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152 StructureIdescriptionIandIidentificationIusingItheItableauIrepresentationIofIproteinIfoldingI
patternsWIMethodsfinfMolecularfBiologyUI2013UIjdcUIfbVj 1.4 2

151 TheIxlobinIwamilyI2013UIcahVcdf

150 StatisticalIznferenceIofIProteinIKαvxOIsricksKI2013UI 1
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BioinformaticsUI2012UIciUIijhVbaf 7.2 31
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2011UIbaiUIbcdeiVfd

11.5 164

146 PiecewiseIlinearIapproximationIofIproteinIstructuresIusingItheIprincipleIofIminimumImessageI
lengthWIBioinformaticsUI2011UIchUIiedVfb 7.2 4

145 MUSTrNxVMRIstructuralIsievingIserverkIapplicationsIinIproteinIstructuralIanalysisIandI
crystallographyWIPLoSfONEUI2010UIfUIebaaei 3.7 40

144 tatalogingItopologiesIofIproteinIfoldingIpatternsWIJournalfoffMolecularfRecognitionUI2010UIcdUIcfdVh 2.6 9

143 TheImitochondrialIgenomeIsequenceIofItheITasmanianItigerIQThylacinusIcynocephalusRWIGenomef
ResearchUI2009UIbjUIcbdVca 9.7 83

142 SequencingItheInuclearIgenomeIofItheIextinctIwoollyImammothWINatureUI2008UIefgUIdihVja 50.4 242

141 OnItheIoriginIofIdistributionIpatternsIofImotifsIinIbiologicalInetworksWIBMCfSystemsfBiologyUI2008UI
cUIhd 3.5 29

140
zntraspecificIphylogeneticIanalysisIofISiberianIwoollyImammothsIusingIcompleteImitochondrialI
genomesWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2008UI
bafUIidchVdc

11.5 130

139 sioinformaticsIofIProteinIwunctionI2008UIhjVbbj

138 StructuralIsearchIandIretrievalIusingIaItableauIrepresentationIofIproteinIfoldingIpatternsWI
BioinformaticsUI2008UIceUIgefVfb 7.2 25

137 SingleIandImultipleIinputImodulesIinIregulatoryInetworksWIProteins:fStructureufFunctionfandf
BioinformaticsUI2008UIhdUIdcaVe 4.2 10

136 OnItheIuseIofIoverlappingIlatticesIforIscreeningItoIfindIpairsIofInearbyIpointsIinItwoIandIthreeI
dimensionsWIComputationalfBiologyfandfChemistryUI2008UIdcUIcbcVe 3.6

135 torrespondencesIbetweenIlowVenergyImodesIinIenzymeskIdynamicsVbasedIalignmentIofIenzymaticI
functionalIfamiliesWIProteinfScienceUI2008UIbhUIjbiVcj 6.3 56
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134 vvolutionaryIandIbiomedicalIinsightsIfromItheIrhesusImacaqueIgenomeWIScienceUI2007UIdbgUIcccVde 33.3 1072

133 TheIvvolutionIofItheIxlobinskIWeIThoughtIWeIUnderstoodIztI2007UIfhVhe

132 tontactIpatternsIbetweenIhelicesIandIstrandsIofIsheetIdefineIproteinIfoldingIpatternsWIProteins:f
StructureufFunctionfandfBioinformaticsUI2007UIggUIigjVhg 4.2 33

131 QuantitativeIsequenceVfunctionIrelationshipsIinIproteinsIbasedIonIgeneIontologyWIBMCf
BioinformaticsUI2007UIiUIcje 3.6 54

130 ciVwayIvertebrateIalignmentIandIconservationItrackIinItheIUtStIxenomeIsrowserWIGenomef
ResearchUI2007UIbhUIbhjhViai 9.7 204

129 SerpinItonformationsI2007UIdfVgg 4

128 SerpinsIinIProkaryotesI2007UIbdbVbgc 2

127 tomputationalIstudyIofItheIfibrilIorganizationIofIpolyglutamineIrepeatsIrevealsIaIcommonImotifI
identifiedIinIbetaVhelicesWIJournalfoffMolecularfBiologyUI2006UIdfiUIddaVef 6.5 44

126 WhatIdeterminesItheIspectrumIofIproteinInativeIstateIstructurespWIProteins:fStructureufFunctionfandf
BioinformaticsUI2006UIgdUIchdVh 4.2 7

