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purkholderiaImultivoransWIMicrobiologyemUnitedeKingdomnUI2014UIZdYUIZbebVZbfe 2.9 28

151 uenomeVwideIinvestigationIofIcellularItargetsIandImodeIofIactionIofItheIantifungalIbacterialI
metaboliteI_UbVdiacetylphloroglucinolIinIâaccharomycesIcerevisiaeWIFEMSeYeasteResearchUI2013UIZaUIa__Vab3.1 28

150 âynthesisIofIaVhaloVanaloguesIofIvv”UIsubsequentIcrossVcouplingIandIfirstIcrystalIstructureIofI
“seudomonasIquinoloneIsignalIQ“”âRWITetrahedroneLettersUI2010UIcZUIcgZgVcg_Z 2 28

149 MolecularIandIphenotypicIcharacterizationIofIpotentialIplantIgrowthVpromotingI“seudomonasI
fromIriceIandImaizeIrhizospheresWIWorldeJournaleofeMicrobiologyeandeBiotechnologyUI2008UI_bUIZfeeVZffb4.4 28

148 –espiratoryIpathogensIadoptIaIchronicIlifestyleIinIresponseItoIbileWIPLoSeONEUI2012UIeUIebcgef 3.7 28

147 wsoquercetinIandIinulinIsynergisticallyImodulateItheIgutImicrobiomeItoIpreventIdevelopmentIofI
theImetabolicIsyndromeIinImiceIfedIaIhighIfatIdietWIScientificeReportsUI2018UIfUIZYZYY 4.9 27

146 αheI“seudomonasIfluorescensIsecondaryImetaboliteI_UbIdiacetylphloroglucinolIimpairsI
mitochondrialIfunctionIinIâaccharomycesIcerevisiaeWIAntonieeVaneLeeuwenhoekUI2010UIgeUI_dZVea 2.1 27

145 qomputationalIpredictionIofItheIqrcIregulonIidentifiesIgenusVwideIandIspeciesVspecificItargetsIofI
cataboliteIrepressionIcontrolIinI“seudomonasIbacteriaWIBMCeMicrobiologyUI2010UIZYUIaYY 4.5 27

144 oInonVclassicalIzys–VtypeItranscriptionalIregulatorI“o__YdIisIrequiredIforIanIeffectiveIoxidativeI
stressIresponseIinI“seudomonasIaeruginosaWIPLoSeONEUI2013UIfUIecbbeg 3.7 27

143 oIroleIforIαonpZIinIbiofilmIformationIandIquorumIsensingIinI“seudomonasIaeruginosaWIFEMSe
MicrobiologyeLettersUI2007UI_ebUI_dgVef 2.9 26

142 wnductionIandIregulationIofIribuloseIbisphosphateIcarboxylaseIactivityIinI–hizobiumIjaponicumI
duringIformateVdependentIgrowthWIArchiveseofeMicrobiologyUI1982UIZaZUIcZVcb 3 26

141 riversityIofI‘aturalI“roductIpiosyntheticIuenesIinItheIMicrobiomeIofItheIreepIâeaIâpongesI
wnflatellaIpelliculaUI“oecillastraIcompressaUIandIâtellettaInormaniWIFrontierseineMicrobiologyUI2016UIeUIZY_e5.7 25

140 q–“IinteractsIwithIpromoterVboundIsigmacbI–‘oIpolymeraseIandIblocksItranscriptionalIactivationI
ofItheIdctoIpromoterWIEMBOeJournalUI1998UIZeUIefdVgd 13 24

139 –esidualIimpactIofItheIbiocontrolIinoculantI“seudomonasIfluorescensItZZaIonItheIresidentI
populationIofIrhizobiaInodulatingIaIredIcloverIrotationIcropWIMicrobialeEcologyUI2003UIbcUIZbcVcc 4.4 24

138 MarineI“seudovibrioIspWIasIaInovelIsourceIofIantimicrobialsWIMarineeDrugsUI2014UIZ_UIcgZdV_g 6 23

137 spidemiologyIandIclinicalIimpactIofI“seudomonasIaeruginosaIinfectionIinIcysticIfibrosisIusingI
o“V“q–IfingerprintingWIJournaleofeInfectionUI1998UIaeUIZcZVf 18.9 23

