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145 LacticNvcidNwacteriaoNTaxonomyNandNwiodiversityN2022aNgkhbgli

144 ”nvestigatingNtheNbiotechnologicalNpotentialNofNlacticNacidNbacteriaNstrainsNisolatedNfromNdifferentN
vlgerianNdairyNandNfarmNsourcesccNArchiveseofeMicrobiologyaN2022aNgeiaNgge 3 0

143 GlutathioneNproductionNbyNnonbSaccharomycesNyeastsNandNitsNimpactNonNwinemakingoNvNreviewcNFoode
ResearcheInternationalaN2022aNfjkaNfffhhh 7 2

142 vssessingNGutNMicrobiotaNinNanN”nfantNwithNxongenitalNPropionicNvcidemiaNbeforeNandNafterN
ProbioticNSupplementationccNMicroorganismsaN2021aNnaN 4.9 3

141 UnravellingNtheN”mpactNofNGrapeNWashingaNSOgaNandNMultibStarterN”noculationNinNLabbScaleN
VinificationNTrialsNofNWitheredNwlackNGrapescNFermentationaN2021aNlaNih 4.7 2

140 TranscriptionalNandNMetabolicNResponseNofNWinebRelatedNLactiplantibacillusNplantarumNtoNyifferentN
xonditionsNofNverationNandNNitrogenNvvailabilitycNFermentationaN2021aNlaNkm 4.7 1

139 ”nvestigatingNtheNglutathioneNaccumulationNbyNnonbconventionalNwineNyeastsNinNoptimizedNgrowthN
conditionsNandNmultibstarterNfermentationscNLWTeteFoodeScienceeandeTechnologyaN2021aNfigaNffenne 5.4 3

138 xontributionNofNnonbSaccharomycesNyeastsNtoNincreaseNglutathioneNconcentrationNinNwinecN
AustralianeJournaleofeGrapeeandeWineeResearchaN2021aNglaNgnebgni 2.4 3

137 zxploringNvntibioticNResistanceNyiversityNinNsppcNbyNaNGenomebwasedNvpproachoNFocusNonNtheNvN
GenecNMicroorganismsaN2021aNnaN 4.9 2

136 SuitabilityNofNtheNNisinNZbproducerNsubspcNxwMNgfNtoNbeNUsedNasNanNvdjunctNxultureNforN
SquacqueroneNxheeseNProductioncNAnimalsaN2020aNfeaN 3.1 1

135 VolatileNorganicNcompoundsNfromNStarmerellaNbacillarisNtoNcontrolNgrayNmoldNonNapplesNandN
modulateNciderNaromaNprofilecNFoodeMicrobiologyaN2020aNmnaNfehiik 6 13

134
xontributionNofNnonbSaccharomycesNyeastsNtoNwineNvolatileNandNsensoryNdiversityoNvNstudyNonN
LachanceaNthermotoleransaNMetschnikowiaNsppcNandNStarmerellaNbacillarisNstrainsNisolatedNinN”talycN
InternationaleJournaleofeFoodeMicrobiologyaN2020aNhfmaNfemile

5.8 64

133 NewNinsightsNintoNtheNvariabilityNofNlacticNacidNproductionNinNLachanceaNthermotoleransNatNtheN
phenotypicNandNgenomicNlevelcNMicrobiologicaleResearchaN2020aNghmaNfgkjgj 5.3 10

132 RemissionNinNxrohnUsNdiseaseNisNaccompaniedNbyNalterationsNinNtheNgutNmicrobiotaNandNmucinsN
productioncNScientificeReportsaN2019aNnaNfhgkh 4.9 17

131
GlucosebNandNLipidbRelatedNwiomarkersNvreNvffectedNinN“ealthyNObeseNorN“yperglycemicNvdultsN
xonsumingNaNWholebGrainNPastaNznrichedNinNPrebioticsNandNProbioticsoNvNfgbWeekNRandomizedN
xontrolledNTrialcNJournaleofeNutritionaN2019aNfinaNflfibflgh

4.1 25

130 zxploringNtheNdiversityNofNaNcollectionNofNnativeNnonbSaccharomycesNyeastsNtoNdevelopNcobstarterN
culturesNforNwinemakingcNFoodeResearcheInternationalaN2019aNfggaNihgbiig 7 26