125 MUSTrNxkIaImultipleIstructuralIalignmentIalgorithmWIProteins:fStructureufFunctionfandf
BioinformaticsUI2006UIgeUIffjVhe 4.2 527

124 StructuralIdivergenceIandIdistantIrelationshipsIinIproteinskIevolutionIofItheIglobinsWICurrentf
OpinionfinfStructuralfBiologyUI2005UIbfUIcjaVdab 8.1 65

123 wunctionalIinsightsIfromItheIdistributionIandIroleIofIhomopeptideIrepeatVcontainingIproteinsWI
GenomefResearchUI2005UIbfUIfdhVfb 9.7 147

122 MolecularIforcesIinIantibodyImaturationWIPhysicalfReviewfLettersUI2005UIjfUIcaibag 7.4 12

121
TheIhighIresolutionIcrystalIstructureIofIaInativeIthermostableIserpinIrevealsItheIcomplexI
mechanismIunderpinningItheIstressedItoIrelaxedItransitionWIJournalfoffBiologicalfChemistryUI2005UI
ciaUIiedfVec

5.4 26

120 yydrophobicityVVgettingIintoIhotIwaterWIBiophysicalfChemistryUI2003UIbafUIbhjVic 3.5 8

119 wromIelectronsItoIproteinsIandIbackIagainWIInternationalfJournalfoffQuantumfChemistryUI2003UIjfUIghiVgic2.1 1

118 PredictionIofIproteinIfunctionIfromIproteinIsequenceIandIstructureWIQuarterlyfReviewsfoffBiophysics
UI2003UIdgUIdahVea 7 300

117 SerpinsIinIprokaryotesWIMolecularfBiologyfandfEvolutionUI2002UIbjUIbiibVja 8.3 91
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116 vvolutionIofIaminoIacidIfrequenciesIinIproteinsIoverIdeepItimekIinferredIorderIofIintroductionIofI
aminoIacidsIintoItheIgeneticIcodeWIMolecularfBiologyfandfEvolutionUI2002UIbjUIbgefVff 8.3 140

115 rIclusterIofIfamilialItreutzfeldtV’akobIdiseaseImutationsIrecapitulateIconservedIresiduesIinI
uoppelkIaIcaseIofImolecularImimicrypWIFEBSfLettersUI2002UIfdcUIcbVg 3.8 4

114 rssessmentIofInovelIfoldItargetsIinItrSPekIpredictionsIofIthreeVdimensionalIstructuresUIsecondaryI
structuresUIandIinterresidueIcontactsWIProteins:fStructureufFunctionfandfBioinformaticsUI2001UISupplIfUIjiVbbi4.2 66

113 ProteinIstructuralIalignmentsIandIfunctionalIgenomicsWIProteins:fStructureufFunctionfandf
BioinformaticsUI2001UIecUIdhiVic 4.2 66

112 ModularityIandIhomologykImodellingIofItheItitinItypeIzImodulesIandItheirIinterfacesWIJournalfoff
MolecularfBiologyUI2001UIdbbUIcidVjg 6.5 25

111 TheIunreasonableIeffectivenessIofImathematicsIinImolecularIbiologyWIMathematicalfIntelligencerUI
2000UIccUIciVdh 0.2 16

110 tanonicalIstructuresIforItheIhypervariableIregionsIofITIcellIalphabetaIreceptorsWIJournalfoff
MolecularfBiologyUI2000UIcjfUIjhjVjf 6.5 48

109 tonformationalIchangesIinIserpinskIzWITheInativeIandIcleavedIconformationsIofIalphaQbRVantitrypsinWI
JournalfoffMolecularfBiologyUI2000UIcjfUIgfbVgf 6.5 47

108 tonformationalIchangesIinIserpinskIzWITheInativeIandIcleavedIconformationsIofIalphaQbRVantitrypsinWI
JournalfoffMolecularfBiologyUI2000UIcjgUIgifVjj 6.5 60

107 tonformationalIchangesIinIserpinskIzzWITheImechanismIofIactivationIofIantithrombinIbyIheparinWI
JournalfoffMolecularfBiologyUI2000UIdabUIbcihVdaf 6.5 81

106 rntibodyImodelingkIimplicationsIforIengineeringIandIdesignWIMethodsUI2000UIcaUIcghVhj 4.6 84

