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68 MultidancestryPgeneticPstudyPofPtypePiPdiabetesPhighlightsPthePpowerPofPdiversePpopulationsPforP
discoveryPandPtranslationeePNaturetGeneticscP2022cP 36.3 7

67 InferringPPopulationPHistoriesPforPxncientPGenomesPUsingPGenomedWidePGenealogiesePMoleculart
BiologytandtEvolutioncP2021cPjocPjkpndjlhh 8.3 10

66 RapidPgenotypePimputationPfromPsequencePwithPreferencePpanelsePNaturetGeneticscP2021cPljcPhhgkdhhhh 36.3 6

65 xlteringPthePyindingPPropertiesPofPPRDMpPPartiallyPRestoresPFertilityPacrossPthePSpeciesPyoundaryeP
MoleculartBiologytandtEvolutioncP2021cPjocPlllldllmi 8.3 0

64 ZzWPWhPisPrecruitedPtoPrecombinationPhotspotsPbyPPRDMpPandPisPessentialPforPmeioticPdoubleP
strandPbreakPrepairePELifecP2020cPpcP 8.9 10

63 UnifiedPsingledcellPanalysisPofPtestisPgenePregulationPandPpathologyPinPfivePmousePstrainsePELifecP2019
cPocP 8.9 54

62 xPmethodPforPgenomedwidePgenealogyPestimationPforPthousandsPofPsamplesePNaturetGeneticscP2019cP
lhcPhjihdhjip 36.3 136

61 xPhighdresolutionPmapPofPnondcrossoverPeventsPrevealsPimpactsPofPgeneticPdiversityPonPmammalianP
meioticPrecombinationePNaturetCommunicationscP2019cPhgcPjpgg 17.4 35

60 PatternsPofPgeneticPdifferentiationPandPthePfootprintsPofPhistoricalPmigrationsPinPthePIberianP
PeninsulaePNaturetCommunicationscP2019cPhgcPllh 17.4 34

59 FinedScalePInferencePofPxncestryPSegmentsPWithoutPPriorPKnowledgePofPxdmixingPGroupsePGeneticscP
2019cPihicPompdoop 4 24

58 xPmapPofPhumanPPRDMpPbindingPprovidesPevidencePforPnovelPbehaviorsPofPPRDMpPandPotherP
zincdfingerPproteinsPinPmeiosisePELifecP2017cPmcP 8.9 47

57 ThePKalashPGeneticPIsolatevPThePEvidencePforPRecentPxdmixtureePAmericantJournaltoftHumant
GeneticscP2016cPpocPjpmdn 11 5

56 RedengineeringPthePzincPfingersPofPPRDMpPreversesPhybridPsterilityPinPmiceePNaturecP2016cPljgcPhnhdhnm 50.4 135

55 RapidPgenotypePimputationPfromPsequencePwithoutPreferencePpanelsePNaturetGeneticscP2016cPkocPpmldpmp36.3 79

54 xPMethodPtoPExploitPthePStructurePofPGeneticPxncestryPSpacePtoPEnhancePzasedzontrolPStudieseP
AmericantJournaltoftHumantGeneticscP2016cPpocPolndomo 11 14

53 ThePfinedscalePgeneticPstructurePofPthePyritishPpopulationePNaturecP2015cPlhpcPjgpdjhk 50.4 298

52 UnravellingPthePhiddenPancestryPofPxmericanPadmixedPpopulationsePNaturetCommunicationscP2015cPmcPmlpm17.4 78
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51 ThePRolePofPRecentPxdmixturePinPFormingPthePzontemporaryPWestPEurasianPGenomicPLandscapeeP
CurrenttBiologycP2015cPilcPilhodim 6.3 42

50 EvidencePforPaPzommonPOriginPofPylacksmithsPandPzultivatorsPinPthePEthiopianPxriPwithinPthePLastP
klggPYearsqPLessonsPforPzlusteringdyasedPInferenceePPLoStGeneticscP2015cPhhcPehggljpn 6 104

49 ExtremePselectivePsweepsPindependentlyPtargetedPthePXPchromosomesPofPthePgreatPapeseP
ProceedingstoftthetNationaltAcademytoftSciencestoftthetUnitedtStatestoftAmericacP2015cPhhicPmkhjdo 11.5 52