136 –egulationIofIironIassimilationhInucleotideIsequenceIanalysisIofIanIironVregulatedIpromoterIfromIaI
fluorescentIpseudomonadWIMoleculareGeneticseandeGenomicsUI1991UI__fUIZVf 23
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135 rerepressionIofIribuloseIbisphosphateIcarboxylaseIactivityIin–hizobiumImelilotiWIFEMSe
MicrobiologyeLettersUI1982UIZbUIgcVgg 2.9 23

134
MaribacterIspongiicolaIspWInovWIandIMaribacterIvaceletiiIspWInovWUIisolatedIfromImarineIspongesUIandI
emendedIdescriptionIofItheIgenusIMaribacterWIInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyUI2015UIdcUI_YgeV_ZYa

2.2 23

133 pileIsignallingIpromotesIchronicIrespiratoryIinfectionsIandIantibioticItoleranceWIScientificeReportsUI
2016UIdUI_gedf 4.9 22

132 oInovelIhostVresponsiveIsensorImediatesIvirulenceIandItypeIwwwIsecretionIduringI“seudomonasI
aeruginosaVhostIcellIinteractionsWIMicrobiologyemUnitedeKingdomnUI2012UIZcfUIZYceVZYeY 2.9 22

131 wsolationUItraceIenrichmentIandIliquidIchromatographicIanalysisIofIdiacetylphloroglucinolIinIcultureI
andIsoilIsamplesIusingIγVIandIamperometricIdetectionWIJournaleofeChromatographyeAUI1992UIdYdUIZeZVZee4.5 22

130 qyclicIamcmVadenosineImonophosphateIsynthesisIinI–hizobiumhIwdentificationIofIaIclonedIsequenceI
fromI–hizobiumImelilotiIcodingIforIadenylIcyclaseWIMoleculareGeneticseandeGenomicsUI1983UIZg_UI_aYV_ab 22

129 –ethinkingItheIbileIacidXgutImicrobiomeIaxisIinIcancerWIOncotargetUI2017UIfUIZZceadVZZcebe 3.3 21

128 wmpairedIexpressionIofIhypoxiaVinducibleIfactorVZ˛–IinIcysticIfibrosisIairwayIepithelialIcellsIVIaIroleI
forIvwtVZIinItheIpathophysiologyIofIqtmWIJournaleofeCysticeFibrosisUI2011UIZYUI_fdVgY 4.1 21

127 wsolationIofIaIgeneIQpbsqRIrequiredIforIsiderophoreIbiosynthesisIinIfluorescentI“seudomonasIspWI
strainIMZZbWIMoleculareGeneticseandeGenomicsUI1994UI_baUIcZcV_b 21

126 αheIâ“wVZVlikeIαypeIwwwIsecretionIsystemhImoreIrolesIthanIyouIthinkWIFrontierseinePlanteScienceUI2014UI
cUIab 6.2 20

125
qomplexIregulationIofIoproImetalloproteaseIinI“seudomonasIfluorescensIMZZbhIevidenceIforItheI
involvementIofIironUItheIsqtIsigmaIfactorUI“broIandIpseudobactinIMZZbIsiderophoreWIMicrobiologye
mUnitedeKingdomnUI2006UIZc_UI_gVb_

2.9 20

124 wdentificationIofInovelIphytaseIgenesIfromIanIagriculturalIsoilVderivedImetagenomeWIJournaleofe
MicrobiologyeandeBiotechnologyUI2014UI_bUIZZaVf 3.3 20

123 sxtracellularIproteaseIproductionIbyIfluorescentI“sevdomonasIâ““IandItheIcolonizationIofI
sugarbeetIrootsIandIsoilWISoileBiologyeandeBiochemistryUI1991UI_aUId_aVd_e 7.5 19

122 âiteIspecificItranspositionIofIαneIintoIaI–hizobiumImelilotiImegaplasmidWIMoleculareGeneticseande
GenomicsUI1984UIZgaUIZcaVZce 19

121 varnessingIMarineIpiocatalyticI–eservoirsIforIureenIqhemistryIopplicationsIthroughIMetagenomicI
αechnologiesWIMarineeDrugsUI2018UIZdUI 6 19

