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j Paper IF Citations

130
ProvidingMaMphylogeneticMframeworkMforMtraitabasedManalysesMinMbrownMalgaenMPhylogenomicMtreeM
inferredMfromMgfMnuclearMproteinacodingMsequencesbbMMolecularfPhylogeneticsfandfEvolutionZM2022ZM
ejlZMedkhdl

4.1 0

129 whromatinMlandscapeMassociatedMwithMsexualMdifferentiationMinMaMUVMsexMdeterminationMsystembbM
NucleicfAcidsfResearchZM2022ZM 20.1 2

128 unMyfficientMwhromatinMImmunoprecipitationMProtocolMforMtheMunalysisMofMHistoneMModificationM
xistributionsMinMtheMvrownMulgaMyctocarpusbMMethodsfandfProtocolsZM2022ZMiZMgj 2.5 0

127 viochemicalMcharacteristicsMofMaMdiffusibleMfactorMthatMinducesMgametophyteMtoMsporophyteM
switchingMinMtheMbrownMalgaMyctocarpusbMJournalfoffPhycologyZM2021ZMikZMkhfakig 3 1

126 yvolutionMofMlifeMcyclesMandMreproductiveMtraitsnMInsightsMfromMtheMbrownMalgaebMJournalfoff
EvolutionaryfBiologyZM2021ZMghZMmmfaeddm 2.3 5

125 ulternationMofMGenerationsMinMPlantsMandMulgaeM2021ZMjgeajhh 1

124 HistoneMmodificationsMduringMtheMlifeMcycleMofMtheMbrownMalgaMyctocarpusbMGenomefBiologyZM2021ZMffZMef 18.3 9

123 RoleMandMyvolutionMofMtheMyxtracellularMMatrixMinMtheMucquisitionMofMwomplexMMulticellularityMinM
yukaryotesnMuMMacroalgalMPerspectivebMGenesZM2021ZMefZM 4.2 6

122 TargetedMwRISPRawasmabasedMgeneMknockoutsMinMtheMmodelMbrownMalgaMyctocarpusbMNewfPhytologistZM
2021ZMfgeZMfdkkafdme 9.8 7

121 uMpartiallyMsexareversedMgiantMkelpMshedsMlightMintoMtheMmechanismsMofMsexualMdifferentiationMinMaMUVM
sexualMsystembMNewfPhytologistZM2021ZMfgfZMfifafjg 9.8 2

120 instaGRuuLnMchromosomealevelMqualityMscaffoldingMofMgenomesMusingMaMproximityMligationabasedM
scaffolderbMGenomefBiologyZM2020ZMfeZMehl 18.3 11

119 OrganelleMinheritanceMandMgenomeMarchitectureMvariationMinMisogamousMbrownMalgaebMScientificf
ReportsZM2020ZMedZMfdhl 4.9 7

118 ParallelisableMnonainvasiveMbiomassZMfitnessMandMgrowthMmeasurementMofMmacroalgaeMandMotherM
protistsMwithMnephelometrybMAlgalfResearchZM2020ZMhjZMedekjf 5 1

117 ProductionMandMvioassayMofMaMxiffusibleMzactorMThatMInducesMGametophyteatoaSporophyteM
xevelopmentalMReprogrammingMinMtheMvrownMulgabMBiovprotocolZM2020ZMedZMegkig 0.9 1

116 vrownMulgalMModelMOrganismsbMAnnualfReviewfoffGeneticsZM2020ZMihZMkeamf 14.5 7

115 wytokininMandMythyleneMwellMSignalingMPathwaysMfromMProkaryotesMtoMyukaryotesbMCellsZM2020ZMmZM 7.9 4

114 PhylogenyMandMyvolutionMofMtheMvrownMulgaebMCriticalfReviewsfinfPlantfSciencesZM2020ZMgmZMfleagfe 5.6 31
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113 nManMevoadevoMmodelMforMtheMbrownMalgaebMEvoDevoZM2020ZMeeZMem 3.2 5

112 UnusualMPatternsMofMMitochondrialMInheritanceMinMtheMvrownMulgaMyctocarpusbMMolecularfBiologyfandf
EvolutionZM2019ZMgjZMfkklafklm 8.3 3