129
”nkjetNPrintedN”nterdigitatedNwiosensorNforNzasyNandNRapidNyetectionNofNwacteriophageN
xontaminationoNaNPreliminaryNStudyNforNMilkNProcessingNxontrolNvpplicationscNChemosensorsaN2019aN
laNm

4 11
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128 vntimicrobialNspectrumNactivityNofNbacteriocinogenicNStaphylococcusNstrainsNisolatedNfromNgoatNandN
sheepNmilkcNJournaleofeDairyeScienceaN2019aNfegaNgngmbgnie 4 11

127 zffectsNofNfunctionalNpastaNingredientsNonNdifferentNgutNmicrobiotaNasNrevealedNbyNT”MbgNmodelNofN
theNproximalNcoloncNBeneficialeMicrobesaN2019aNfeaNhefbhfh 4.9 3

126 GenusbWideNvssessmentNofNvntibioticNResistanceNinNsppcNAppliedeandeEnvironmentaleMicrobiologyaN
2019aNmjaN 4.8 89

125 zffectsNofNtheNdiameterNonNphysicobchemicalaNmicrobiologicalNandNvolatileNprofileNinNdryNfermentedN
sausagesNproducedNwithNtwoNdifferentNstarterNculturescNFoodeBioscienceaN2018aNggaNnbfm 4.9 32

124 SafetyNhazardsNinNbacteriocinogenicNStaphylococcusNstrainsNisolatedNfromNgoatNandNsheepNmilkcN
MicrobialePathogenesisaN2018aNffkaNfeebfem 3.8 11

123 GrowthaNbiogenicNamineNproductionNandNtyryxNtranscriptionNofNznterococcusNfaecalisNinNsyntheticN
mediumNcontainingNdefinedNaminoNacidNconcentrationscNJournaleofeAppliedeMicrobiologyaN2017aNfggaNfelmbfenf4.7 9

122 ”dentificationNofNvariableNgenomicNregionsNrelatedNtoNstressNresponseNinNOenococcusNoenicNFoode
ResearcheInternationalaN2017aNfegaNkgjbkhm 7 7

121 GenomicNxharacterisationNofNStarterNxulturesNandNProbioticNwacteriaN2017aNhlbkj

120 zffectNofNthymeNessentialNoilNandNLactococcusNlactisNxwMgfNonNtheNmicrobiotaNcompositionNandN
qualityNofNminimallyNprocessedNlambUsNlettucecNFoodeMicrobiologyaN2017aNkmaNkfble 6 5

119 MicrobiotaNofNhighbpressurebprocessedNSerranoNhamNinvestigatedNbyNculturebdependentNandN
culturebindependentNmethodscNInternationaleJournaleofeFoodeMicrobiologyaN2017aNgifaNgnmbhel 5.8 15

118 VariabilityNinNgeneNcontentNandNexpressionNofNtheNthioredoxinNsystemNinNOenococcusNoenicNFoode
MicrobiologyaN2017aNkfaNghbhg 6 12

117 TheN”nductionNofNNobleNRotNVWN”nfectionNduringNPostharvestNWitheringNxhangesNtheNMetabolomeNofN
GrapevineNwerriesNVNLcaNcvcNGarganegaWcNFrontierseinePlanteScienceaN2017aNmaNfeeg 6.2 21

116
”mpactNofNmaintenanceNimmunosuppressiveNtherapyNonNtheNfecalNmicrobiomeNofNrenalNtransplantN
recipientsoNxomparisonNbetweenNanNeverolimusbNandNaNstandardNtacrolimusbbasedNregimencNPLoSe
ONEaN2017aNfgaNeeflmggm

3.7 30

115 zffectiveNidentificationNofNLactobacillusNcaseiNgroupNspeciesoNgenomebbasedNselectionNofNtheNgeneN
mutLNasNtheNtargetNofNaNnovelNmultiplexNPxRNassaycNMicrobiologyenUnitedeKingdomoaN2017aNfkhaNnjebnke 2.9 19

114 wiocideNandNantibioticNresistanceNofNznterococcusNfaecalisNandNznterococcusNfaeciumNisolatedNfromN
theNswineNmeatNchaincNFoodeMicrobiologyaN2016aNkeaNfkebi 6 26