120 qharacterizationIofItheIâ“wVZIandI–spItypeIthreeIsecretionIsystemsIinI“seudomonasIfluorescensI
tZZaWIEnvironmentaleMicrobiologyeReportsUI2013UIcUIaeeVfd 3.7 18

119 ModellingItheImajorIhistocompatibilityIcomplexIsusceptibilityItoI–oIusingItheIMoâqImethodWI
GeneticeEpidemiologyUI1998UIZcUIbZgVaY 2.6 18

118 ManipulationIofIhostIyruppelVlikeIfactorIQyztRIfunctionIbyIexotoxinsIfromIdiverseIbacterialI
pathogensWINatureeReviewseMicrobiologyUI2007UIcUIaaeVbZ 22.2 18

(2007-1982)
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117
αheIinfluenceIofIinVeggImortalityIandIspontaneousIhatchingIonItheIdeclineIofIuloboderaI
rostochiensisIduringIcropIrotationIinItheIabsenceIofItheIhostIpotatoIcropIinItheIfieldWINematologyUI
1999UIZUIdaeVdbc

0.9 18

116 ‘ucleotideIsequenceIanalysisIandIpotentialIenvironmentalIdistributionIofIaIferricIpseudobactinI
receptorIgeneIofI“seudomonasIspWIstrainIMZZbWIMoleculareGeneticseandeGenomicsUI1994UI_b_UIgVZd 18

115 wmprovedIdeliveryIofIbiocontrolI“seudomonasIandItheirIantifungalImetabolitesIusingIalginateI
polymersWIAppliedeMicrobiologyeandeBiotechnologyUI1996UIbbUIebYVebc 5.7 18

114
rirectIandI–apidIslectrochemicalIretectionIofI“seudomonasIaeruginosaI”uorumIâignalingI
MoleculesIinIpacterialIqulturesIandIqysticItibrosisIâputumIâamplesIthroughIqationicI
âurfactantVossistedIMembraneIrisruptionWIChemElectroChemUI2017UIbUIcaaVcbZ

4.3 17

113 oI‘ovelIqoldIoctiveIssteraseIfromIaIreepIâeaIâpongeIâtellettaInormaniIMetagenomicIzibraryWI
FrontierseineMarineeScienceUI2017UIbUI 4.5 17

112 ueneticIanalysisIofIgenesIinvolvedIinIdipeptideImetabolismIandIcytotoxicityIinI“seudomonasI
aeruginosaI“o’ZWIMicrobiologyemUnitedeKingdomnUI2008UIZcbUI__YgV__Zf 2.9 17

111 âignalItransductionIinItheI–hizobiumImelilotiIdicarboxylicIacidItransportIsystemWIFEMSeMicrobiologye
LettersUI1995UIZ_dUI_cVaY 2.9 17

110 αheIsscherichiaIcoliIcoM“IreceptorIproteinIQq–“RIrepressesItheI–hizobiumImelilotiIdctoIpromoterI
inIaIcoM“VdependentIfashionWIMoleculareMicrobiologyUI1993UIfUI_caVg 4.1 17

109 wsolationIofIanIosmˆ¢mmmutantIof–hizobiumIjaponicumdefectiveIinIsymbioticI‘_VfixationWIFEMSe
MicrobiologyeLettersUI1984UI_bUI_bZV_bc 2.9 17

108 –egulationIofInitrogenIfixationIinI–hizobiumIsppWIwsolationIofImutantsIofI–hizobiumItrifoliiIwhichI
induceInitrogenaseIactivityWIBiochimicaeEteBiophysicaeActaeseGeneraleSubjectsUI1977UIcYYUI_eeVgY 4 17

107 MutantIstrainsIofIcloverIrhizobiumIQ–hizobiumItrifoliiRIthatIformInodulesIonIsoybeanIQulycineImaxRWI
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI1978UIecUI_abaVe 11.5 17

106
qharacterizationIofItluorescentIâiderophoreVMediatedIwronIγptakeIinI“seudomonasIspWIâtrainI
MZZbhIsvidenceIforItheIsxistenceIofIanIodditionalIterricIâiderophoreI–eceptorWIAppliedeande
EnvironmentaleMicrobiologyUI1992UIcfUIdaYVc