105 PhylogenyIofItheISerpinISuperfamilykIzmplicationsIofIPatternsIofIrminoIrcidItonservationIforI
StructureIandIwunctionWIGenomefResearchUI2000UIbaUIbiefVbige 9.7 92

104 wixIαUIaIhaemoglobinIthatIactsIasIanIoxygenIsensorkIsignallingImechanismIandIstructuralIbasisIofIitsI
homologyIwithIPrSIdomainsWIChemistryfandfBiologyUI1999UIgUIRcjbVh 33

103 TendamistatIsurfaceIaccessibilityItoItheITvMPOαIparamagneticIprobeWIJournalfoffBiomolecularfNMR
UI1999UIbfUIbcfVdd 3 26

102 SydIdomainsIinIprokaryotesWITrendsfinfBiochemicalfSciencesUI1999UIceUIbdcVd 10.3 86

101 SerpinsIinItheItaenorhabditisIelegansIgenomeI1999UIdgUIdbVeb 17

100 rnIatlasIofIserpinIconformationsWITrendsfinfBiochemicalfSciencesUI1998UIcdUIgdVh 10.3 157

99 vxtractionIofIgeometricallyIsimilarIsubstructureskIαeastVsquaresIandIthebyshevIfittingIandItheI
differenceIdistanceImatrixI1998UIddUIdcaVdci 12
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98 tonformationsIofItheIthirdIhypervariableIregionIinItheIVyIdomainIofIimmunoglobulinsWIJournalfoff
MolecularfBiologyUI1998UIchfUIcgjVje 6.5 313

97 PreparativeIinductionIandIcharacterizationIofIαVantithrombinkIaIstructuralIhomologueIofIlatentI
plasminogenIactivatorIinhibitorVbWIBiochemistryUI1997UIdgUIbdbddVec 3.2 71

96 TheIcWgIrIstructureIofIantithrombinIindicatesIaIconformationalIchangeIatItheIheparinIbindingIsiteWI
JournalfoffMolecularfBiologyUI1997UIcggUIgabVj 6.5 177

95 StandardIconformationsIforItheIcanonicalIstructuresIofIimmunoglobulinsWIJournalfoffMolecularf
BiologyUI1997UIchdUIjchVei 6.5 603

94 vxtractionIofIwellVfittingIsubstructureskIrootVmeanVsquareIdeviationIandItheIdifferenceIdistanceI
matrixWIFoldingfnfDesignUI1997UIcUISbcVe 6

93 zmportanceIofItheIreleaseIofIstrandIbtItoItheIpolymerizationImechanismIofIinhibitoryIserpinsWI
ProteinfScienceUI1997UIgUIijVji 6.3 58

92 trSPckIReportIonIabIinitioIpredictionsWIProteins:fStructureufFunctionfandfBioinformaticsUI1997UIcjUIbfbVbgg4.2 41

91 trSPckIReportIonIabIinitioIpredictionsWIProteins:fStructureufFunctionfandfBioinformaticsUI1997UIcjUIbfbVbgg4.2 3

90 tonservationIandIvariabilityIinItheIstructuresIofIserineIproteinasesIofItheIchymotrypsinIfamilyWI
JournalfoffMolecularfBiologyUI1996UIcfiUIfabVdh 6.5 127

89
ModelingIofIserpinVproteaseIcomplexeskIantithrombinVthrombinUIalphaIbVantitrypsinI
QdfiMetVVorrgRVthrombinUIalphaIbVantitrypsinIQdfiMetVVorrgRVtrypsinUIandIantitrypsinVelastaseWI
Proteins:fStructureufFunctionfandfBioinformaticsUI1996UIcgUIciiVdad

4.2 25

88 SystematicIrepresentationIofIproteinIfoldingIpatternsWIJournalfoffMolecularfGraphicsUI1995UIbdUIbfjVge 30

87 NruVbindingIdomainsIofIdehydrogenasesWICurrentfOpinionfinfStructuralfBiologyUI1995UIfUIhhfVid 8.1 202

86 ThreeVdimensionalIpatternImatchingIinIproteinIstructureIanalysisWILecturefNotesfinfComputerf
ScienceUI1995UIceiVcga 0.9 7

85 ThreeVdimensionalIsearchingIforIrecurrentIstructuralImotifsIinIdataIbasesIofIproteinIstructuresWI
JournalfoffComputationalfBiologyUI1994UIbUIbcbVdc 1.7 11

