIforIrevelopmentIofIâmallVMoleculeIwnhibitorsIofIqandidaI
albicansIpiofilmItormationWIAntimicrobialeAgentseandeChemotherapyUI2016UIdYUIcfgbVgYc 5.9 16
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225 pileIsignallingIpromotesIchronicIrespiratoryIinfectionsIandIantibioticItoleranceWIScientificeReportsUI
2016UIdUI_gedf 4.9 22

224
MolecularIâignatureIofI“seudomonasIaeruginosaIwithIâimultaneousI‘anomolarIretectionIofI
”uorumIâensingIâignalingIMoleculesIatIaIporonVropedIriamondIslectrodeWIScientificeReportsUI2016
UIdUIaYYYZ

4.9 40

223 MetagenomicsIasIaIαoolIforIpiodiscoveryIandIsnhancedI“roductionIofIMarineIpioactivesI2016UIaeeVbYY

222 rissectingItheIregulationIofIbileVinducedIbiofilmIformationIinIâtaphylococcusIaureusWIMicrobiologye
mUnitedeKingdomnUI2016UIZd_UIZagfVZbYd 2.9 6

221 packItoItheItutureIofIâoilIMetagenomicsWIFrontierseineMicrobiologyUI2016UIeUIea 5.7 82

220
qomparativeIuenomicIonalysisI–evealsIaIriverseI–epertoireIofIuenesIwnvolvedIinI
“rokaryoteVsukaryoteIwnteractionsIwithinItheI“seudovibrioIuenusWIFrontierseineMicrobiologyUI2016UI
eUIafe

5.7 13

219 riversityIofI‘aturalI“roductIpiosyntheticIuenesIinItheIMicrobiomeIofItheIreepIâeaIâpongesI
wnflatellaIpelliculaUI“oecillastraIcompressaUIandIâtellettaInormaniWIFrontierseineMicrobiologyUI2016UIeUIZY_e5.7 25

218 varnessingIpacterialIâignalsIforIâuppressionIofIpiofilmItormationIinItheI‘osocomialItungalI
“athogenWIFrontierseineMicrobiologyUI2016UIeUI_Yeb 5.7 16

217 wntegratedIQMetaRIuenomicIandIâyntheticIpiologyIopproachesItoIrevelopI‘ewIpiocatalystsWIMarinee
DrugsUI2016UIZbUI 6 17

216 qpx–IoctivatesIMexopV’prMIsffluxI“umpIsxpressionIandIsnhancesIontibioticI–esistanceIinIpothI
zaboratoryIandIqlinicalInalpVαypeIwsolatesIofI“seudomonasIaeruginosaWIPLoSePathogensUI2016UIZ_UIeZYYcga_7.6 50

215 wsIαhereI“otentialIforI–epurposingIâtatinsIasI‘ovelIontimicrobialsmWIAntimicrobialeAgentseande
ChemotherapyUI2016UIdYUIcZZZV_Z 5.9 64

214 αheIoceanIsamplingIdayIconsortiumWIGigaScienceUI2015UIbUI_e 7.6 126

213 MetagenomicsIforItheIdiscoveryIofInovelIbiosurfactantsIofIenvironmentalIinterestIfromImarineI
ecosystemsWICurrenteOpinioneineBiotechnologyUI2015UIaaUIZedVf_ 11.4 55

212 oIstructureIactivityVrelationshipIstudyIofItheIbacterialIsignalImoleculeIvv”IrevealsIswarmingI
motilityIinhibitionIinIpacillusIatrophaeusWIOrganiceandeBiomoleculareChemistryUI2015UIZaUIccaeVbZ 3.9 16

211 αheIimpactIofIphytochemicalsIpresentIinItheIdietIonImicrobialIsignallingIinItheIhumanIgutWIJournale
ofeFunctionaleFoodsUI2015UIZbUIdfbVdgZ 5.1 12

210 MinimumIwnformationIaboutIaIpiosyntheticIueneIclusterWINatureeChemicaleBiologyUI2015UIZZUId_cVaZ 11.7 498

209 αleIdistributionIandIdiversityIinImetagenomicIdatasetsIrevealInicheIspecializationWIEnvironmentale
MicrobiologyeReportsUI2015UIeUIZgbV_Ya 3.7 10

208 smergingIconceptsIpromisingInewIhorizonsIforImarineIbiodiscoveryIandIsyntheticIbiologyWIMarinee
DrugsUI2015UIZaUI_g_bVcb 6 51
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207 αheIâoundIofIâilencehIoctivatingIâilentIpiosyntheticIueneIqlustersIinIMarineIMicroorganismsWI
MarineeDrugsUI2015UIZaUIbecbVfa 6 92

206 recipheringItheIroleIofIcoumarinIasIaInovelIquorumIsensingIinhibitorIsuppressingIvirulenceI
phenotypesIinIbacterialIpathogensWIAppliedeMicrobiologyeandeBiotechnologyUI2015UIggUIaaYaVZd 5.7 53

205 MarineIâpongesIâ��IMolecularIpiologyIandIpiotechnologyI2015UI_ZgV_cb 2

204
MaribacterIspongiicolaIspWInovWIandIMaribacterIvaceletiiIspWInovWUIisolatedIfromImarineIspongesUIandI
emendedIdescriptionIofItheIgenusIMaribacterWIInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyUI2015UIdcUI_YgeV_ZYa

2.2 23

203 oquimarinaIamphilectiIspWInovWUIisolatedIfromItheIspongeIomphilectusIfucorumWIInternationale
JournaleofeSystematiceandeEvolutionaryeMicrobiologyUI2014UIdbUIcYZVcYc 2.2 16

202 oInewIregulatorIofIpathogenicityIQbvl–RIisIrequiredIforIfullIvirulenceIandItightImicrocolonyI
formationIinI“seudomonasIaeruginosaWIMicrobiologyemUnitedeKingdomnUI2014UIZdYUIZbffVZcYY 2.9 13

201
’neIstepIpreparationIandIelectrochemicalIanalysisIofIw”âUIaIcellVcellIcommunicationIsignalIinItheI
nosocomialIpathogenI“seudomonasIaeruginosaWIBioorganiceandeMedicinaleChemistryeLettersUI2014UI
_bUIbeYaVbeYe