113 yraftNGenomeNSequenceNofNtheNProbioticNYeastNKluyveromycesNmarxianusNfragilisNwehnncNGenomee
AnnouncementsaN2016aNiaN 9

112 TyrosineNdecarboxylaseNactivityNofNznterococcusNmundtiioNnewNinsightsNintoNphenotypicNandNgeneticN
aspectscNMicrobialeBiotechnologyaN2016aNnaNmefbmfh 6.3 4

111
â��GravieraNNaxouNandNGravieraNKritisNGreekNPyONcheesesoNyiscriminationNbasedNonNmicrobiologicalN
andNphysicochemicalNcriteriaNandNvolatileNorganicNcompoundsNprofileâ��cNSmalleRuminanteResearchaN
2016aNfhkaNfkfbflg

1.7 6
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110 ”ntegrateNgenomebbasedNassessmentNofNsafetyNforNprobioticNstrainsoNwacillusNcoagulansNGw”bheaNkemkN
asNaNcaseNstudycNAppliedeMicrobiologyeandeBiotechnologyaN2016aNfeeaNijnjbkej 5.7 52

109 MicrobiologicalNcharacteristicsNofNfreshNtofuNproducedNinNsmallNindustrialNscaleNandNidentificationNofN
specificNspoilingNmicroorganismsNVSSOWcNLWTeteFoodeScienceeandeTechnologyaN2016aNleaNgmebgmj 5.4 25

108 UseNofNaNnisinbproducingNLactococcusNlactisNstrainaNcombinedNwithNnaturalNantimicrobialsaNtoNimproveN
theNsafetyNandNshelfblifeNofNminimallyNprocessedNslicedNapplescNFoodeMicrobiologyaN2016aNjiaNffbfn 6 21

107 vntibioticNSusceptibilityNProfilesNofNyairyNLeuconostocaNvnalysisNofNtheNGeneticNwasisNofNvtypicalN
ResistancesNandNTransferNofNGenesN”nNVitroNandNinNaNFoodNMatrixcNPLoSeONEaN2016aNffaNeefijgeh 3.7 31

106 WholebMetagenomebSequencingbwasedNxommunityNProfilesNofNVitisNviniferaNLcNcvcNxorvinaNwerriesN
WitheredNinNTwoNPostbharvestNxonditionscNFrontierseineMicrobiologyaN2016aNlaNnhl 5.7 33

105 vssessmentNofNmicrobialNdiversityNofNtheNdominantNmicrobiotaNinNfreshNandNmatureNPyONFetaNcheeseN
madeNatNthreeNmountainousNareasNofNGreececNLWTeteFoodeScienceeandeTechnologyaN2016aNlgaNjgjbjhh 5.4 23

104
vssociationNbetweenNintestinalNpermeabilityNandNfaecalNmicrobiotaNcompositionNinN”talianNchildrenN
withNbetaNcellNautoimmunityNatNriskNforNtypeNfNdiabetescNDiabetesvMetabolismeResearcheandeReviewsaN
2016aNhgaNleeblen

7.5 54

103 yraftNGenomeNSequenceNofNThreeNvntibioticbResistantNLeuconostocNmesenteroidesNStrainsNofNyairyN
OrigincNGenomeeAnnouncementsaN2015aNhaN 6

102 NutritionalNprofileNandNcookingNqualityNofNaNnewNfunctionalNpastaNnaturallyNenrichedNinNphenolicN
acidsaNaddedNwithN˛†bglucanNandNwacillusNcoagulansNGw”bheaNkemkcNJournaleofeCerealeScienceaN2015aNkjaNgkebgkk3.8 27

101
NewNinsightsNinNthermalNresistanceNofNstaphylococcalNstrainsNbelongingNtoNtheNspeciesN
StaphylococcusNepidermidisaNStaphylococcusNlugdunensisNandNStaphylococcusNaureuscNFoodeControlaN
2015aNjeaNkejbkfg

6.2 9

100 zffectNofNUVbxNtreatmentNonNtheNmicrobialNpopulationNofNwhiteNandNredNwinesaNasNrevealedNbyN
conventionalNplatingNandNPMvbqPxRNmethodscNFoodeControlaN2015aNilaNielbifg 6.2 25