4.8 17

105 wntegratedIQMetaRIuenomicIandIâyntheticIpiologyIopproachesItoIrevelopI‘ewIpiocatalystsWIMarinee
DrugsUI2016UIZbUI 6 17

104 αheIaliphaticIamidaseIomisIisIinvolvedIinIregulationIofI“seudomonasIaeruginosaIvirulenceWI
ScientificeReportsUI2017UIeUIbZZef 4.9 16

103 αheIrequirementsIatItheIqVaIpositionIofIalkylquinolonesIforIsignallingIinI“seudomonasIaeruginosaWI
OrganiceandeBiomoleculareChemistryUI2017UIZcUIaYdVaZY 3.9 16

102 oIstructureIactivityVrelationshipIstudyIofItheIbacterialIsignalImoleculeIvv”IrevealsIswarmingI
motilityIinhibitionIinIpacillusIatrophaeusWIOrganiceandeBiomoleculareChemistryUI2015UIZaUIccaeVbZ 3.9 16

101 sxploitingIwnterkingdomIwnteractionsIforIrevelopmentIofIâmallVMoleculeIwnhibitorsIofIqandidaI
albicansIpiofilmItormationWIAntimicrobialeAgentseandeChemotherapyUI2016UIdYUIcfgbVgYc 5.9 16

100 oquimarinaIamphilectiIspWInovWUIisolatedIfromItheIspongeIomphilectusIfucorumWIInternationale
JournaleofeSystematiceandeEvolutionaryeMicrobiologyUI2014UIdbUIcYZVcYc 2.2 16
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99
onalysisIofI“seudomonasIquinoloneIsignalIandIotherIbacterialIsignallingImoleculesIusingIcapillariesI
coatedIwithIhighlyIchargedIpolyelectrolyteImonolayersIandIboronIdopedIdiamondIelectrodeWI
JournaleofeChromatographyeAUI2012UIZ_cZUIZdgVZec

4.5 16

98 αheIbacterialIsecondaryImetaboliteI_UbVdiacetylphloroglucinolIimpairsImitochondrialIfunctionIandI
affectsIcalciumIhomeostasisIinI‘eurosporaIcrassaWIFungaleGeneticseandeBiologyUI2013UIcdUIZacVbd 3.9 16

97 wonIchromatographicIanalysisIofInutrientsIinIseedIexudateIforImicrobialIcolonisationWIJournaleofe
ChromatographyeAUI1998UIfYbUIaZZVaZf 4.5 16

96 onIintegratedIapproachIforItheIevaluationIofIbiologicalIcontrolIofItheIcomplexI“olymyxaI
betaeXpeetI‘ecroticIYellowIVeinIVirusUIbyImeansIofIseedIinoculantsWIPlanteandeSoilUI2001UI_a_UI_ZcV__d 4.2 16

95
–egulationIofItheIironIuptakeIgenesIinI“seudomonasIfluorescensIMZZbIbyIpseudobactinIMZZbhItheI
pbroIsigmaIfactorIgeneIdoesInotImediateItheIsiderophoreIregulatoryIresponseWIFEMSeMicrobiologye
LettersUI1996UIZbbUIdZVd

2.9 16

94 varnessingIpacterialIâignalsIforIâuppressionIofIpiofilmItormationIinItheI‘osocomialItungalI
“athogenWIFrontierseineMicrobiologyUI2016UIeUI_Yeb 5.7 16

93 âtatinsIinhibitIinIvitroIvirulenceIphenotypesIofI“seudomonasIaeruginosaWIJournaleofeAntibioticsUI
2013UIddUIggVZYZ 3.7 15

92 piotechnologicalI“otentialIofIqoldIodaptedI“seudoalteromonasIsppWIwsolatedIfromIPreepIâeaPI
âpongesWIMarineeDrugsUI2017UIZcUI 6 14

91 pileIacidsIrepressIhypoxiaVinducibleIfactorIZIsignalingIandImodulateItheIairwayIimmuneIresponseWI
InfectioneandeImmunityUI2014UIf_UIacaZVbZ 3.7 14

90
ommoniaIregulationIofItheI–hizobiumImelilotiInitrogenaseIstructuralIandIregulatoryIgenesIunderI
freeVlivingIconditionshIinvolvementIofItheIfixzIgeneIproductmWIMoleculareGeneticseandeGenomicsUI
1992UI_abUIb_aVf