84 StructuralImechanismsIforIdomainImovementsIinIproteinsWIBiochemistryUI1994UIddUIghdjVej 3.2 697

83 PrinciplesIdeterminingItheIstructureIofIbetaVsheetIbarrelsIinIproteinsWIzWIrItheoreticalIanalysisWI
JournalfoffMolecularfBiologyUI1994UIcdgUIbdgjVib 6.5 184

82 PrinciplesIdeterminingItheIstructureIofIbetaVsheetIbarrelsIinIproteinsWIzzWITheIobservedIstructuresWI
JournalfoffMolecularfBiologyUI1994UIcdgUIbdicVeaa 6.5 120

81 uomainIclosureIinIlactoferrinWITwoIhingesIproduceIaIseeVsawImotionIbetweenIalternativeI
closeVpackedIinterfacesWIJournalfoffMolecularfBiologyUI1993UIcdeUIdfhVhc 6.5 146
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80 sooleanIprogrammingIformulationIofIsomeIpatternVmatchingIproblemsIinImolecularIbiologyWI
JournalfoffthefChemicalfSocietyufFaradayfTransactionsUI1993UIijUIcgad 3

79 ProbingIproteinIstructureIbyIsolventIperturbationIofINMRIspectraWIzzWIueterminationIofIsurfaceIandI
buriedIresiduesIinIhomologousIproteinsWIBiopolymersUI1993UIddUIidjVeg 2.2 8

78 yomologyImodellingkIinferencesIfromItablesIofIalignedIsequencesWICurrentfOpinionfinfStructuralf
BiologyUI1992UIcUIcecVceh 8.1 14

77 ProteinIdesignIonIcomputersWIwiveInewIproteinskIShpilkaUIxrendelUIwingerclaspUIαeatherUIandIridaWI
Proteins:fStructureufFunctionfandfBioinformaticsUI1992UIbcUIbafVba 4.2 25

76 StructuralIrepertoireIofItheIhumanIVyIsegmentsWIJournalfoffMolecularfBiologyUI1992UIcchUIhjjVibh 6.5 377

75
ProbingIproteinIstructureIbyIsolventIperturbationIofInuclearImagneticIresonanceIspectraWINuclearI
magneticIresonanceIspectralIeditingIandItopologicalImappingIinIproteinsIbyIparamagneticI
relaxationIfilteringWIJournalfoffMolecularfBiologyUI1992UIcceUIgfjVha

6.5 66

74 betaVTrefoilIfoldWIPatternsIofIstructureIandIsequenceIinItheI unitzIinhibitorsIinterleukinsVbIbetaI
andIbIalphaIandIfibroblastIgrowthIfactorsWIJournalfoffMolecularfBiologyUI1992UIccdUIfdbVed 6.5 290

73 uomainIclosureIinImitochondrialIaspartateIaminotransferaseWIJournalfoffMolecularfBiologyUI1992UI
cchUIbjhVcbd 6.5 172

72
tommonIfeaturesIofItheIconformationsIofIantigenVbindingIloopsIinIimmunoglobulinsIandI
applicationItoImodelingIloopIconformationsWIProteins:fStructureufFunctionfandfBioinformaticsUI1992UI
bdUIcdbVef

4.2 61

71 uoesIproteinIstructureIdetermineIaminoIacidIsequencepWIBioEssaysUI1992UIbeUIeahVba 4.1 14

70 sraveInewIproteinskIwhatIevolutionIrevealsIaboutIproteinIstructureWICurrentfOpinionfinf
BiotechnologyUI1991UIcUIfjcVi 11.4 5

69 tomparisonIofItheIstructuresIofIglobinsIandIphycocyaninskIevidenceIforIevolutionaryIrelationshipWI
Proteins:fStructureufFunctionfandfBioinformaticsUI1990UIiUIbddVff 4.2 81

68
wrameworkIresidueIhbIisIaImajorIdeterminantIofItheIpositionIandIconformationIofItheIsecondI
hypervariableIregionIinItheIVyIdomainsIofIimmunoglobulinsWIJournalfoffMolecularfBiologyUI1990UI
cbfUIbhfVic

6.5 218

67 StructuralIprinciplesIofIalphaYbetaIbarrelIproteinskItheIpackingIofItheIinteriorIofItheIsheetWIProteins:f
StructureufFunctionfandfBioinformaticsUI1989UIfUIbdjVei 4.2 144