99 SystematicsNofNLacticNvcidNwacteriaN2015aNgjbhf 3

98
TyrosineNdecarboxylaseNactivityNofNenterococciNgrownNinNmediaNwithNdifferentNnutritionalNpotentialoN
tyramineNandNgbphenylethylamineNaccumulationNandNtyryxNgeneNexpressioncNFrontierseine
MicrobiologyaN2015aNkaNgjn

5.7 26

97
TheNxapabilityNofNTyramineNProductionNandNxorrelationNbetweenNPhenotypicNandNGeneticN
xharacteristicsNofNznterococcusNfaeciumNandNznterococcusNfaecalisNStrainscNFrontierseineMicrobiologyaN
2015aNkaNfhlf

5.7 25

96 “orizontalNgeneNtransferNamongNmicroorganismsNinNfoodoNcurrentNknowledgeNandNfutureN
perspectivescNFoodeMicrobiologyaN2014aNigaNghgbih 6 72

95 xontrolNofNtyramineNandNhistamineNaccumulationNbyNlacticNacidNbacteriaNusingNbacteriocinNformingN
lactococcicNInternationaleJournaleofeFoodeMicrobiologyaN2014aNfneaNfibgh 5.8 25

94 wacteriocinNproductionNandNgeneNsequencingNanalysisNfromNvaginalNLactobacillusNstrainscNArchiveseofe
MicrobiologyaN2014aNfnkaNkijbjh 3 55

93 MolecularNidentificationNandNquantificationNofNtetracyclineNandNerythromycinNresistanceNgenesNinN
SpanishNandN”talianNretailNcheesescNBioMedeResearcheInternationalaN2014aNgefiaNlikmjn 3 28
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92 yraftNGenomeNSequenceNofNwacillusNcoagulansNGw”bheaNkemkaNaNWidelyNUsedNSporebFormingNProbioticN
StraincNGenomeeAnnouncementsaN2014aNgaN 15

91 TheNgenomeNofNwifidobacteriumNpseudocatenulatumN”PLvNhkeelaNaNhumanNintestinalNstrainNwithN
isoflavonebactivationNactivitycNGutePathogensaN2014aNkaNhf 5.4 8

90 ”nductionNofNgrapeNbotrytizationNduringNwitheringNaffectsNvolatileNcompositionNofNReciotoNdiNSoaveaN
aNâ��passitoâ��bstyleNwinecNEuropeaneFoodeResearcheandeTechnologyaN2013aNghkaNmjhbmkg 3.4 14

89 yiversityNofNStreptococcusNthermophilusNinNbacteriocinNproductionpNinhibitoryNspectrumNandN
occurrenceNofNthermophilinNgenescNFoodeMicrobiologyaN2013aNhjaNglbhh 6 26

88 SelectionNofNwotrytisNcinereaNandNSaccharomycesNcerevisiaeNstrainsNforNtheNimprovementNandN
valorizationNofN”talianNpassitoNstyleNwinescNFEMSeYeasteResearchaN2013aNfhaNjiebjg 3.1 19

87 wiodiversityNandNcharacterizationNofNindigenousNcoagulasebnegativeNstaphylococciNisolatedNfromNrawN
milkNandNcheeseNofNNorthN”talycNFoodeMicrobiologyaN2013aNhiaNfekbff 6 46

86 zvolutionNofNlacticNacidNbacteriaNinNtheNorderNLactobacillalesNasNdepictedNbyNanalysisNofNglycolysisNandN
pentoseNphosphateNpathwayscNSystematiceandeAppliedeMicrobiologyaN2013aNhkaNgnfbhej 4.2 33

85 GeneticNandNphenotypicNstrainNheterogeneityNwithinNaNnaturalNpopulationNofNOenococcusNoeniNfromN
vmaroneNwinecNJournaleofeAppliedeMicrobiologyaN2012aNffhaNfemlbnk 4.7 14

84 TheNGenusNLactobacillusoNvNTaxonomicNUpdatecNProbioticseandeAntimicrobialeProteinsaN2012aNiaNgflbgk 5.5 163

83 PreservationNofNpearsNinNwaterNinNtheNpresenceNofNSinapisNarvensisNseedsoNaNGreekNtraditioncN
InternationaleJournaleofeFoodeMicrobiologyaN2012aNfjnaNgjibkg 5.8 6

