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Kappaphycus alvarezii sap mitigates abiotic-induced stress in Triticum durum by modulating metabolic
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Deciphering hydrogen peroxide-induced signalling towards stress tolerance in plants. 3 Biotech, 2019,
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AINAC4 Transcription Factor From Halophyte Aeluropus lagopoides Mitigates Oxidative Stress by

Maintaining ROS Homeostasis in Transgenic Tobacco. Frontiers in Plant Science, 2018, 9, 1522.
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