66 StructuralIdeterminantsIofItheIconformationsIofImediumVsizedIloopsIinIproteinsWIProteins:f
StructureufFunctionfandfBioinformaticsUI1989UIgUIdicVje 4.2 75

65 tonformationsIofIimmunoglobulinIhypervariableIregionsWINatureUI1989UIdecUIihhVid 50.4 1091

64 TheItomputationalIrnalysisIofIProteinIStructureskISourcesUIMethodsUISystemsIandIResultsWIJournalf
offResearchfoffthefNationalfBureaufoffStandardsfpUnitedfStatesrUI1989UIjeUIifVjc 3

63 zntroductionkIProteinIengineeringWIBioEssaysUI1988UIiUIfbVfc 4.1 2
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62 StructuralIalignmentIandIanalysisIofItwoIdistantlyIrelatedIproteinskIrplysiaIlimacinaImyoglobinIandI
seaIlampreyIglobinWIProteins:fStructureufFunctionfandfBioinformaticsUI1988UIeUIceaVfa 4.2 9

61 toverIblownWINatureUI1988UIddeUIfgaVfga 50.4

60 vlbowImotionIinItheIimmunoglobulinsIinvolvesIaImolecularIballVandVsocketIjointWINatureUI1988UIddfUIbiiVja50.4 149

59 znteriorIandIsurfaceIofImonomericIproteinsWIJournalfoffMolecularfBiologyUI1987UIbjgUIgebVfg 6.5 784

58 tanonicalIstructuresIforItheIhypervariableIregionsIofIimmunoglobulinsWIJournalfoffMolecularf
BiologyUI1987UIbjgUIjabVbh 6.5 1195

57 ueterminantsIofIaIproteinIfoldWIUniqueIfeaturesIofItheIglobinIaminoIacidIsequencesWIJournalfoff
MolecularfBiologyUI1987UIbjgUIbjjVcbg 6.5 455

56 TheIaccessibleIsurfaceIareaIandIstabilityIofIoligomericIproteinsWINatureUI1987UIdciUIideVg 50.4 314

55 rlignmentIofItheIaminoIacidIsequencesIofIdistantlyIrelatedIproteinsIusingIvariableIgapIpenaltiesWI
ProteinfEngineeringufDesignfandfSelectionUI1986UIbUIhhVi 1.9 87

54 OnItheIcalculationIofIvulerIanglesIfromIaIrotationImatrixWIInternationalfJournalfoffMathematicalf
EducationfinfSciencefandfTechnologyUI1986UIbhUIddfVddh 0.5 9

53 WhatItheIpapersIsaykIProteinIstructureIandIevolutionkISimilarIaminoIacidIsequencesIsometimesI
produceIstrikinglyIdifferentIthreeVdimensionalIstructuresWIBioEssaysUI1985UIcUIcbdVcbe 4.1 3

52 tomputerVgeneratedIpicturesIofIproteinsWIMethodsfinfEnzymologyUI1985UIbbfUIdibVja 1.7 41

51 yelixImovementsIinIproteinsWITrendsfinfBiochemicalfSciencesUI1985UIbaUIbbgVbbi 10.3 64

50 yaemoglobinkItheIsurfaceIburiedIbetweenItheIalphaIbIbetaIbIandIalphaIcIbetaIcIdimersIinItheI
deoxyIandIoxyIstructuresWIJournalfoffMolecularfBiologyUI1985UIbidUIcghVha 6.5 41

49 yelixImovementsIandItheIreconstructionIofItheIhaemIpocketIduringItheIevolutionIofItheI
cytochromeIcIfamilyWIJournalfoffMolecularfBiologyUI1985UIbicUIbfbVi 6.5 67

48 TheIanalysisIofIproteinIstructureskINewIinsightsIfromIaIgrowingIdataIbaseWIBioEssaysUI1984UIbUIbafVbba 4.1 2

47 MechanismsIofIdomainIclosureIinIproteinsWIJournalfoffMolecularfBiologyUI1984UIbheUIbhfVjb 6.5 162

46 ThemesIandIcontrastsIinIproteinIstructuresWITrendsfinfBiochemicalfSciencesUI1984UIjUIcja 10.3 2

45 rItoolkitIforIcomputationalImolecularIbiologyIzkIpackingIandIunpackingIofIproteinIcoordinateIsetsWI
JournalfoffMolecularfGraphicsUI1983UIbUIbbiVbcb 3
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44 TransmissionIofIconformationalIchangeIinIinsulinWINatureUI1983UIdacUIfaaVf 50.4 186