48 NondcrossoverPgenePconversionsPshowPstrongPGzPbiasPandPunexpectedPclusteringPinPhumansePELifecP
2015cPkcP 8.9 57

47 xPgeneticPatlasPofPhumanPadmixturePhistoryePSciencecP2014cPjkjcPnkndnlh 33.3 492

46 HumanPgenomicPregionsPwithPexceptionallyPhighPlevelsPofPpopulationPdifferentiationPidentifiedPfromP
phhPwholedgenomePsequencesePGenometBiologycP2014cPhlcPRoo 18.3 51

45 RecombinationPinPthePhumanPPseudoautosomalPregionPPxRhePPLoStGeneticscP2014cPhgcPehggklgj 6 47

44 IntegrativePannotationPofPvariantsPfromPhgpiPhumansqPapplicationPtoPcancerPgenomicsePSciencecP2013
cPjkicPhijllon 33.3 281

43 GreatPapePgeneticPdiversityPandPpopulationPhistoryePNaturecP2013cPkppcPknhdl 50.4 574

42 xPfinedscalePchimpanzeePgeneticPmapPfromPpopulationPsequencingePSciencecP2012cPjjmcPhpjdo 33.3 218

41 xnPintegratedPmapPofPgeneticPvariationPfromPhcgpiPhumanPgenomesePNaturecP2012cPkphcPlmdml 50.4 6049

40 GenomicPtoolsPforPevolutionPandPconservationPinPthePchimpanzeeqPPanPtroglodytesPelliotiPisPaP
geneticallyPdistinctPpopulationePPLoStGeneticscP2012cPocPehggilgk 6 45

39 InferencePofPpopulationPstructurePusingPdensePhaplotypePdataePPLoStGeneticscP2012cPocPehggiklj 6 660

38 yayesianPrefinementPofPassociationPsignalsPforPhkPlociPinPjPcommonPdiseasesePNaturetGeneticscP2012cP
kkcPhipkdjgh 36.3 347

37 MappingPcopyPnumberPvariationPbyPpopulationdscalePgenomePsequencingePNaturecP2011cPkngcPlpdml 50.4 833

36 GenomedwidePcomparisonPofPxfricandancestryPpopulationsPfromPzxRePandPotherPcohortsPrevealsP
signalsPofPnaturalPselectionePAmericantJournaltoftHumantGeneticscP2011cPopcPjmodoh 11 63

35 DemographicPhistoryPandPrarePallelePsharingPamongPhumanPpopulationsePProceedingstoftthetNationalt
AcademytoftSciencestoftthetUnitedtStatestoftAmericacP2011cPhgocPhhpojdo 11.5 455

34 ThePlandscapePofPrecombinationPinPxfricanPxmericansePNaturecP2011cPknmcPhngdl 50.4 243
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33 EnhancedPstatisticalPtestsPforPGWxSPinPadmixedPpopulationsqPassessmentPusingPxfricanPxmericansP
fromPzxRePandPaPyreastPzancerPzonsortiumePPLoStGeneticscP2011cPncPehgghjnh 6 86

32 GenomedwidePassociationPstudyPofPzNVsPinPhmcgggPcasesPofPeightPcommonPdiseasesPandPjcgggP
sharedPcontrolsePNaturecP2010cPkmkcPnhjdig 50.4 639

31 xPmapPofPhumanPgenomePvariationPfromPpopulationdscalePsequencingePNaturecP2010cPkmncPhgmhdnj 50.4 6142

30 DrivePagainstPhotspotPmotifsPinPprimatesPimplicatesPthePPRDMpPgenePinPmeioticPrecombinationeP
SciencecP2010cPjincPonmdp 33.3 465

29 DiversityPofPhumanPcopyPnumberPvariationPandPmulticopyPgenesePSciencecP2010cPjjgcPmkhdm 33.3 491

28 SensitivePdetectionPofPchromosomalPsegmentsPofPdistinctPancestryPinPadmixedPpopulationsePPLoSt
GeneticscP2009cPlcPehggglhp 6 393

27 xPcommonPsequencePmotifPassociatedPwithPrecombinationPhotPspotsPandPgenomePinstabilityPinP
humansePNaturetGeneticscP2008cPkgcPhhikdp 36.3 335

26 zanPonePlearnPhistoryPfromPthePallelicPspectrumvePTheoreticaltPopulationtBiologycP2008cPnjcPjkido 1.2 80