111 OriginMandMevolutionMofMsexadeterminationMsystemsMinMtheMbrownMalgaebMNewfPhytologistZM2019ZMfffZMekieaekij9.8 10

110 uMkeyMroleMforMsexMchromosomesMinMtheMregulationMofMparthenogenesisMinMtheMbrownMalgaMyctocarpusbM
PLoSfGeneticsZM2019ZMeiZMeeddlfee 6 11

109 MegavirusesnMunMinvolvementMinMphytohormoneMreceptorMgeneMtransferMinMbrownMalgaesbMGeneZM2019ZM
kdhZMehmaeie 3.8 4

108 RapidMturnoverMofMlifeacyclearelatedMgenesMinMtheMbrownMalgaebMGenomefBiologyZM2019ZMfdZMgi 18.3 17

107 wonvergentMrecruitmentMofMTuLyMhomeodomainMlifeMcycleMregulatorsMtoMdirectMsporophyteM
developmentMinMlandMplantsMandMbrownMalgaebMELifeZM2019ZMlZM 8.9 33

106 xiversityMandMyvolutionMofMSensorMHistidineMKinasesMinMyukaryotesbMGenomefBiologyfandfEvolutionZM
2019ZMeeZMljaedl 3.9 16

105 GeneticMxiversityMinMtheMUVMSexMwhromosomesMofMtheMvrownMulgabMGenesZM2018ZMmZM 4.2 10

104 UVMwhromosomesMandMHaploidMSexualMSystemsbMTrendsfinfPlantfScienceZM2018ZMfgZMkmhaldk 13.1 34

103 TheMyctocarpusMIMMyxIuTyMUPRIGHTMgeneMencodesMaMmemberMofMaMnovelMfamilyMofMcysteinearichM
proteinsMwithManMunusualMdistributionMacrossMtheMeukaryotesbMDevelopmentfpCambridgerZM2017ZMehhZMhdmahel6.6 18

102 MultipleMgeneMmovementsMintoMandMoutMofMhaploidMsexMchromosomesbMGenomefBiologyZM2017ZMelZMedh 18.3 31

101 TheMulgalMRevolutionbMTrendsfinfPlantfScienceZM2017ZMffZMkfjakgl 13.1 48

100 HighadensityMgeneticMmapMandMidentificationMofMQTLsMforMresponsesMtoMtemperatureMandMsalinityM
stressesMinMtheMmodelMbrownMalgaMyctocarpusbMScientificfReportsZM2017ZMkZMhgfhe 4.9 25

99 vioticMinteractionsMasMdriversMofMalgalMoriginMandMevolutionbMNewfPhytologistZM2017ZMfejZMjkdajle 9.8 18

98 xISTuGcTvwwdeMIsMRequiredMforMvasalMwellMzateMxeterminationMinbMPlantfCellZM2017ZMfmZMgedfageff 11.6 12

97 ReaannotationZMimprovedMlargeascaleMassemblyMandMestablishmentMofMaMcatalogueMofMnoncodingMlociM
forMtheMgenomeMofMtheMmodelMbrownMalgaMyctocarpusbMNewfPhytologistZM2017ZMfehZMfemafgf 9.8 46

96 RapidMyvolutionMofMmicroRNuMLociMinMtheMvrownMulgaebMGenomefBiologyfandfEvolutionZM2017ZMmZMkhdakhm 3.9 15

(2017-2020)
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95 ulternationMofMGenerationsMinMPlantsMandMulgaeM2017ZMeaeh

94
wharacterizationMofMnewlyMdevelopedMexpressedMsequenceMtagaderivedMmicrosatelliteMmarkersM
revealedMlowMgeneticMdiversityMwithinMandMlowMconnectivityMbetweenMyuropeanMSaccharinaMlatissimaM
populationsbMJournalfoffAppliedfPhycologyZM2016ZMflZMgdikagdkd

3.2 14

93 microRNusMandMtheMevolutionMofMcomplexMmulticellularitynMidentificationMofMaMlargeZMdiverseM
complementMofMmicroRNusMinMtheMbrownMalgaMyctocarpusbMNucleicfAcidsfResearchZM2015ZMhgZMjglhaml 20.1 28

92 IndependentMymergenceMofMwomplexMMulticellularityMinMtheMvrownMandMRedMulgaebMAdvancesfinf
MarinefGenomicsZM2015ZMggiagje 10