2.9 12

200 wnhibitionIofIcoVcolonizingIcysticIfibrosisVassociatedIpathogensIbyI“seudomonasIaeruginosaIandI
purkholderiaImultivoransWIMicrobiologyemUnitedeKingdomnUI2014UIZdYUIZbebVZbfe 2.9 28

199 qharacterisationIofInonVautoinducingItropodithieticIocidIQαroRIproductionIfromImarineIspongeI
“seudovibrioIspeciesWIMarineeDrugsUI2014UIZ_UIcgdYVef 6 39

198 smergingIstrategiesIandIintegratedIsystemsImicrobiologyItechnologiesIforIbiodiscoveryIofImarineI
bioactiveIcompoundsWIMarineeDrugsUI2014UIZ_UIacZdVcg 6 54

197 MarineI“seudovibrioIspWIasIaInovelIsourceIofIantimicrobialsWIMarineeDrugsUI2014UIZ_UIcgZdV_g 6 23

196 αheIâ“wVZVlikeIαypeIwwwIsecretionIsystemhImoreIrolesIthanIyouIthinkWIFrontierseinePlanteScienceUI2014UI
cUIab 6.2 20

195 pileIacidsIrepressIhypoxiaVinducibleIfactorIZIsignalingIandImodulateItheIairwayIimmuneIresponseWI
InfectioneandeImmunityUI2014UIf_UIacaZVbZ 3.7 14

194 MetabolomicIprofilingIandIgenomicIstudyIofIaImarineIspongeVassociatedIâtreptomycesIspWIMarinee
DrugsUI2014UIZ_UIaa_aVcZ 6 42

193 svidenceIofIaIputativeIdeepIseaIspecificImicrobiomeIinImarineIspongesWIPLoSeONEUI2014UIgUIegZYg_ 3.7 48

192 αheIimpactIofIsimvastatinIonIpulmonaryIeffectorsIofI“seudomonasIaeruginosaIinfectionWIPLoSeONEUI
2014UIgUIeZY__YY 3.7 6

191 oInovelIerythromycinIresistanceIplasmidIfromIpacillusIspWIstrainIvâ_bUIisolatedIfromItheImarineI
spongeIvaliclonaIsimulansWIPLoSeONEUI2014UIgUIeZZccfa 3.7 6

190 wdentificationIofInovelIphytaseIgenesIfromIanIagriculturalIsoilVderivedImetagenomeWIJournaleofe
MicrobiologyeandeBiotechnologyUI2014UI_bUIZZaVf 3.3 20

(2014-2015)
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189 tertilizationImanagementIaffectsItheIalkalineIphosphataseIbacterialIcommunityIinIbarleyI
rhizosphereIsoilWIBiologyeandeFertilityeofeSoilsUI2013UIbgUIaZVag 6.1 54

188 uenomeIsequenceIrevealsIthatI“seudomonasIfluorescensItZZaIpossessesIaIlargeIandIdiverseIarrayI
ofIsystemsIforIrhizosphereIfunctionIandIhostIinteractionWIBMCeGenomicsUI2013UIZbUIcb 4.5 65

187 zongVtermIphosphorusIfertilisationIincreasedItheIdiversityIofItheItotalIbacterialIcommunityIandItheI
phorIphosphorusImineraliserIgroupIinIpastureIsoilsWIBiologyeandeFertilityeofeSoilsUI2013UIbgUIddZVde_ 6.1 174

186 MolecularIevolutionIofIzys–VtypeItranscriptionalIregulationIinI“seudomonasIaeruginosaWIMoleculare
PhylogeneticseandeEvolutionUI2013UIddUIZYbZVg 4.1 13

185 âubtilomycinhIaInewIlantibioticIfromIpacillusIsubtilisIstrainIMMoeIisolatedIfromItheImarineIspongeI
valiclonaIsimulansWIMarineeDrugsUI2013UIZZUIZfefVgf 6 58

184 qharacterizationIofItheIâ“wVZIandI–spItypeIthreeIsecretionIsystemsIinI“seudomonasIfluorescensI
tZZaWIEnvironmentaleMicrobiologyeReportsUI2013UIcUIaeeVfd 3.7 18

183 uenomeVwideIinvestigationIofIcellularItargetsIandImodeIofIactionIofItheIantifungalIbacterialI
metaboliteI_UbVdiacetylphloroglucinolIinIâaccharomycesIcerevisiaeWIFEMSeYeasteResearchUI2013UIZaUIa__Vab3.1 28

182 sxploitingI‘ewIâystemsVpasedIâtrategiesItoIslucidateI“lantâ��pacterialIwnteractionsIinItheI
–hizosphereI2013UIceVdf 8

181 αheIbacterialIsecondaryImetaboliteI_UbVdiacetylphloroglucinolIimpairsImitochondrialIfunctionIandI
affectsIcalciumIhomeostasisIinI‘eurosporaIcrassaWIFungaleGeneticseandeBiologyUI2013UIcdUIZacVbd 3.9 16

180 ueneticsIandIsvolutionIofI_UIbVriacetylphloroglucinolIâynthesisIinI“seudomonasItluorescensI2013UIcgaVdYc 3

179 MolecularVpasedIâtrategiesItoIsxploitItheIwnorganicI“hosphateVâolubilizationIobilityIofI
“seudomonasIinIâustainableIogricultureI2013UIdZcVd_f 7

178 âtatinsIinhibitIinIvitroIvirulenceIphenotypesIofI“seudomonasIaeruginosaWIJournaleofeAntibioticsUI
2013UIddUIggVZYZ 3.7 15

177 MetagenomicIstrategiesIforItheIdiscoveryIofInovelIenzymesIwithIbiotechnologicalIapplicationIfromI
marineIecosystemsI2013UIZYgVZaY 3

176 “seudovibrioIaxinellaeIspWInovWUIisolatedIfromIanIwrishImarineIspongeWIInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyUI2013UIdaUIZbZVZbc 2.2 11

175 ristributionIandIdiversityIofIbacterialIsecretionIsystemsIacrossImetagenomicIdatasetsWI
EnvironmentaleMicrobiologyeReportsUI2013UIcUIZZeV_d 3.7 42

174 qharacterizationIofImineralIphosphateIsolubilizationItraitsIfromIaIbarleyIrhizosphereIsoilIfunctionalI
metagenomeWIMicrobiologyOpenUI2013UI_UIeZeV_b 3.4 47