43 vvolutionIofIproteinsIformedIbyIbetaVsheetsWIzWIPlastocyaninIandIazurinWIJournalfoffMolecularf
BiologyUI1982UIbgaUIdajVcd 6.5 121

42 vvolutionIofIproteinsIformedIbyIbetaVsheetsWIzzWITheIcoreIofItheIimmunoglobulinIdomainsWIJournalf
offMolecularfBiologyUI1982UIbgaUIdcfVec 6.5 259

41 yowIdifferentIaminoIacidIsequencesIdetermineIsimilarIproteinIstructureskItheIstructureIandI
evolutionaryIdynamicsIofItheIglobinsWIJournalfoffMolecularfBiologyUI1980UIbdgUIccfVha 6.5 633

40 ReinterpretationIofIMoseleyâ��sIexperimentsIrelatingI ˛–IlineIfrequenciesIandIatomicInumberWI
AmericanfJournalfoffPhysicsUI1980UIeiUIejcVejd 0.7 2

39 uetectionIofIthreeVdimensionalIpatternsIofIatomsIinIchemicalIstructuresWICommunicationsfoffthef
ACMUI1979UIccUIcbjVcce 2.5 45

38 MacromolecularImarionettesWIComputersfinfBiologyfandfMedicineUI1977UIhUIbbdVcj 7 14

37 rnIencodingItechniqueItoIfacilitateItheIdetectionIofIhomologiesIinIbiopolymerIsequencesWIJournalf
offTheoreticalfBiologyUI1977UIgjUIhghVj 2.3

36 vxpansionIofIeigenfunctionsIofIaImorseIoscillatorIinIaInonorthogonalIbasisIofIdisplacedIharmonicI
oscillatorIfunctionsWIChemicalfPhysicsfLettersUI1976UIdiUIbbdVbbg 2.5 1

35 TreatmentIofInonspecularIreflectionIinItheIsingleVparticleImodelIofIanIidealIgasWIAmericanfJournalf
offPhysicsUI1976UIeeUIbbdeVbbdf 0.7 1

34 RecursionIrelationsIforItheIclassicalIpartitionIfunctionIofItheIhardVsphereIgasIinItwoIandIthreeI
dimensionsWIJournalfoffChemicalfPhysicsUI1975UIgdUIfaeiVfaej 3.9 5

33 vntropyIthangesIinIzsothermalIvxpansionsIofIRealIxasesWIAmericanfJournalfoffPhysicsUI1974UIecUIbadaVbadd0.7 2

32
rIcombinatorialIstudyIofItheIeffectsIofIadmittingInonVWatsonVtrickIbaseIpairingsIandIofIbaseI
compositionIonItheIhelixVformingIpotentialIofIpolynucleotidesIofIrandomIsequenceWIJournalfoff
TheoreticalfBiologyUI1974UIeeUIhVbh

2.3 5

31 OnIhypothesizedIselectiveIpressureIbyIuWvWIonIuNrIbaseIcompositionsWIJournalfoffTheoreticalf
BiologyUI1973UIeaUIcabVc 2.3 5

30 αowerIboundItoItheIlongVrangeIinteractionIenergyIofItwoIidenticalIrareIgasIatomsIinItheIrestrictedI
yartreeVwockIapproximationWIJournalfoffChemicalfPhysicsUI1973UIfjUIeeVeg 3.9 14

29 PictorialIpatternIrecognitionIandItheIphaseIproblemIofIxVrayIcrystallographyWICommunicationsfoff
thefACMUI1972UIbfUIdVg 2.5 7

28 xenerationIofIinteractiveIdisplaysIfromIwORTRrNIusingItheIPuPIVIbaYαuSVbIcomputerIgraphicsI
systemWISoftwarefvfPracticefandfExperienceUI1972UIcUIcfjVchd 2.5 3

27 rpplicationIofItheIcommonIfeaturesIofItranferIRNrsItoItheIdeterminationIofItheirInucleotideI
sequencesWIBiochemicalfandfBiophysicalfResearchfCommunicationsUI1971UIefUIghgVia 3.4 1
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