91 SexualMdimorphismMandMtheMevolutionMofMsexabiasedMgeneMexpressionMinMtheMbrownMalgaMectocarpusbM
MolecularfBiologyfandfEvolutionZM2015ZMgfZMeileamk 8.3 68

90 TheMPseudoautosomalMRegionsMofMtheMUcVMSexMwhromosomesMofMtheMvrownMulgaMyctocarpusMyxhibitM
UnusualMzeaturesbMMolecularfBiologyfandfEvolutionZM2015ZMgfZMfmkgali 8.3 16

89 GenomeawideMcomparisonMofMultravioletMandMethylMmethanesulphonateMmutagenesisMmethodsMforM
theMbrownMalgaMyctocarpusbMMarinefGenomicsZM2015ZMfhMPtMeZMedmaeg 1.9 9

88 yvolutionMandMmaintenanceMofMhaploidadiploidMlifeMcyclesMinMnaturalMpopulationsnMTheMcaseMofMtheM
marineMbrownMalgaMyctocarpusbMEvolution;fInternationalfJournalfoffOrganicfEvolutionZM2015ZMjmZMeldlaff 3.8 36

87 xevelopmentMofMPwRavasedMMarkersMtoMxetermineMtheMSexMofMKelpsbMPLoSfONEZM2015ZMedZMedehdigi 3.7 23

86 ymergenceMofMyctocarpusMasMaMModelMSystemMtoMStudyMtheMyvolutionMofMwomplexMMulticellularityMinM
theMvrownMulgaebMAdvancesfinfMarinefGenomicsZM2015ZMeigaejf 4

85 ProteomicsManalysisMofMheterogeneousMflagellaMinMbrownMalgaeMUstramenopilesVbMProtistZM2014ZMejiZMjjfaki2.5 26

84 uMhaploidMsystemMofMsexMdeterminationMinMtheMbrownMalgaMyctocarpusMspbMCurrentfBiologyZM2014ZMfhZMemhiaik6.3 93

83 yvolutionMandMregulationMofMcomplexMlifeMcyclesnMaMbrownMalgalMperspectivebMCurrentfOpinionfinfPlantf
BiologyZM2014ZMekZMeaj 9.9 41

82 GeneMsilencingMinMzucusMembryosnMdevelopmentalMconsequencesMofMRNuiamediatedMcytoskeletalM
disruptionbMJournalfoffPhycologyZM2013ZMhmZMlemafm 3 20

81
GenomeMstructureMandMmetabolicMfeaturesMinMtheMredMseaweedMwhondrusMcrispusMshedMlightMonM
evolutionMofMtheMurchaeplastidabMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaZM2013ZMeedZMifhkaif

11.5 239

80 ycologicalMandMevolutionaryMgenomicsMofMmarineMphotosyntheticMorganismsbMMolecularfEcologyZM2013
ZMffZMljkamdk 5.7 27

79 NonacellMautonomousMregulationMofMlifeMcycleMtransitionsMinMtheMmodelMbrownMalgaMyctocarpusbMNewf
PhytologistZM2013ZMemkZMidgaied 9.8 17

78 GenomicsMofMbrownMalgaenMcurrentMadvancesMandMfutureMprospectsbMGenesfandfGenomicsZM2012ZMghZMeai 2.1 6
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77 TheMyctocarpusMGenomeMandMvrownMulgalMGenomicsnMTheMyctocarpusMGenomeMwonsortiumbMAdvancesf
infBotanicalfResearchZM2012ZMjhZMeheaelh 2.2 10

76 yxtractionMofMhighaqualityMgenomicMxNuMfromMyctocarpusbMColdfSpringfHarborfProtocolsZM2012ZMfdefZMgjial1.2 2

75 ImmunostainingMofMyctocarpusMcellsbMColdfSpringfHarborfProtocolsZM2012ZMfdefZMgjmakf 1.2 5

74 yctocarpusnMaMmodelMorganismMforMtheMbrownMalgaebMColdfSpringfHarborfProtocolsZM2012ZMfdefZMemgal 1.2 33