173 MeetingIreporthIZstIinternationalIfunctionalImetagenomicsIworkshopImayIeVfUI_YZ_UIstWIxacobsUI
ontarioUIqanadaWIStandardseineGenomiceSciencesUI2013UIfUIZYdVZZ 2

172 orchaeaIappearItoIdominateItheImicrobiomeIofIwnflatellaIpelliculaIdeepIseaIspongesWIPLoSeONEUI
2013UIfUIefbbaf 3.7 35
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171 oInonVclassicalIzys–VtypeItranscriptionalIregulatorI“o__YdIisIrequiredIforIanIeffectiveIoxidativeI
stressIresponseIinI“seudomonasIaeruginosaWIPLoSeONEUI2013UIfUIecbbeg 3.7 27

170 sxploitationIofIglucoseIcatabolicIgeneIfusionsItoIinvestigateIinIsituIexpressionIduringI
“seudomonasâ��plantIinteractionsWIBiologyeandeFertilityeofeSoilsUI2012UIbfUI_acV_af 6.1 10

169
svidenceIofIbacteriophageVmediatedIhorizontalItransferIofIbacterialIZdâIr–‘oIgenesIinItheIviralI
metagenomeIofItheImarineIspongeIvymeniacidonIperlevisWIMicrobiologyemUnitedeKingdomnUI2012UI
ZcfUI_efgV_egc

2.9 8

168 âtructureVfunctionIanalysisIofItheIqVaIpositionIinIanaloguesIofImicrobialIbehaviouralImodulatorsI
vv”IandI“”âWIOrganiceandeBiomoleculareChemistryUI2012UIZYUIfgYaVZY 3.9 32

167 qharacterizationIofIimipenemIresistanceImechanismsIinI“seudomonasIaeruginosaIisolatesIfromI
αurkeyWIClinicaleMicrobiologyeandeInfectionUI2012UIZfUIs_d_Vc 9.5 4

166 riversityIandIantibacterialIactivityIofIbacteriaIisolatedIfromItheIcoastalImarineIspongesI
omphilectusIfucorumIandIsuryponImajorWILetterseineAppliedeMicrobiologyUI2012UIccUI_Vf 2.9 39

165 oIhighVthroughputIscreenItoIidentifyInovelIcalcineurinIinhibitorsWIJournaleofeMicrobiologicaleMethods
UI2012UIffUIdaVd 2.8 5

164
onalysisIofI“seudomonasIquinoloneIsignalIandIotherIbacterialIsignallingImoleculesIusingIcapillariesI
coatedIwithIhighlyIchargedIpolyelectrolyteImonolayersIandIboronIdopedIdiamondIelectrodeWI
JournaleofeChromatographyeAUI2012UIZ_cZUIZdgVZec

4.5 16

163 oInovelIhostVresponsiveIsensorImediatesIvirulenceIandItypeIwwwIsecretionIduringI“seudomonasI
aeruginosaVhostIcellIinteractionsWIMicrobiologyemUnitedeKingdomnUI2012UIZcfUIZYceVZYeY 2.9 22

162 “yrosequencingIrevealsIdiverseIandIdistinctIspongeVspecificImicrobialIcommunitiesIinIspongesI
fromIaIsingleIgeographicalIlocationIinIwrishIwatersWIMicrobialeEcologyUI2012UIdbUIZYcVZd 4.4 54

161 riversityIandIbioactiveIpotentialIofIendosporeVformingIbacteriaIculturedIfromItheImarineIspongeI
valiclonaIsimulansWIJournaleofeAppliedeMicrobiologyUI2012UIZZ_UIdcVef 4.7 29

160 riversityIandIantimicrobialIactivitiesIofImicrobesIfromItwoIwrishImarineIspongesUIâuberitesIcarnosusI
andIzeucosoleniaIspWIJournaleofeAppliedeMicrobiologyUI2012UIZZ_UI_fgVaYZ 4.7 55

159 MexαIfunctionsIasIaIredoxVresponsiveIregulatorImodulatingIdisulfideIstressIresistanceIinI
“seudomonasIaeruginosaWIJournaleofeBacteriologyUI2012UIZgbUIacY_VZZ 3.5 38

158 “seudomonasIaeruginosaIolkylIquinolonesIrepressIhypoxiaVinducibleIfactorIZIQvwtVZRIsignalingI
throughIvwtVZ˛–IdegradationWIInfectioneandeImmunityUI2012UIfYUIagfcVg_ 3.7 30

157 uenomeIsequenceIofItheIbiocontrolIstrainI“seudomonasIfluorescensItZZaWIJournaleofeBacteriologyUI
2012UIZgbUIZ_eaVb 3.5 57

156 –espiratoryIpathogensIadoptIaIchronicIlifestyleIinIresponseItoIbileWIPLoSeONEUI2012UIeUIebcgef 3.7 28

155 wmpairedIexpressionIofIhypoxiaVinducibleIfactorVZ˛–IinIcysticIfibrosisIairwayIepithelialIcellsIVIaIroleI
forIvwtVZIinItheIpathophysiologyIofIqtmWIJournaleofeCysticeFibrosisUI2011UIZYUI_fdVgY 4.1 21

154 retectionIofItheI“seudomonasI”uinoloneIâignalIQ“”âRIbyIcyclicIvoltammetryIandIamperometryI
usingIaIboronIdopedIdiamondIelectrodeWIChemicaleCommunicationsUI2011UIbeUIZYabeVg 5.8 29

(2011-2013)

7



153 riversityIandIantimicrobialIactivityIofI“seudovibrioIsppWIfromIwrishImarineIspongesWIJournaleofe
AppliedeMicrobiologyUI2011UIZZYUIZbgcVcYf 4.7 41

152
wnIvitroIanalysesIareInotIreliableIpredictorsIofItheIplantIgrowthIpromotionIcapabilityIofIbacteriaiIaI
“seudomonasIfluorescensIstrainIthatIpromotesItheIgrowthIandIyieldIofIwheatWIJournaleofeAppliede
MicrobiologyUI2011UIZZZUIdfaVg_

4.7 40

151 tunctionalImetagenomicIstrategiesIforItheIdiscoveryIofInovelIenzymesIandIbiosurfactantsIwithI
biotechnologicalIapplicationsIfromImarineIecosystemsWIJournaleofeAppliedeMicrobiologyUI2011UIZZZUIefeVgg4.7 97

