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Reduced expression of IncRNA <i>DLEU7-AS1<[i> is a novel favorable prognostic factor in acute
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The M2 macrophage marker <i>CD206</i> : a novel prognostic indicator for acute myeloid leukemia. 46 102
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Methylation-independent expression is a potential biomarker affecting prognosis in cytogenetically
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Down-regulation of miR-29c is a prognostic biomarker in acute myeloid leukemia and can reduce the

sensitivity of leukemic cells to decitabine. Cancer Cell International, 2019, 19, 177. 41 4

DOK6 promoter methylation serves as a potential biomarker affecting prognosis in de novo acute
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Reduced protocadherinl7 expression in leukemia stem cells: the clinical and biological effect in acute
myeloid leukemia. Journal of Translational Medicine, 2019, 17, 102.
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MicroRNA-335/ID4 dysregulation predicts clinical outcome and facilitates leukemogenesis by activating

PI3K/ARt signaling pathway in acute myeloid leukemia. Aging, 2019, 11, 3376-3391.

Decreased <i>SCIN«<[i> expression, associated with promoter methylation, is a valuable predictor for

prognosis in acute myeloid leukemia. Molecular Carcinogenesis, 2018, 57, 735-744. 2.7 18

Lower expression of bone marrow miR-122 is an independent risk factor for overall survival in
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H19 overexpression promotes leukemogenesis and predicts unfavorable prognosis in acute myeloid
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High bone marrow miR-19b level predicts poor prognosis and disease recurrence in de novo acute
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<i>TET2<[i> expression is a potential prognostic and predictive biomarker in cytogenetically normal
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Methylation-associated DOK1 and DOK2 down-regulation: Potential biomarkers for predicting adverse
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Hypomethylationa€mediated <i>H19<[i> overexpression increases the risk of disease evolution through
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Methylationa€independent ITGA2 overexpression is associated with poor prognosis in de novo acute a1 19
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<i>CDH1<[i> (E-cadherin) expression independently affects clinical outcome in acute myeloid leukemia
with normal cytogenetics. Clinical Chemistry and Laboratory Medicine, 2017, 55, 123-131.
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myelodysplastic syndrome and acute myeloid leukemia in patients older than 50Ayears of age: a
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Low NKD1 expression predicts adverse prognosis in cytogenetically normal acute myeloid leukemia.
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Epigenetic dysregulation of NKD2 is a valuable predictor assessing treatment outcome in acute
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Efficacy and safety of decitabine in treatment of elderly patients with acute myeloid leukemia: A
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The 5' flanking region of miR-378 is hypomethylated in acute myeloid leukemia. International Journal of

Clinical and Experimental Pathology, 2015, 8, 4321-31. 0.5 4
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Detection of SRSF2-P95 Mutation by High-Resolution Melting Curve Analysis and Its Effect on
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