73 GeneticMcrossesMbetweenMyctocarpusMstrainsbMColdfSpringfHarborfProtocolsZM2012ZMfdefZMfjfai 1.2 13

72 HowMtoMcultivateMyctocarpusbMColdfSpringfHarborfProtocolsZM2012ZMfdefZMfilaje 1.2 39

71 InMsilicoMsurveyMofMtheMmitochondrialMproteinMuptakeMandMmaturationMsystemsMinMtheMbrownMalgaM
yctocarpusMsiliculosusbMPLoSfONEZM2011ZMjZMeemihd 3.7 10

70 vrownMalgaebMCurrentfBiologyZM2011ZMfeZMRikgai 6.3 21

69 MicroarrayMestimationMofMgenomicMinterastrainMvariabilityMinMtheMgenusMyctocarpusMUPhaeophyceaeVbM
BMCfMolecularfBiologyZM2011ZMefZMf 4.5 18

68 GeneticMregulationMofMlifeMcycleMtransitionsMinMtheMbrownMalgaMyctocarpusbMPlantfSignalingfandf
BehaviorZM2011ZMjZMelilajd 2.5 8

67
OUROvOROSMisMaMmasterMregulatorMofMtheMgametophyteMtoMsporophyteMlifeMcycleMtransitionMinMtheM
brownMalgaMyctocarpusbMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaZM2011ZMedlZMeeielafg

11.5 69

66 ulgalMmodelsMinMplantMbiologybMJournalfoffExperimentalfBotanyZM2011ZMjfZMfhfiagd 7 25

65 wharacterizationMofMGxPamannoseMdehydrogenaseMfromMtheMbrownMalgaMyctocarpusMsiliculosusM
providingMtheMprecursorMforMtheMalginateMpolymerbMJournalfoffBiologicalfChemistryZM2011ZMfljZMejkdkaei 5.4 24

64 uMsequenceataggedMgeneticMmapMforMtheMbrownMalgaMyctocarpusMsiliculosusMprovidesMlargeascaleM
assemblyMofMtheMgenomeMsequencebMNewfPhytologistZM2010ZMellZMhfaie 9.8 51

63 GeneticMdiversityMofMyctocarpusMUyctocarpalesZMPhaeophyceaeVMinMPeruMandMnorthernMwhileZMtheMareaM
ofMoriginMofMtheMgenomeasequencedMstrainbMNewfPhytologistZM2010ZMellZMgdahe 9.8 19

62 wentralMandMstorageMcarbonMmetabolismMofMtheMbrownMalgaMyctocarpusMsiliculosusnMinsightsMintoMtheM
originMandMevolutionMofMstorageMcarbohydratesMinMyukaryotesbMNewfPhytologistZM2010ZMellZMjkale 9.8 129

61 RoleMofMendoreduplicationMandMapomeiosisMduringMparthenogeneticMreproductionMinMtheMmodelM
brownMalgaMyctocarpusbMNewfPhytologistZM2010ZMellZMeeeafe 9.8 40

60 TheMcellMwallMpolysaccharideMmetabolismMofMtheMbrownMalgaMyctocarpusMsiliculosusbMInsightsMintoMtheM
evolutionMofMextracellularMmatrixMpolysaccharidesMinMyukaryotesbMNewfPhytologistZM2010ZMellZMlfamk 9.8 297

(2010-2012)
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59 TheMyctocarpusMgenomeMsequencenMinsightsMintoMbrownMalgalMbiologyMandMtheMevolutionaryMdiversityM
ofMtheMeukaryotesbMNewfPhytologistZM2010ZMellZMeah 9.8 32

58 TheMyctocarpusMgenomeMandMtheMindependentMevolutionMofMmulticellularityMinMbrownMalgaebMNatureZM
2010ZMhjiZMjekafe 50.4 645

57
ReinstatementMofMyctocarpusMcrouaniorumMThuretMinMLeMJolisMasMaMthirdMcommonMspeciesMofM
yctocarpusMUyctocarpalesZMPhaeophyceaeVMinMWesternMyuropeZMandMitsMphenologyMatMRoscoffZM
vrittanybMPhycologicalfResearchZM2010ZMilZMeikaekd

1.3 35

56 wellMcyclesMandMendocyclesMinMtheMmodelMbrownMseaweedZMyctocarpusMsiliculosusbMPlantfSignalingfandf
BehaviorZM2010ZMiZMehkgai 2.5 5

55 uuxinMmetabolismMandMfunctionMinMtheMmulticellularMbrownMalgaMyctocarpusMsiliculosusbMPlantf
PhysiologyZM2010ZMeigZMeflahh 6.6 76