150 αheI“seudomonasIquinoloneIsignalIQ“”âRUIandIitsIprecursorIvv”UImodulateIinterspeciesIandI
interkingdomIbehaviourWIFEMSeMicrobiologyeEcologyUI2011UIeeUIbZaV_f 4.3 109

149 tunctionalIgenomicsIanalysisIofIplantIgrowthVpromotingIrhizobacterialItraitsIinvolvedIinI
rhizosphereIcompetenceWIBiologyeandeFertilityeofeSoilsUI2011UIbeUIe_gVeba 6.1 139

148 uenomicIanalysisIofItheItypeIVwIsecretionIsystemsIinI“seudomonasIsppWhInovelIclustersIandIputativeI
effectorsIuncoveredWIMicrobiologyemUnitedeKingdomnUI2011UIZceUIZe_dVZeag 2.9 83

147 wmplicationsIofIinterspeciesIsignalingIforIvirulenceIofIbacterialIandIfungalIpathogensWIFuturee
MicrobiologyUI2011UIdUIeggVfZe 2.9 7

146 zowIoxygenIinducesItheItypeIwwwIsecretionIsystemIinI“seudomonasIaeruginosaIviaImodulationIofItheI
smallI–‘osIrsmZIandIrsmYWIMicrobiologyemUnitedeKingdomnUI2011UIZceUIabZeVab_f 2.9 30

145 αetracyclineIresistanceVencodingIplasmidIfromIpacillusIspWIstrainIL_bUIisolatedIfromItheImarineI
spongeIvaliclonaIsimulansWIAppliedeandeEnvironmentaleMicrobiologyUI2011UIeeUIa_eVg 4.8 30

144 sndoglucanaseIactivitiesIandIgrowthIofImarineVderivedIfungiIisolatedIfromItheIspongeIvaliclonaI
simulansWIJournaleofeAppliedeMicrobiologyUI2010UIZYfUIZddfVec 4.7 13

143 “seudomonasIaeruginosaIsecretedIfactorsIimpairIbiofilmIdevelopmentIinIqandidaIalbicansWI
MicrobiologyemUnitedeKingdomnUI2010UIZcdUIZbedVZbfd 2.9 63

142 smergenceIofIextendedVspectrumIbetaVlactamaseIandIfluoroquinoloneIresistanceIgenesIamongI
wrishImultidrugVresistantIisolatesWIDiagnosticeMicrobiologyeandeInfectiouseDiseaseUI2010UIdeUIZYdVg 2.9 8

141 ontibioticIselectionIleadsItoIinadvertentIselectionIofInfxqVtypeIphenotypicImutantsIinI
“seudomonasIaeruginosaWIEnvironmentaleMicrobiologyeReportsUI2010UI_UIbdZVb 3.7 4

140 piochemicalIandIgenomicIcomparisonIofIinorganicIphosphateIsolubilizationIinI“seudomonasI
speciesWIEnvironmentaleMicrobiologyeReportsUI2010UI_UIbYaVZZ 3.7 120

139 MarineImetagenomicshInewItoolsIforItheIstudyIandIexploitationIofImarineImicrobialImetabolismWI
MarineeDrugsUI2010UIfUIdYfV_f 6 126

138 αheI“seudomonasIfluorescensIsecondaryImetaboliteI_UbIdiacetylphloroglucinolIimpairsI
mitochondrialIfunctionIinIâaccharomycesIcerevisiaeWIAntonieeVaneLeeuwenhoekUI2010UIgeUI_dZVea 2.1 27

137 qomputationalIpredictionIofItheIqrcIregulonIidentifiesIgenusVwideIandIspeciesVspecificItargetsIofI
cataboliteIrepressionIcontrolIinI“seudomonasIbacteriaWIBMCeMicrobiologyUI2010UIZYUIaYY 4.5 27

136 âynthesisIofIaVhaloVanaloguesIofIvv”UIsubsequentIcrossVcouplingIandIfirstIcrystalIstructureIofI
“seudomonasIquinoloneIsignalIQ“”âRWITetrahedroneLettersUI2010UIcZUIcgZgVcg_Z 2 28
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135 âubinhibitoryIconcentrationsIofItheIcationicIantimicrobialIpeptideIcolistinIinduceItheIpseudomonasI
quinoloneIsignalIinI“seudomonasIaeruginosaWIMicrobiologyemUnitedeKingdomnUI2009UIZccUI_f_dV_fae 2.9 59

134 αranscriptomeIprofilingIdefinesIaInovelIregulonImodulatedIbyItheIzys–VtypeItranscriptionalI
regulatorIMexαIinI“seudomonasIaeruginosaWINucleiceAcidseResearchUI2009UIaeUIecbdVcg 20.1 66

133 wsolationIandIanalysisIofIbacteriaIwithIantimicrobialIactivitiesIfromItheImarineIspongeIvaliclonaI
simulansIcollectedIfromIwrishIwatersWIMarineeBiotechnologyUI2009UIZZUIafbVgd 3.4 139

132 MexαImodulatesIvirulenceIdeterminantsIinI“seudomonasIaeruginosaIindependentIofItheI
MexstV’pr‘IeffluxIpumpWIMicrobialePathogenesisUI2009UIbeUI_aeVbZ 3.8 47

131 âuperiorIinorganicIphosphateIsolubilizationIisIlinkedItoIphylogenyIwithinItheI“seudomonasI
fluorescensIcomplexWIAppliedeSoileEcologyUI2009UIbaUIZaZVZaf 5 80

130 svolutionaryIhistoryIofItheIphlIgeneIclusterIinItheIplantVassociatedIbacteriumI“seudomonasI
fluorescensWIAppliedeandeEnvironmentaleMicrobiologyUI2009UIecUI_Z__VaZ 4.8 49

129 âignalVmediatedIinteractionsIbetweenI“seudomonasIaeruginosaIandIqandidaIalbicansWIJournaleofe
MedicaleMicrobiologyUI2008UIceUIcdaVcdg 3.2 120

128 “seudomonasIaeruginosaI–smoIplaysIanIimportantIroleIduringImurineIinfectionIbyIinfluencingI
colonizationUIvirulenceUIpersistenceUIandIpulmonaryIinflammationWIInfectioneandeImmunityUI2008UIedUIda_Vf3.7 67