14

89 αheIroleIofIformateImetabolismIinInitrogenIfixationIinI–hizobiumIâppWWIArchiveseofeMicrobiologyUI
1982UIZaaUIaZ_VaZe 3 14

88 oInewIregulatorIofIpathogenicityIQbvl–RIisIrequiredIforIfullIvirulenceIandItightImicrocolonyI
formationIinI“seudomonasIaeruginosaWIMicrobiologyemUnitedeKingdomnUI2014UIZdYUIZbffVZcYY 2.9 13

87 MolecularIevolutionIofIzys–VtypeItranscriptionalIregulationIinI“seudomonasIaeruginosaWIMoleculare
PhylogeneticseandeEvolutionUI2013UIddUIZYbZVg 4.1 13

86 sndoglucanaseIactivitiesIandIgrowthIofImarineVderivedIfungiIisolatedIfromItheIspongeIvaliclonaI
simulansWIJournaleofeAppliedeMicrobiologyUI2010UIZYfUIZddfVec 4.7 13

85
qonstructionIofIaImodifiedIminiVαncIlacZYInonVantibioticImarkerIcassettehIecologicalIevaluationIofI
aIlacZYImarkedI“seudomonasIstrainIinItheIsugarbeetIrhizosphereWIFEMSeMicrobiologyeLettersUI1996UI
ZacUI_cZVe

2.9 13

84
qomparativeIuenomicIonalysisI–evealsIaIriverseI–epertoireIofIuenesIwnvolvedIinI
“rokaryoteVsukaryoteIwnteractionsIwithinItheI“seudovibrioIuenusWIFrontierseineMicrobiologyUI2016UI
eUIafe

5.7 13

83 αheIimpactIofIphytochemicalsIpresentIinItheIdietIonImicrobialIsignallingIinItheIhumanIgutWIJournale
ofeFunctionaleFoodsUI2015UIZbUIdfbVdgZ 5.1 12

82 αheIexpandingIhorizonIofIalkylIquinoloneIsignallingIandIcommunicationIinIpolycellularI
interactomesWIFEMSeMicrobiologyeLettersUI2018UIadcUI 2.9 12

(2018-2012)
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81
’neIstepIpreparationIandIelectrochemicalIanalysisIofIw”âUIaIcellVcellIcommunicationIsignalIinItheI
nosocomialIpathogenI“seudomonasIaeruginosaWIBioorganiceandeMedicinaleChemistryeLettersUI2014UI
_bUIbeYaVbeYe

2.9 12

80 sscherichiaIcoliIferricIuptakeIregulatorIQturRIcanImediateIregulationIofIaIpseudomonadI
ironVregulatedIpromoterWIFEMSeMicrobiologyeLettersUI1994UIZZeUIa_eVaa_ 2.9 12

79 ’rganizationIofItheIadenylIcyclaseIQcyaRIlocusIofI–hizobiumImelilotiWIGeneUI1986UIbbUIfgVgd 3.8 12

78 risruptionIofI‘VacylVhomoserineIlactoneVspecificIsignallingIandIvirulenceIinIclinicalIpathogensIbyI
marineIspongeIbacteriaWIMicrobialeBiotechnologyUI2019UIZ_UIZYbgVZYda 6.3 12

77 âynthesisIandIelectrochemicalIdetectionIofIaIthiazolylVindoleInaturalIproductIisolatedIfromItheI
nosocomialIpathogenI“seudomonasIaeruginosaWIAnalyticaleandeBioanalyticaleChemistryUI2016UIbYfUIdadZVe4.4 11

76 “seudovibrioIaxinellaeIspWInovWUIisolatedIfromIanIwrishImarineIspongeWIInternationaleJournaleofe
SystematiceandeEvolutionaryeMicrobiologyUI2013UIdaUIZbZVZbc 2.2 11

75 sstablishmentIofIrs–edWαa_âbαIasIanIimprovedIautofluorescentImarkerIforImicrobialIecologyI
applicationsWIEnvironmentaleMicrobiologyUI2005UIeUIZfZfV_c 5.2 11