54 wopperMstressMproteomicsMhighlightsMlocalMadaptationMofMtwoMstrainsMofMtheMmodelMbrownMalgaM
yctocarpusMsiliculosusbMProteomicsZM2010ZMedZMfdkhall 4.8 77

53 GenomicsMofMMarineMulgaeM2010ZMekmafee 2

52
dgaPdijMMolecularMcontrolMofMtheMalternationMofMgenerationsMinMtheMbrownMalgaMyctocarpusnMTheM
OUROvOROSMmutantMexhibitsMhomeoticMconversionMofMtheMsporophyteMintoMaMgametophytebM
MechanismsfoffDevelopmentZM2009ZMefjZMSlg

1.7

51 PlastidMgenomesMofMtwoMbrownMalgaeZMyctocarpusMsiliculosusMandMzucusMvesiculosusnMfurtherMinsightsM
onMtheMevolutionMofMredaalgalMderivedMplastidsbMBMCfEvolutionaryfBiologyZM2009ZMmZMfig 3 71

50
GlobalMexpressionManalysisMofMtheMbrownMalgaMyctocarpusMsiliculosusMUPhaeophyceaeVMrevealsM
largeascaleMreprogrammingMofMtheMtranscriptomeMinMresponseMtoMabioticMstressbMGenomefBiologyZM
2009ZMedZMRjj

18.3 113

49 yuRLYMxyVyLOPMyNTMPuTTyRNMOzMTHyMvROWNMuLGuMywTOwuRPUSMSILIwULOSUSM
UywTOwuRPuLySZMPHuyOPHYwyuyVMSPOROPHYTyUeVbMJournalfoffPhycologyZM2008ZMhhZMefjmale 3 21

48 xevelopmentMandMphysiologyMofMtheMbrownMalgaMyctocarpusMsiliculosusnMtwoMcenturiesMofMresearchbM
NewfPhytologistZM2008ZMekkZMgemaggf 9.8 103

47 HywTuRnMaMmethodMtoMpredictMsubcellularMtargetingMinMheterokontsbMBMCfBioinformaticsZM2008ZMmZMgmg 3.6 141

46 ScentMevolutionMinMwhineseMrosesbMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaZM2008ZMediZMimfkagf 11.5 68

45 LifeacycleagenerationaspecificMdevelopmentalMprocessesMareMmodifiedMinMtheMimmediateMuprightM
mutantMofMtheMbrownMalgaMyctocarpusMsiliculosusbMDevelopmentfpCambridgerZM2008ZMegiZMeidgaef 6.6 76

44 TheMzTOMgeneZMimplicatedMinMhumanMobesityZMisMfoundMonlyMinMvertebratesMandMmarineMalgaebMJournalf
offMolecularfEvolutionZM2008ZMjjZMldah 3.1 50

43 vothMtheMadaxialMandMabaxialMepidermalMlayersMofMtheMroseMpetalMemitMvolatileMscentMcompoundsbM
PlantaZM2007ZMffjZMligajj 4.7 80

42 ProductionMandMemissionMofMvolatileMcompoundsMbyMpetalMcellsbMPlantfSignalingfandfBehaviorZM2007ZMfZMifiaj2.5 18
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41 womplexMlifeMcyclesMofMmulticellularMeukaryotesnMnewMapproachesMbasedMonMtheMuseMofMmodelM
organismsbMGeneZM2007ZMhdjZMeifakd 3.8 92

40 RoleMofMpetalaspecificMorcinolMOamethyltransferasesMinMtheMevolutionMofMroseMscentbMPlantfPhysiologyZM
2006ZMehdZMelafm 6.6 55

39 vIGPyTuLpZMaMbHLHMtranscriptionMfactorMisMinvolvedMinMtheMcontrolMofMurabidopsisMpetalMsizebMEMBOf
JournalZM2006ZMfiZMgmefafd 13 142

38 uMWaboxMisMrequiredMforMfullMexpressionMofMtheMSuaresponsiveMgeneMSzRfbMGeneZM2005ZMghhZMeleamf 3.8 22

37 InheritanceMofMorganellesMinMartificialMhybridsMofMtheMisogamousMmulticellularMchromistMalgaM
yctocarpusMsiliculosusMUPhaeophyceaeVbMEuropeanfJournalfoffPhycologyZM2004ZMgmZMfgiafhf 2.2 50