82 xandidaNzemplininaNcanNreduceNaceticNacidNproducedNbyNSaccharomycesNcerevisiaeNinNsweetNwineN
fermentationscNAppliedeandeEnvironmentaleMicrobiologyaN2012aNlmaNfnmlbni 4.8 109

81 vnNassessmentNofNfactorsNcharacterisingNtheNmicrobiologyNofNGranaNTrentinoNcheeseaNaNGranabtypeN
cheesecNInternationaleJournaleofeDairyeTechnologyaN2012aNkjaNiefbien 3.7 21

80 zffectNofNchemicobphysicalNparametersNonNtheNhistidineNdecarboxylaseNV“dcvWNenzymaticNactivityNinN
StreptococcusNthermophilusNPR”kecNJournaleofeFoodeScienceaN2012aNllaNMghfbl 3.4 30

79 RoleNofNStreptococcusNthermophilusNPR”keNinNhistamineNaccumulationNinNcheesecNInternationaleDairye
JournalaN2012aNglaNlfblk 3.5 19

78 yiversityNofNxandidaNzemplininaNstrainsNfromNgrapesNandN”talianNwinescNFoodeMicrobiologyaN2012aNgnaNfmbgk6 90

77
ReclassificationNofNLactobacillusNcatenaformisNVzggerthNfnhjWNMooreNandN“oldemanNfnleNandN
LactobacillusNvitulinusNSharpeNetNalcNfnlhNasNzggerthiaNcatenaformisNgencNnovcaNcombcNnovcNandN
KandleriaNvitulinaNgencNnovcaNcombcNnovcaNrespectivelycNInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyaN2011aNkfaNgjgebgjgi

2.2 38

76 ZygosaccharomycesNgambellarensisNspcNnovcaNanNascosporogenousNyeastNisolatedNfromNanN”talianN
UpassitoUNstyleNwinecNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2011aNkfaNhemibhemm2.2 17

75 yevelopmentNandNvalidationNofNaNmultiplexNPxRbbasedNyNvNmicroarrayNhybridisationNmethodNforN
detectingNbacterialNantibioticNresistanceNgenesNinNcheesecNInternationaleDairyeJournalaN2011aNgfaNfinbfjl 3.5 3
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74 SelectionNcriteriaNandNtoolsNforNmalolacticNstartersNdevelopmentoNanNupdatecNAnnalseofeMicrobiologyaN
2011aNkfaNhhbhn 3.2 34

73
”dentificationNofNaNtyrosineNdecarboxylaseNgeneNVtdcvWNinNStreptococcusNthermophilusNfTTijNandN
analysisNofNitsNexpressionNandNtyramineNproductionNinNmilkcNAppliedeandeEnvironmentaleMicrobiologyaN
2011aNllaNffiebi

4.8 44

72 GenomicNdiversityNofNLactobacillusNsalivariuscNAppliedeandeEnvironmentaleMicrobiologyaN2011aNllaNnjibkj 4.8 67

71
QuantitativeNanalysisNofNhistidineNdecarboxylaseNgeneNVhdcvWNtranscriptionNandNhistamineN
productionNbyNStreptococcusNthermophilusNPR”keNunderNconditionsNrelevantNtoNcheeseNmakingcN
AppliedeandeEnvironmentaleMicrobiologyaN2011aNllaNgmflbgg

4.8 69

70 UseNofNvTRbFT”RNmicrospectroscopyNtoNmonitorNautolysisNofNSaccharomycesNcerevisiaeNcellsNinNaNbaseN
winecNJournaleofeAgriculturaleandeFoodeChemistryaN2010aNjmaNhnbij 5.7 45

69
StaphylococcusNaureusNandNZygosaccharomycesNbailiiNasNprimaryNmicrobialNcontaminantsNofNaN
spoiledNherbalNfoodNsupplementNandNevaluationNofNtheirNsurvivalNduringNshelfNlifecNFoodeMicrobiologyaN
2010aNglaNhjkbkg

6 11

68
yiversityNofNstressNtoleranceNinNLactobacillusNplantarumaNLactobacillusNpentosusNandNLactobacillusN
paraplantarumoNvNmultivariateNscreeningNstudycNInternationaleJournaleofeFoodeMicrobiologyaN2010aN
fiiaNglebn

