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ARTICLE IF CITATIONS

Nanopore direct RNA sequencing maps the complexity of Arabidopsis mRNA processing and m6A
modification. ELife, 2020, 9, .

Widespread premature transcription termination of Arabidopsis thaliana NLR genes by the spen protein 6.0 26
FPA. ELife, 2021, 10, . )

Chromosome evolution and the genetic basis of agronomically important traits in greater yam.

Nature Communications, 2022, 13, 2001.

2passtools: two-pass alignment using machine-learning-filtered splice junctions increases the 8.8 16
accuracy of intron detection in long-read RNA sequencing. Genome Biology, 2021, 22, 72. )