36 PROPOSuLMOzMywTOwuRPUSMSILIwULOSUSMUywTOwuRPuLySZMPHuyOPHYwyuyVMuSMuMMOxyLM
ORGuNISMMzORMvROWNMuLGuLMGyNyTIwSMuNxMGyNOMIwSeZfbMJournalfoffPhycologyZM2004ZMhdZMedkmaedll3 112

35 untisenseMsuppressionMofMthioredoxinMhMmRNuMinMvrassicaMnapusMcvbMWestarMpistilsMcausesMaMlowMlevelM
constitutiveMpollenMrejectionMresponsebMPlantfMolecularfBiologyZM2004ZMiiZMjemagd 4.6 38

34 MakingMinroadsMintoMplantMreceptorMkinaseMsignallingMpathwaysbMTrendsfinfPlantfScienceZM2003ZMlZMfgeak 13.1 72

33 InteractionMofMcalmodulinZMaMsortingMnexinMandMkinaseaassociatedMproteinMphosphataseMwithMtheM
vrassicaMoleraceaMSMlocusMreceptorMkinasebMPlantfPhysiologyZM2003ZMeggZMmemafm 6.6 96

32 ReceptorMkinaseMsignallingMinMplantsMandManimalsnMdistinctMmolecularMsystemsMwithMmechanisticM
similaritiesbMCurrentfOpinionfinfCellfBiologyZM2002ZMehZMfgdaj 9 69

31 unalysisMofMgeneMexpressionMinMroseMpetalsMusingMexpressedMsequenceMtagsbMFEBSfLettersZM2002ZMieiZMgial 3.8 70

30 viosynthesisMofMtheMmajorMscentMcomponentsMgZiadimethoxytolueneMandMeZgZiatrimethoxybenzeneM
byMnovelMroseMOamethyltransferasesbMFEBSfLettersZM2002ZMifgZMeegal 3.8 60

29 womparisonMofMtheMexpressionMpatternsMofMtwoMsmallMgeneMfamiliesMofMSMgeneMfamilyMreceptorMkinaseM
genesMduringMtheMdefenceMresponseMinMvrassicaMoleraceaMandMurabidopsisMthalianabMGeneZM2002ZMflfZMfeiafi3.8 35

28
TwoMlargeMurabidopsisMthalianaMgeneMfamiliesMareMhomologousMtoMtheMvrassicaMgeneMsuperfamilyMthatM
encodesMpollenMcoatMproteinsMandMtheMmaleMcomponentMofMtheMselfaincompatibilityMresponsebMPlantf
MolecularfBiologyZM2001ZMhjZMekagh

4.6 61

27 zurtherManalysisMofMtheMinteractionsMbetweenMtheMvrassicaMSMreceptorMkinaseMandMthreeMinteractingM
proteinsMUuRweZMTHLeMandMTHLfVMinMtheMyeastMtwoahybridMsystembMPlantfMolecularfBiologyZM2001ZMhiZMgjiakj4.6 50

26 TheMSalocusMreceptorMkinaseMisMinhibitedMbyMthioredoxinsMandMactivatedMbyMpollenMcoatMproteinsbM
NatureZM2001ZMhedZMffdag 50.4 208

25 uMlargeMfamilyMofMgenesMthatMshareMhomologyMwithMwLuVuTugbMPlantfPhysiologyZM2001ZMefjZMmgmahf 6.6 282

24 IntrahaplotypeMpolymorphismMatMtheMvrassicaMSMlocusbMGeneticsZM2001ZMeimZMleeaff 4 31

(2001-2007)
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23 TheMSeiMselfaincompatibilityMhaplotypeMinMvrassicaMoleraceaMincludesMthreeMSMgeneMfamilyMmembersM
expressedMinMstigmasbMPlantfCellZM1999ZMeeZMmkealj 11.6 64

22 uMzunctionalMSMLocusMuntherMGeneMIsMNotMRequiredMforMtheMSelfaIncompatibilityMResponseMinMvrassicaM
oleraceabMPlantfCellZM1997ZMmZMfdji 11.6 1