74 qloningIofItheIsecondIadenylateIcyclaseIgeneIQcya_RIfromI–hizobiumImelilotiItabhIsequenceI
similarityItoIeukaryoticIcyclasesWIFEMSeMicrobiologyeLettersUI1995UIZ_fUIZeeVfb 2.9 11

73 qonjugationIandIheterologousIgeneIexpressionIinuluconobacterIoxydanssspWsuboxydansWIFEMSe
MicrobiologyeLettersUI1991UIfYUIZeaVZee 2.9 11

72 αleIdistributionIandIdiversityIinImetagenomicIdatasetsIrevealInicheIspecializationWIEnvironmentale
MicrobiologyeReportsUI2015UIeUIZgbV_Ya 3.7 10

71 sxploitationIofIglucoseIcatabolicIgeneIfusionsItoIinvestigateIinIsituIexpressionIduringI
“seudomonasâ��plantIinteractionsWIBiologyeandeFertilityeofeSoilsUI2012UIbfUI_acV_af 6.1 10

70
sffectIofItheIbiocontrolIagentI“seudomonasIfluorescensItZZaIreleasedIasIsugarbeetIinoculantIonI
theInutrientIcontentsIofIsoilIandIfoliageIofIaIredIcloverIrotationIcropWIBiologyeandeFertilityeofeSoilsUI
1998UI_eUIafYVafc

6.1 10

69 ulutamateIcatabolismIinI–hizobiumImelilotiWIArchiveseofeMicrobiologyUI1991UIZccUIb__Vb_e 3 10

68 oI–hizobiumImelilotiImutantUIlackingIaIfunctionalI˛‡VaminobutyrateIQuopoRIbypassUIisIdefectiveIinI
glutamateIcatabolismIandIsymbioticInitrogenIfixationWIFEMSeMicrobiologyeLettersUI1993UIZYgUIZgcV_Y_ 2.9 10

67 –oleIofIMembraneIâtructureIruringIâtressIâignallingIandIodaptationIinI“seudomonasI2007UIZgaV__b 9

66
svidenceIofIbacteriophageVmediatedIhorizontalItransferIofIbacterialIZdâIr–‘oIgenesIinItheIviralI
metagenomeIofItheImarineIspongeIvymeniacidonIperlevisWIMicrobiologyemUnitedeKingdomnUI2012UI
ZcfUI_efgV_egc

2.9 8

65 sxploitingI‘ewIâystemsVpasedIâtrategiesItoIslucidateI“lantâ��pacterialIwnteractionsIinItheI
–hizosphereI2013UIceVdf 8

64 smergenceIofIextendedVspectrumIbetaVlactamaseIandIfluoroquinoloneIresistanceIgenesIamongI
wrishImultidrugVresistantIisolatesWIDiagnosticeMicrobiologyeandeInfectiouseDiseaseUI2010UIdeUIZYdVg 2.9 8

Fergal O’Gara

12



63 αransformationIofIuluconobacterIoxydansIsubspWIsuboxydansIbyIelectroporationWICanadianeJournale
ofeMicrobiologyUI1994UIbYUIbgZVbgb 3.2 8

62 sxpressionIandIregulationIofItheIsscherichiaIcoliIglutamateIdehydrogenaseIgeneIQgdhRIinI
–hizobiumIjaponicumWIArchiveseofeMicrobiologyUI1986UIZbbUI_gVab 3 8

61 qloningIandIcharacterizationIofIaInovelIbetaVgalactosidaseVcodingIgeneIfromI–hizobiumImelilotiWI
GeneUI1988UIeZUIceVdb 3.8 8

60 pehaviourIofIbacteriophageIMuVbasedIwnc“IsuicideIvectorIplasmidsIinI–hizobiumIsppWWIFEMSe
MicrobiologyeLettersUI1983UI_YUI_ZeV__a 2.9 8

59 ‘itrogenItixationIandIqarbonIrioxideIossimilationIinI–hizobiumIjaponicumWIAppliedeande
EnvironmentaleMicrobiologyUI1984UIbfUI_edVg 4.8 8

58 αheIretectionIofIpileIocidsIinItheIzungsIofI“aediatricIqysticItibrosisI“atientsIwsIossociatedIwithI
olteredIwnflammatoryI“atternsWIDiagnosticsUI2020UIZYUI 3.8 7