5.8 79

67 xharacterizationNofNtetracyclinebresistantNStreptococcusNthermophilusNisolatesNfromN”talianNsoftN
cheesescNAppliedeandeEnvironmentaleMicrobiologyaN2009aNljaNiggibn 4.8 28

66 MolecularNidentificationNandNosmotolerantNprofileNofNwineNyeastsNthatNfermentNaNhighNsugarNgrapeN
mustcNInternationaleJournaleofeFoodeMicrobiologyaN2009aNfheaNflnbml 5.8 97

65
MolecularNdiversityNandNtransferabilityNofNtheNtetracyclineNresistanceNgeneNtetVMWaNcarriedNonN
TnnfkbfjijNfamilyNtransposonsaNinNenterococciNfromNaNtotalNfoodNchaincNAntonieeVaneLeeuwenhoekaN
2009aNnkaNihbjg

2.1 48

64 RelationshipsNbetweenNmicrobialNpopulationNdynamicsNandNputrescineNandNcadaverineNaccumulationN
duringNdryNfermentedNsausageNripeningcNJournaleofeAppliedeMicrobiologyaN2009aNfekaNfhnlbiel 4.7 19

63 vpplicationNofNvFLPNfingerprintNanalysisNforNstudyingNtheNbiodiversityNofNStreptococcusN
thermophiluscNJournaleofeMicrobiologicaleMethodsaN2009aNlnaNimbji 2.8 34

62 vntibioticNresistanceNgenesNandNidentificationNofNstaphylococciNcollectedNfromNtheNproductionNchainN
ofNswineNmeatNcommoditiescNFoodeMicrobiologyaN2008aNgjaNfnkbgef 6 52

61 ModelingNtheNaminogenicNpotentialNofNznterococcusNfaecalisNzFhlNinNdryNfermentedNsausagesN
throughNchemicalNandNmolecularNapproachescNAppliedeandeEnvironmentaleMicrobiologyaN2008aNliaNgliebje 4.8 34

60
RapidNdetectionNandNquantificationNofNtyrosineNdecarboxylaseNgeneNVtdcWNandNitsNexpressionNinN
grambpositiveNbacteriaNassociatedNwithNfermentedNfoodsNusingNPxRbbasedNmethodscNJournaleofeFoode
ProtectionaN2008aNlfaNnhbfef

2.5 58

59 vNFT”RNmicrospectroscopyNstudyNofNautolysisNinNcellsNofNtheNwineNyeastNSaccharomycesNcerevisiaecN
VibrationaleSpectroscopyaN2008aNilaNfhnbfil 2.1 75

58 yetectionNofNStaphylococcusNaureusNandNenterotoxinNgenotypeNdiversityNinNMonteNVeroneseaNaN
ProtectedNyesignationNofNOriginN”talianNcheesecNLetterseineAppliedeMicrobiologyaN2007aNijaNjgnbhi 2.9 27

57 yifferencesNinNfaecalNbacterialNcommunitiesNinNcoeliacNandNhealthyNchildrenNasNdetectedNbyNPxRNandN
denaturingNgradientNgelNelectrophoresiscNFEMSeImmunologyeandeMedicaleMicrobiologyaN2007aNjfaNjkgbm 112
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56 vNsurveyNofSaccharomycesNpopulationsNassociatedNwithNwineNfermentationsNfromNtheNvpuliaNregionN
VSouthN”talyWcNAnnalseofeMicrobiologyaN2007aNjlaNjijbjjg 3.2 10

55
TheNeffectsNofNfermentedNmilksNwithNsimpleNandNcomplexNprobioticNmixturesNonNtheNintestinalN
microbiotaNandNimmuneNresponseNofNhealthyNadultsNandNchildrencNInternationaleDairyeJournalaN2007aN
flaNfhhgbfhih

3.5 20

54 ”solationNofNaminopeptidaseNNNgenesNofNfoodNassociatedNpropionibacteriaNandNobservationNofNtheirN
transcriptionNinNskimNmilkNandNacidNwheycNAntonieeVaneLeeuwenhoekaN2007aNnfaNmlbnk 2.1 4

53 vNgeneticNinsightNintoNpeptideNandNaminobacidNutilizationNbyNPropionibacteriumNfreudenreichiiNLMGN
fkifjcNCurrenteMicrobiologyaN2006aNjgaNikibm 2.4 1