127 ueneticIanalysisIofIgenesIinvolvedIinIdipeptideImetabolismIandIcytotoxicityIinI“seudomonasI
aeruginosaI“o’ZWIMicrobiologyemUnitedeKingdomnUI2008UIZcbUI__YgV__Zf 2.9 17

126 oIputativeI–‘oVbindingIproteinIhasIaIroleIinIvirulenceIinI–alstoniaIsolanacearumIuMwZYYYWI
MolecularePlantePathologyUI2008UIgUIdeVe_ 5.7 4

125 MolecularIandIphenotypicIcharacterizationIofIpotentialIplantIgrowthVpromotingI“seudomonasI
fromIriceIandImaizeIrhizospheresWIWorldeJournaleofeMicrobiologyeandeBiotechnologyUI2008UI_bUIZfeeVZffb4.4 28

124 vighIlevelsIofIzymphotoxinVpetaIQzαVpetaRIgeneIexpressionIinIrheumatoidIarthritisIsynoviumhI
clinicalIandIcytokineIcorrelationsWIRheumatologyeInternationalUI2008UI_fUIgegVfd 3.6 37

123 ManipulationIofIhostIyruppelVlikeIfactorIQyztRIfunctionIbyIexotoxinsIfromIdiverseIbacterialI
pathogensWINatureeReviewseMicrobiologyUI2007UIcUIaaeVbZ 22.2 18

122 oIroleIforIαonpZIinIbiofilmIformationIandIquorumIsensingIinI“seudomonasIaeruginosaWIFEMSe
MicrobiologyeLettersUI2007UI_ebUI_dgVef 2.9 26

121 qonstructionIofIpZdâluxUIaInovelIvectorIforIimprovedIbioluminescentIlabelingIofIgramVnegativeI
bacteriaWIAppliedeandeEnvironmentaleMicrobiologyUI2007UIeaUIeYg_Vc 4.8 59

120 –oleIofIMembraneIâtructureIruringIâtressIâignallingIandIodaptationIinI“seudomonasI2007UIZgaV__b 9

119 sxploitingInewIsystemsVbasedIstrategiesItoIelucidateIplantVbacterialIinteractionsIinItheI
rhizosphereWIMicrobialeEcologyUI2006UIcZUI_ceVdd 4.4 68

118 zâαZIandI‘q–aIexpressionIinIautoimmuneIinflammationIandIinIresponseItoIwt‘VgammaUIz“âIandI
microbialIinfectionWIImmunogeneticsUI2006UIceUIfgaVgYa 3.2 40

(2006-2009)
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117
“seudomonasIaeruginosaIinfectionIofIairwayIepithelialIcellsImodulatesIexpressionIofIyruppelVlikeI
factorsI_IandIdIviaI–smoVmediatedIregulationIofItypeIwwwIexoenzymesIâIandIYWIInfectioneande
ImmunityUI2006UIebUIcfgaVgY_

3.7 30

116
αheIposttranscriptionalIregulatorI–smoIplaysIaIroleIinItheIinteractionIbetweenI“seudomonasI
aeruginosaIandIhumanIairwayIepithelialIcellsIbyIpositivelyIregulatingItheItypeIwwwIsecretionIsystemWI
InfectioneandeImmunityUI2006UIebUIaYZ_Vc

3.7 67

115
qomplexIregulationIofIoproImetalloproteaseIinI“seudomonasIfluorescensIMZZbhIevidenceIforItheI
involvementIofIironUItheIsqtIsigmaIfactorUI“broIandIpseudobactinIMZZbIsiderophoreWIMicrobiologye
mUnitedeKingdomnUI2006UIZc_UI_gVb_

2.9 20

114 wnfluenceIofItheIregulatoryIproteinI–smoIonIcellularIfunctionsIinI“seudomonasIaeruginosaI“o’ZUI
asIrevealedIbyItranscriptomeIanalysisWIMicrobiologyemUnitedeKingdomnUI2006UIZc_UIbYcVbZf 2.9 131

113
scologicalIinteractionIofIaIbiocontrolI“seudomonasIfluorescensIstrainIproducingI
_UbVdiacetylphloroglucinolIwithItheIsoftIrotIpotatoIpathogenIsrwiniaIcarotovoraIsubspWIatrosepticaWI
FEMSeMicrobiologyeEcologyUI2006UI_aUIgcVZYd

4.3 80

112 MolecularVbasedIstrategiesItoIexploitI“seudomonasIbiocontrolIstrainsIforIenvironmentalI
biotechnologyIapplicationsWIFEMSeMicrobiologyeEcologyUI2006UIcdUIZdeVee 4.3 59

111 opplicationsIofIautofluorescentIproteinsIforIinIsituIstudiesIinImicrobialIecologyWIAnnualeRevieweofe
MicrobiologyUI2005UIcgUI_ceVee 17.5 67

110 qharacterisationIofItheIregulatoryI–‘oI–smpIfromI“seudomonasIaeruginosaI“o’ZWIResearcheine
MicrobiologyUI2005UIZcdUIeVZd 4 49

109 sstablishmentIofIrs–edWαa_âbαIasIanIimprovedIautofluorescentImarkerIforImicrobialIecologyI
applicationsWIEnvironmentaleMicrobiologyUI2005UIeUIZfZfV_c 5.2 11

108
αranscriptomeIprofilingIofIbacterialIresponsesItoIrootIexudatesIidentifiesIgenesIinvolvedIinI
microbeVplantIinteractionsWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaUI2005UIZY_UIZebcbVg

11.5 195

107 wdentificationIofItwoIlysophosphatidicIacidIacyltransferaseIgenesIwithIoverlappingIfunctionIinI
“seudomonasIfluorescensWIMicrobiologyemUnitedeKingdomnUI2005UIZcZUIaYeZVaYfY 2.9 40

106 ModulationIofIquorumIsensingIinI“seudomonasIaeruginosaIthroughIalterationIofImembraneI
propertiesWIMicrobiologyemUnitedeKingdomnUI2005UIZcZUI_c_gV_cb_ 2.9 73

105 uenomeIdiversityIofI“seudomonasIaeruginosaIisolatesIfromIcysticIfibrosisIpatientsIandItheI
hospitalIenvironmentWIJournaleofeClinicaleMicrobiologyUI2004UIb_UIcefaVg_ 9.7 129