21 RapidMInductionMbyMWoundingMandMvacterialMInfectionMofManMSMGeneMzamilyMReceptoraLikeMKinaseM
GeneMinMvrassicaMoleraceabMPlantfCellZM1997ZMmZMhm 11.6 11

20 NaturalMantisenseMtranscriptsMofMtheMSMlocusMreceptorMkinaseMgeneMandMrelatedMsequencesMinMvrassicaM
oleraceabMMolecularfGeneticsfandfGenomicsZM1997ZMfiiZMiehafh 33

19 wharacterizationMofMtheMSMlocusMgenesZMSLGMandMSRKZMofMtheMvrassicaMSgMhaplotypenMidentificationMofMaM
membranealocalizedMproteinMencodedMbyMtheMSMlocusMreceptorMkinaseMgenebMPlantfJournalZM1995ZMkZMhfmahd6.9 114

18 TheMSMlocusMreceptorMkinaseMgeneMencodesMaMsolubleMglycoproteinMcorrespondingMtoMtheMSKRM
extracellularMdomainMinMvrassicaMoleraceabMPlantfJournalZM1995ZMlZMlfkagh 6.9 59

17 PwRageneratedMcxNuMlibraryMofMtransitionastageMmaizeMembryosnMcloningMandMexpressionMofM
calmodulinMgenesMduringMearlyMembryogenesisbMPlantfMolecularfBiologyZM1995ZMfkZMediaeg 4.6 18

16 SalocusMglycoproteinsMareMexpressedMalongMtheMpathMofMpollenMtubesMinMvrassicaMpistilsbMPlantaZM1995ZM
emjZMjeh 4.7 3

15 wharacterizationMofMthreeMputativeMreceptorsMhomologousMtoMgenesMofMvrassicaMinvolvedMinM
selfaincompatibilitybMBiologyfoffthefCellZM1995ZMlhZMmkamk 3.5

14 yxpressionMofMtheMextracellularMdomainMofMaMplantMreceptorMinMinsectMcellsMusingMdifferentMbaculovirusM
vectorsbMBiologyfoffthefCellZM1995ZMlhZMmkamk 3.5

13 SLRgnMaMmodifiedMreceptorMkinaseMgeneMthatMhasMbeenMadaptedMtoMencodeMaMputativeMsecretedM
glycoproteinMsimilarMtoMtheMSMlocusMglycoproteinbMMolecularfGeneticsfandfGenomicsZM1995ZMfhlZMeieaje 13

12
wharacterizationMofMtheMgeneMencodingMtheMplastidalocatedMglutamineMsynthetaseMofMPhaseolusM
vulgarisnMregulationMofMbetaaglucuronidaseMgeneMfusionsMinMtransgenicMtobaccobMPlantfMolecularf
BiologyZM1992ZMelZMeeheam

4.6 16

11 RegulationMofMglutamineMsynthetaseMgenesMinMleavesMofMPhaseolusMvulgarisbMPlantfMolecularfBiologyZM
1991ZMekZMkjeake 4.6 51

10 uMnuclearMgeneMwithMmanyMintronsMencodingMammoniumainducibleMchloroplasticMNuxPaspecificM
glutamateMdehydrogenaseUsVMinMwhlorellaMsorokinianabMPlantfMolecularfBiologyZM1991ZMekZMedfgahh 4.6 22

9 RySTRIwTIONMyNZYMyMuNuLYSISMuNxMwLONINGMOzMHIGHMMOLywULuRMWyIGHTMGyNOMIwMxNuM
ISOLuTyxMzROMMwHLORyLLuMSOROKINIuNuMUwHLOROPHYTuVebMJournalfoffPhycologyZM1990ZMfjZMgjeagjk3 7

8
yxpressionMofMglutamineMsynthetaseMgenesMinMrootsMandMnodulesMofMPhaseolusMvulgarisMfollowingM
changesMinMtheMammoniumMsupplyMandMinfectionMwithMvariousMRhizobiumMmutantsbMPlantfMolecularf
BiologyZM1990ZMehZMihmajd

4.6 42

7 uMglutamateMdehydrogenaseMgeneMsequencebMNucleicfAcidsfResearchZM1989ZMekZMedidd 20.1 4

6 whromosomealevelMqualityMscaffoldingMofMbrownMalgalMgenomesMusingMInstaGRuuLZMaMproximityM
ligationabasedMscaffolder 2
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