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mSWI/SNF promotes Polycomb repression both directly and through genome-wide redistribution.
Nature Structural and Molecular Biology, 2021, 28, 501-511.
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Inducible Protein Degradation to Understand Genome Architecture. Biochemistry, 2021, 60, 2387-2396.

Evidence of pioneer factor activity of an oncogenic fusion transcription factor. IScience, 2021, 24,
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Epigenetic regulation of nuclear lamina-associated heterochromatin by HAT1 and the acetylation of
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BAF complexes drive proliferation and block myogenic differentiation in fusion-positive

rhabdomyosarcoma. Nature Communications, 2021, 12, 6924. 12.8 25
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Measurement of differential chromatin interactions with absolute quantification of architecture 12.0 19
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Chemical genomics reveals histone deacetylases are required for core regulatory transcription.
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Discovery and Characterization of a Cellular Potent Positive Allosteric Modulator of the Polycomb 5.9 a8
Repressive Complex 1 Chromodomain, CBX7. Cell Chemical Biology, 2019, 26, 1365-1379.e22. :

Therapeutic strategies for diffuse midline glioma from high-throughput combination drug screening.
Science Translational Medicine, 2019, 11, .

Histone hyperacetylation disrupts core gene regulatory architecture in rhabdomyosarcoma. Nature 914 113
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Chemically induced proximity in biology and medicine. Science, 2018, 359, .

Dominant-negative SMARCA4 mutants alter the accessibility landscape of tissue-unrestricted

enhancers. Nature Structural and Molecular Biology, 2018, 25, 61-72. 8.2 140
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Trac-looping measures genome structure and chromatin accessibility. Nature Methods, 2018, 15,
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Macrocyclic Hedgehog Pathway Inhibitors: Optimization of Cellular Activity and Mode of Action
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A small molecule that binds Hedgehog and blocks its signaling in human cells. Nature Chemical
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