104
αheIputativeIpermeaseI“hlsIofI“seudomonasIfluorescensItZZaIhasIaIroleIinI
_UbVdiacetylphloroglucinolIresistanceIandIinIgeneralIstressItoleranceWIMicrobiologyemUnitedeKingdomn
UI2004UIZcYUI_bbaV_bcY

2.9 47

103
oreImicrobesIatItheIrootIofIaIsolutionItoIworldIfoodIproductionmI–ationalIexploitationIofI
interactionsIbetweenImicrobesIandIplantsIcanIhelpItoItransformIagricultureWIEMBOeReportsUI2004UI
cUIg__Vd

6.5 140

102 WhatIcanIbacterialIgenomeIresearchIteachIusIaboutIbacteriaVplantIinteractionsmWICurrenteOpinioneine
PlanteBiologyUI2004UIeUIZaeVbe 9.9 55

101
αheIVibrioIseventhIpandemicIislandVwwIisIaI_dWgIkbIgenomicIislandIpresentIinIVibrioIcholeraeIslIαorI
andI’ZagIserogroupIisolatesIthatIshowsIhomologyItoIaIbaWbIkbIgenomicIislandIinIVWIvulnificusWI
MicrobiologyemUnitedeKingdomnUI2004UIZcYUIbYcaVda

2.9 61

100 q’’“s–oαw’‘Iw‘IαvsI–vwZ’â“vs–sIo‘rIαvsIâ��t–ssI–wrs–â��I“–’pzsMWIEcologyUI2003UIfbUIfafVfbc 4.6 61
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99 –esidualIimpactIofItheIbiocontrolIinoculantI“seudomonasIfluorescensItZZaIonItheIresidentI
populationIofIrhizobiaInodulatingIaIredIcloverIrotationIcropWIMicrobialeEcologyUI2003UIbcUIZbcVcc 4.4 24

98 qharacterizationIofIinteractionsIbetweenItheItranscriptionalIrepressorI“hltIandIitsIbindingIsiteIatI
theIphloIpromoterIinI“seudomonasIfluorescensItZZaWIJournaleofeBacteriologyUI2002UIZfbUIaYYfVZd 3.5 80

97 “henotypicIselectionIandIphaseIvariationIoccurIduringIalfalfaIrootIcolonizationIbyI“seudomonasI
fluorescensItZZaWIJournaleofeBacteriologyUI2002UIZfbUIZcfeVgd 3.5 120

96 retectionIofIsingleInucleotideIpolymorphismsIusingIaInonVisotopicI–‘aseIcleavageIassayWIMethodse
ineMoleculareBiologyUI2002UIZgaUI_caVda 1.4

95 sxploitationIofIgeneticallyImodifiedIinoculantsIforIindustrialIecologyIapplicationsWIAntonieeVane
LeeuwenhoekUI2002UIfZUIcggVdYd 2.1 53

94 “seudomonasIforIbiocontrolIofIphytopathogenshIfromIfunctionalIgenomicsItoIcommercialI
exploitationWICurrenteOpinioneineBiotechnologyUI2001UIZ_UI_fgVgc 11.4 230

93 snhancingItheIbiocontrolIefficacyIofI“seudomonasIfluorescensItZZaIbyIalteringItheIregulationIandI
productionIofI_UbVdiacetylphloroglucinolWIPlanteandeSoilUI2001UI_a_UIZgcV_Yc 4.2 32

92 onIintegratedIapproachIforItheIevaluationIofIbiologicalIcontrolIofItheIcomplexI“olymyxaI
betaeXpeetI‘ecroticIYellowIVeinIVirusUIbyImeansIofIseedIinoculantsWIPlanteandeSoilUI2001UI_a_UI_ZcV__d 4.2 16

91
αumourInecrosisIfactorIcPIpromoterIsingleInucleotideIpolymorphismsIinfluenceIsusceptibilityItoI
rheumatoidIarthritisIQ–oRIinIimmunogeneticallyIdefinedImultiplexI–oIfamiliesWIGeneseandeImmunityUI
2001UI_UIf_Ve

4.4 72

90
wmpactIofI_UbVdiacetylphloroglucinolVproducingIbiocontrolIstrainI“seudomonasIfluorescensItZZaIonI
intraspecificIdiversityIofIresidentIculturableIfluorescentIpseudomonadsIassociatedIwithItheIrootsI
ofIfieldVgrownIsugarIbeetIseedlingsWIAppliedeandeEnvironmentaleMicrobiologyUI2001UIdeUIabZfV_c

4.8 59

89 oIregulatoryI–‘oIQ“rrpI–‘oRImodulatesIexpressionIofIsecondaryImetaboliteIgenesIinI
“seudomonasIfluorescensItZZaWIJournaleofeBacteriologyUI2000UIZf_UIagZaVg 3.5 99

88
’verproductionIofIanIinducibleIextracellularIserineIproteaseIimprovesIbiologicalIcontrolIofI
“ythiumIultimumIbyIâtenotrophomonasImaltophiliaIstrainIWfZWIMicrobiologyemUnitedeKingdomnUI
2000UIZbdIQI“tIfRUI_YdgV_Yef

2.9 100

87
–egulationIofIproductionIofItheIantifungalImetaboliteI_UbVdiacetylphloroglucinolIinI“seudomonasI
fluorescensItZZahIgeneticIanalysisIofIphltIasIaItranscriptionalIrepressorWIMicrobiologyemUnitede
KingdomnUI2000UIZbdIQI“tI_RUIcaeVcbd

2.9 98

86 âmallUIstableIshuttleIvectorsIbasedIonItheIminimalIpVâZIrepliconIforIuseIinIgramVnegativeUI
plantVassociatedIbacteriaWIMolecularePlantsMicrobeeInteractionsUI2000UIZaUI_a_Ve 3.6 293

85
αheIbiocontrolIstrainI“seudomonasIfluorescensItZZaIproducesItheI–hizobiumIsmallIbacteriocinUI
‘VQaVhydroxyVeVcisVtetradecenoylRhomoserineIlactoneUIviaIvdtâUIaIputativeInovelI‘VacylhomoserineI
lactoneIsynthaseWIMicrobiologyemUnitedeKingdomnUI2000UIZbdIQI“tIZYRUI_bdgV_bfY