57 MolecularVpasedIâtrategiesItoIsxploitItheIwnorganicI“hosphateVâolubilizationIobilityIofI
“seudomonasIinIâustainableIogricultureI2013UIdZcVd_f 7

56 wmplicationsIofIinterspeciesIsignalingIforIvirulenceIofIbacterialIandIfungalIpathogensWIFuturee
MicrobiologyUI2011UIdUIeggVfZe 2.9 7

55 αranscriptionalIregulationIofItheIironVresponsiveIsigmaIfactorIgeneIpbroWIMoleculareGeneticseande
GenomicsUI1996UI_cYUIcYVf 7

54 ModularIstructureIofItheI–hizobiumImelilotiIrctpIproteinWIFEMSeMicrobiologyeLettersUI1996UIZagUIZgV_c 2.9 7

53 âtabilityIofIwnc”IandIwnc“VZIvectorIplasmidsIin–hizobiumsppWWIFEMSeMicrobiologyeLettersUI1987UIb_UIZbZVZbc2.9 7

52 sxpressionIandIregulationIofItheIlactoseItransposonIαngcZin–hizobiumsppWWIFEMSeMicrobiologye
LettersUI1985UI_gUI_eVa_ 2.9 7

51 âynthesisIofIpenzofuroquinolinesIviaI“hosphineVtreeIrirectIorylationIofIbV“henoxyquinolinesIinI
oirWIEuropeaneJournaleofeOrganiceChemistryUI2018UI_YZfUIdZbYVdZbg 3.2 7

50 sffectIofIdivalentImetalIcationsIonI–hizobiumImelilotiIbetaVgalactosidaseWIBiochemicaleSocietye
TransactionsUI1991UIZgUIZgâ 5.1 6

49 sxpressionIofItheIadenylIcyclaseVencodingIgeneIQcyaRIofI–hizobiumImelilotiItabhIexistenceIofItwoI
cyaIgenesmWIGeneUI1989UIfaUI_baVg 3.8 6

48 αheIimpactIofIsimvastatinIonIpulmonaryIeffectorsIofI“seudomonasIaeruginosaIinfectionWIPLoSeONEUI
2014UIgUIeZY__YY 3.7 6

47 oInovelIerythromycinIresistanceIplasmidIfromIpacillusIspWIstrainIvâ_bUIisolatedIfromItheImarineI
spongeIvaliclonaIsimulansWIPLoSeONEUI2014UIgUIeZZccfa 3.7 6

46 rissectingItheIregulationIofIbileVinducedIbiofilmIformationIinIâtaphylococcusIaureusWIMicrobiologye
mUnitedeKingdomnUI2016UIZd_UIZagfVZbYd 2.9 6

(2016-1994)

13



45 –apidIslectrochemicalIretectionIofI“seudomonasIaeruginosaIâignalingIMoleculesIbyIporonVropedI
riamondIslectrodeWIMethodseineMoleculareBiologyUI2018UIZdeaUIZYeVZZd 1.4 6

44 αheIMicrobiomeIofIanIoctiveIMeatIquringIprineWIFrontierseineMicrobiologyUI2018UIgUIaabd 5.7 5

43 sxposureItoIpileIzeadsItoItheIsmergenceIofIodaptiveIâignalingIVariantsIinItheI’pportunisticI
“athogenWIFrontierseineMicrobiologyUI2019UIZYUI_YZa 5.7 5

42 oIhighVthroughputIscreenItoIidentifyInovelIcalcineurinIinhibitorsWIJournaleofeMicrobiologicaleMethods
UI2012UIffUIdaVd 2.8 5

41 ‘trpqVdependentIexpressionIfromItheI–hizobiumImelilotiIdctoIpromoterIinIsscherichiaIcoliWIFEMSe
MicrobiologyeLettersUI1995UIZ_fUI_bZVc 2.9 5

40 αheIroleIofIαVcellIreceptorIbetaIchainIgenesIinItheIsusceptibilityItoIrheumatoidIarthritisWIAnnalseofe
theeNeweYorkeAcademyeofeSciencesUI1995UIecdUIZeaVc 6.5 5

39 revelopingIqonceptsIinIpiologicalIqontrolhIoIMolecularIscologyIopproachceVdc 5
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