25 EffectsPofPcisPandPtransPgeneticPancestryPonPgenePexpressionPinPxfricanPxmericansePPLoStGeneticscP
2008cPkcPehgggipk 6 75

24 LongdrangePLDPcanPconfoundPgenomePscansPinPadmixedPpopulationsePAmericantJournaltoftHumant
GeneticscP2008cPojcPhjidlrPauthorPreplyPhjldp 11 253

23 MultiplePregionsPwithinPoqikPindependentlyPaffectPriskPforPprostatePcancerePNaturetGeneticscP2007cP
jpcPmjodkk 36.3 563

22 xPnewPmultipointPmethodPforPgenomedwidePassociationPstudiesPbyPimputationPofPgenotypesePNaturet
GeneticscP2007cPjpcPpgmdhj 36.3 2040

21 GenomedwidePdetectionPandPcharacterizationPofPpositivePselectionPinPhumanPpopulationsePNaturecP
2007cPkkpcPphjdo 50.4 1367

20 xPsecondPgenerationPhumanPhaplotypePmapPofPoverPjehPmillionPSNPsePNaturecP2007cPkkpcPolhdmh 50.4 3647

19 xPmodeldbasedPapproachPtoPcapturePgeneticPvariationPforPfuturePassociationPstudiesePGenomet
ResearchcP2007cPhncPoodpl 9.7 9

18 LivePhotcPdiePyoungqPtransmissionPdistortionPinPrecombinationPhotspotsePPLoStGeneticscP2007cPjcPejl 6 89

17 EstimatingPmeioticPgenePconversionPratesPfromPpopulationPgeneticPdataePGeneticscP2007cPhnncPoohdpk 4 45

16 ThePinfluencePofPrecombinationPonPhumanPgeneticPdiversityePPLoStGeneticscP2006cPicPehko 6 185
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15 ThePdistributionPandPcausesPofPmeioticPrecombinationPinPthePhumanPgenomeePBiochemicaltSocietyt
TransactionscP2006cPjkcPlimdjg 5.1 84

14 xPfinedscalePmapPofPrecombinationPratesPandPhotspotsPacrossPthePhumanPgenomeePSciencecP2005cP
jhgcPjihdk 33.3 836

13 HumanPrecombinationPhotPspotsPhiddenPinPregionsPofPstrongPmarkerPassociationePNaturetGeneticscP
2005cPjncPmghdm 36.3 146

12 zomparisonPofPfinedscalePrecombinationPratesPinPhumansPandPchimpanzeesePSciencecP2005cPjgocPhgndhh 33.3 291

11 xpplicationPofPcoalescentPmethodsPtoPrevealPfinedscalePratePvariationPandPrecombinationPhotspotseP
GeneticscP2004cPhmncPigmndoh 4 58

10 ThePfinedscalePstructurePofPrecombinationPratePvariationPinPthePhumanPgenomeePSciencecP2004cPjgkcPlohdk33.3 796

9 ThePInternationalPHapMapPProjectePNaturecP2003cPkimcPnopdpm 50.4 5039

8 youndsPonPthePminimumPnumberPofPrecombinationPeventsPinPaPsamplePhistoryePGeneticscP2003cPhmjcPjnldpk4 142

7 ZzWPWhPisPrecruitedPtoPrecombinationPhotspotsPbyPPRDMpcPandPisPessentialPforPmeioticPdoubleP
strandPbreakPrepair 3

6 PatternsPofPgeneticPdifferentiationPandPthePfootprintsPofPhistoricalPmigrationsPinPthePIberianPPeninsula 4

5 FinedscalePInferencePofPxncestryPSegmentsPwithoutPPriorPKnowledgePofPxdmixingPGroups 2

4 UnifiedPsingledcellPanalysisPofPtestisPgenePregulationPandPpathologyPinPlPmousePstrains 4

3 xPhighdresolutionPmapPofPnondcrossoverPeventsPrevealsPimpactsPofPgeneticPdiversityPonPmammalianP
meioticPrecombination 5

2 xPmethodPforPgenomedwidePgenealogyPestimationPforPthousandsPofPsamples 10

1 InferringPpopulationPhistoriesPforPancientPgenomesPusingPgenomedwidePgenealogies 3
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