2.9 163

84
αheIinfluenceIofIinVeggImortalityIandIspontaneousIhatchingIonItheIdeclineIofIuloboderaI
rostochiensisIduringIcropIrotationIinItheIabsenceIofItheIhostIpotatoIcropIinItheIfieldWINematologyUI
1999UIZUIdaeVdbc

0.9 18

83
âignallingIbyItheIfungusI“ythiumIultimumIrepressesIexpressionIofItwoIribosomalI–‘oIoperonsI
withIkeyIrolesIinItheIrhizosphereIecologyIofI“seudomonasIfluorescensItZZaWIEnvironmentale
MicrobiologyUI1999UIZUIbgcVcY_

5.2 30

82 sffectIofIinoculumIpreparationIandIformulationIonIsurvivalIandIbiocontrolIefficacyIofI
“seudomonasIfluorescensItZZaWIJournaleofeAppliedeMicrobiologyUI1999UIfdUIZYfVZZd 4.7 41

(1999-2003)
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81 q–“IinteractsIwithIpromoterVboundIsigmacbI–‘oIpolymeraseIandIblocksItranscriptionalIactivationI
ofItheIdctoIpromoterWIEMBOeJournalUI1998UIZeUIefdVgd 13 24

80 wonIchromatographicIanalysisIofInutrientsIinIseedIexudateIforImicrobialIcolonisationWIJournaleofe
ChromatographyeAUI1998UIfYbUIaZZVaZf 4.5 16

79 ModellingItheImajorIhistocompatibilityIcomplexIsusceptibilityItoI–oIusingItheIMoâqImethodWI
GeneticeEpidemiologyUI1998UIZcUIbZgVaY 2.6 18

78
sffectIofItheIbiocontrolIagentI“seudomonasIfluorescensItZZaIreleasedIasIsugarbeetIinoculantIonI
theInutrientIcontentsIofIsoilIandIfoliageIofIaIredIcloverIrotationIcropWIBiologyeandeFertilityeofeSoilsUI
1998UI_eUIafYVafc

6.1 10

77 qombiningIproteolyticIandIphloroglucinolVproducingIbacteriaIforIimprovedIbiocontrolIofI
“ythiumVmediatedIdampingVoffIofIsugarIbeetWIPlantePathologyUI1998UIbeUI_ggVaYe 2.8 109

76 spidemiologyIandIclinicalIimpactIofI“seudomonasIaeruginosaIinfectionIinIcysticIfibrosisIusingI
o“V“q–IfingerprintingWIJournaleofeInfectionUI1998UIaeUIZcZVf 18.9 23

75
onIinvestigationIofItheIimpactIofIbiocontrolI“seudomonasIfluorescensItZZaIonItheIgrowthIofI
sugarbeetIandItheIperformanceIofIsubsequentIcloverV–hizobiumIsymbiosisWIAppliedeSoileEcologyUI
1998UIeUI__cV_ae

5 29

74 piologicalIcontrolIofIbyIWfZIisImediatedIbyIanIextracellularIproteolyticIactivityWIMicrobiologye
mUnitedeKingdomnUI1997UIZbaUIag_ZVagaZ 2.9 169

73 wnhibitionIofIeggIhatchIofItheIpotatoIcystInematodeIuloboderaIrostochiensisIbyI
chitinaseVproducingIbacteriaWIEuropeaneJournaleofePlantePathologyUI1997UIZYaUIbaaVbbY 2.1 41

72 αranscriptionalIregulationIofItheIironVresponsiveIsigmaIfactorIgeneIpbroWIMoleculareGeneticseande
GenomicsUI1996UI_cYUIcYVf 7

71 –egulationIofIdctIgenesIinItheI–hizobiumImelilotiValfalfaIinteractionWIWorldeJournaleofeMicrobiologye
andeBiotechnologyUI1996UIZ_UIZcZVd 4.4 2

70 –hizosphereIcompetenceIofIfluorescentI“seudomonasIspWIp_bIgeneticallyImodifiedItoIutiliseI
additionalIferricIsiderophoresWIFEMSeMicrobiologyeEcologyUI1996UIZgUI_ZcV__c 4.3 2

69
qonstructionIofIaImodifiedIminiVαncIlacZYInonVantibioticImarkerIcassettehIecologicalIevaluationIofI
aIlacZYImarkedI“seudomonasIstrainIinItheIsugarbeetIrhizosphereWIFEMSeMicrobiologyeLettersUI1996UI
ZacUI_cZVe

2.9 13

68 ModularIstructureIofItheI–hizobiumImelilotiIrctpIproteinWIFEMSeMicrobiologyeLettersUI1996UIZagUIZgV_c 2.9 7

67
–egulationIofItheIironIuptakeIgenesIinI“seudomonasIfluorescensIMZZbIbyIpseudobactinIMZZbhItheI
pbroIsigmaIfactorIgeneIdoesInotImediateItheIsiderophoreIregulatoryIresponseWIFEMSeMicrobiologye
LettersUI1996UIZbbUIdZVd

2.9 16

66 wmprovedIdeliveryIofIbiocontrolI“seudomonasIandItheirIantifungalImetabolitesIusingIalginateI
polymersWIAppliedeMicrobiologyeandeBiotechnologyUI1996UIbbUIebYVebc 5.7 18

65 MechanismsIinvolvedIinIbiocontrolIbyImicrobialIinoculantsWIAgronomyeforeSustainableeDevelopmentUI
1996UIZdUIe_ZVe_g 30

64 αranscriptionalIregulationIofItheIironVresponsiveIsigmaIfactorIgeneWIMoleculareGeneticseande
GenomicsUI1996UI_cYUIcY 5
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63 wronVresponsiveIgeneIexpressionIinI“seudomonasIfluorescensIMZZbhIcloningIandIcharacterizationI
ofIaItranscriptionVactivatingIfactorUI“broWIMoleculareMicrobiologyUI1995UIZcUI_geVaYd 4.1 37

62 qloningIofItheIsecondIadenylateIcyclaseIgeneIQcya_RIfromI–hizobiumImelilotiItabhIsequenceI
similarityItoIeukaryoticIcyclasesWIFEMSeMicrobiologyeLettersUI1995UIZ_fUIZeeVfb 2.9 11

61 ‘trpqVdependentIexpressionIfromItheI–hizobiumImelilotiIdctoIpromoterIinIsscherichiaIcoliWIFEMSe
MicrobiologyeLettersUI1995UIZ_fUI_bZVc 2.9 5

60 âignalItransductionIinItheI–hizobiumImelilotiIdicarboxylicIacidItransportIsystemWIFEMSeMicrobiologye
LettersUI1995UIZ_dUI_cVaY 2.9 17

59 oIversatileImostIprobableInumberIsystemItoIquantifyIlacZYVmarkedIpseudomonadsIpresentIatIlowI
cellInumbersIinItheIrhizosphereWILetterseineAppliedeMicrobiologyUI1995UI_YUI__YV__b 2.9 1

58 ‘onVlinkageIofIaIαVcellIreceptorIgammaIchainImicrosatelliteIQreâbfcRItoIrheumatoidIarthritisIinI
multiplexIfamiliesWIJournaleofeAutoimmunityUI1995UIfUIZaZVf 15.5 1

57 αheIroleIofIαVcellIreceptorIbetaIchainIgenesIinItheIsusceptibilityItoIrheumatoidIarthritisWIAnnalseofe
theeNeweYorkeAcademyeofeSciencesUI1995UIecdUIZeaVc 6.5 5

56 αheIroleIofIαIcellIreceptorIbetaIchainIgenesIinIsusceptibilityItoIrheumatoidIarthritisWIArthritiseande
RheumatismUI1995UIafUIgZVc 30

55 ‘ucleotideIsequenceIanalysisIandIpotentialIenvironmentalIdistributionIofIaIferricIpseudobactinI
receptorIgeneIofI“seudomonasIspWIstrainIMZZbWIMoleculareGeneticseandeGenomicsUI1994UI_b_UIgVZd 18

54 wsolationIofIaIgeneIQpbsqRIrequiredIforIsiderophoreIbiosynthesisIinIfluorescentI“seudomonasIspWI
strainIMZZbWIMoleculareGeneticseandeGenomicsUI1994UI_baUIcZcV_b 21

53 MetabolitesIofI“seudomonasIinvolvedIinItheIbiocontrolIofIplantIdiseaseWITrendseineBiotechnologyUI
1994UIZ_UIZaaVZbZ 15.1 293

52 sscherichiaIcoliIferricIuptakeIregulatorIQturRIcanImediateIregulationIofIaIpseudomonadI
ironVregulatedIpromoterWIFEMSeMicrobiologyeLettersUI1994UIZZeUIa_eVaa_ 2.9 12

51 αheIbehaviorIofIbacteriaIdesignedIforIbiodegradationWINatureeBiotechnologyUI1994UIZ_UIZabgVcd 44.5 58

50 αransformationIofIuluconobacterIoxydansIsubspWIsuboxydansIbyIelectroporationWICanadianeJournale
ofeMicrobiologyUI1994UIbYUIbgZVbgb 3.2 8

49
ziquidIchromatographicIassayIofImicrobiallyIderivedIphloroglucinolIantibioticsIforIestablishingItheI
biosyntheticIrouteItoIproductionUIandItheIfactorsIaffectingItheirIregulationWIAnalyticaeChimicaeActaUI
1993UI_e_UI_eZV_ee

6.6 41

48 αheIsscherichiaIcoliIcoM“IreceptorIproteinIQq–“RIrepressesItheI–hizobiumImelilotiIdctoIpromoterI
inIaIcoM“VdependentIfashionWIMoleculareMicrobiologyUI1993UIfUI_caVg 4.1 17

47 oI–hizobiumImelilotiImutantUIlackingIaIfunctionalI˛‡VaminobutyrateIQuopoRIbypassUIisIdefectiveIinI
glutamateIcatabolismIandIsymbioticInitrogenIfixationWIFEMSeMicrobiologyeLettersUI1993UIZYgUIZgcV_Y_ 2.9 10

46 revelopmentalIandImetabolicIregulationIofInitrogenIfixationIgeneIexpressionIinI–hizobiumI
melilotiWICanadianeJournaleofeMicrobiologyUI1992UIafUIbdeVbeb 3.2 5

(1992-1995)
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45 –esearchIandIdevelopmentItopicsIinIonalyticalIqhemistryWIAnalyticaleProceedingsUI1992UI_gUIZY 5

44
ommoniaIregulationIofItheI–hizobiumImelilotiInitrogenaseIstructuralIandIregulatoryIgenesIunderI
freeVlivingIconditionshIinvolvementIofItheIfixzIgeneIproductmWIMoleculareGeneticseandeGenomicsUI
1992UI_abUIb_aVf

14

43 wsolationUItraceIenrichmentIandIliquidIchromatographicIanalysisIofIdiacetylphloroglucinolIinIcultureI
andIsoilIsamplesIusingIγVIandIamperometricIdetectionWIJournaleofeChromatographyeAUI1992UIdYdUIZeZVZee4.5 22

42
wsolationIofI_UbVdiacetylphloroglucinolIfromIaIfluorescentIpseudomonadIandIinvestigationIofI
physiologicalIparametersIinfluencingIitsIproductionWIAppliedeandeEnvironmentaleMicrobiologyUI1992UI
cfUIacaVf

4.8 342

41
qharacterizationIofItluorescentIâiderophoreVMediatedIwronIγptakeIinI“seudomonasIspWIâtrainI
MZZbhIsvidenceIforItheIsxistenceIofIanIodditionalIterricIâiderophoreI–eceptorWIAppliedeande
EnvironmentaleMicrobiologyUI1992UIcfUIdaYVc

4.8 17

40 sffectIofIdivalentImetalIcationsIonI–hizobiumImelilotiIbetaVgalactosidaseWIBiochemicaleSocietye
TransactionsUI1991UIZgUIZgâ 5.1 6

39 âequencesIdownstreamIfromItheItranscriptionalIstartIsiteIareIessentialIforImicroaerobicUIbutInotI
symbioticUIexpressionIofItheI–hizobiumImelilotiInifvryIpromoterWIMoleculareMicrobiologyUI1991UIcUIZceVd_4.1 4

38 qonjugationIandIheterologousIgeneIexpressionIinuluconobacterIoxydanssspWsuboxydansWIFEMSe
MicrobiologyeLettersUI1991UIfYUIZeaVZee 2.9 11
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