52
PhylogeneticNanalysisNofNORFjNandNORFlNsequencesNofNporcineNreproductiveNandNrespiratoryN
syndromeNvirusNVPRRSVWNfromNPRRSbpositiveN”talianNfarmsoNaNshowcaseNforNPRRSVNepidemiologyNandN
itsNconsequencesNonNfarmNmanagementcNVeterinaryeMicrobiologyaN2006aNffiaNgfibgi

3.3 34

51 xharacterizationNofNyeastsNinvolvedNinNtheNripeningNofNPecorinoNxrotoneseNcheesecNFoode
MicrobiologyaN2006aNghaNkifbm 6 99

50 zvaluationNofNrecvNgeneNasNaNphylogeneticNmarkerNinNtheNclassificationNofNdairyNpropionibacteriacN
SystematiceandeAppliedeMicrobiologyaN2006aNgnaNikhbn 4.2 19

49
ReclassificationNofNLactobacillusNthermotoleransNNiamsupNetNalcNgeehNasNaNlaterNsynonymNofN
LactobacillusNingluvieiNwaeleNetNalcNgeehcNInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyaN2006aNjkaNlnhblnj

2.2 9

48 LactobacillusNparacaseiNvNsurvivesNgastrointestinalNpassageNandNaffectsNtheNfecalNmicrobiotaNofN
healthyNinfantscNResearcheineMicrobiologyaN2006aNfjlaNmjlbkk 4 38

47 xharacterizationNofNtheNYeastNPopulationN”nvolvedNinNtheNProductionNofNaNTypicalN”talianNwreadcN
JournaleofeFoodeScienceaN2006aNknaNfmgbfmk 3.4 25

46 ProductionNofNbiogenicNaminesNduringNtheNripeningNofNPecorinoNvbruzzeseNcheesecNInternationale
DairyeJournalaN2005aNfjaNjlfbjlm 3.5 78

45 ”dentificationNofNprobioticNmicroorganismsNinNSouthNvfricanNproductsNusingNPxRbbasedNyGGzN
analysiscNInternationaleJournaleofeFoodeMicrobiologyaN2005aNnmaNffbgf 5.8 57

44 xontributionNofNenterococciNtoNtheNspreadNofNantibioticNresistanceNinNtheNproductionNchainNofNswineN
meatNcommoditiescNJournaleofeFoodeProtectionaN2005aNkmaNnjjbkj 2.5 53

43 LactobacillusNplantarumNsubspcNargentoratensisNsubspcNnovcaNisolatedNfromNvegetableNmatricescN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2005aNjjaNfkgnbfkhi 2.2 83

42 LactobacillusNdelbrueckiiNsubspcNindicusNsubspcNnovcaNisolatedNfromN”ndianNdairyNproductscN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2005aNjjaNiefbiei 2.2 49

41 ReclassificationNofNPediococcusNurinaeequiNVexNMeesNfnhiWNGarvieNfnmmNasNverococcusNurinaeequiN
combcNnovcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2005aNjjaNfhgjbfhgl 2.2 26

40
ReclassificationNofNLactobacillusNcellobiosusNRogosaNetNalcNfnjhNasNaNlaterNsynonymNofNLactobacillusN
fermentumNweijerinckNfnefcNInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2004aN
jiaNmenbmfg

2.2 36

39 TheNstatusNofNtheNspeciesNLactobacillusNrogosaeN“oldemanNandNMooreNfnlicNRequestNforNanNopinioncN
InternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaN2004aNjiaNfnehbfnei 2.2 2

(2004-2007)

7



38 RapidNidentificationNandNdifferentiationNofNSaccharomycesNcerevisiaeaNSaccharomycesNbayanusNandN
theirNhybridsNbyNmultiplexNPxRcNLetterseineAppliedeMicrobiologyaN2004aNhmaNghnbii 2.9 22

37 vssessmentNofN˛†bglucosidaseNactivityNinNselectedNwildNstrainsNofNOenococcusNoeniNforNmalolacticN
fermentationcNEnzymeeandeMicrobialeTechnologyaN2004aNhiaNgngbgnk 3.8 38

36 vNsurveyNonNyeastNmicrobiotaNassociatedNwithNanN”talianNtraditionalNsweetbleavenedNbakedNgoodN
fermentationcNFoodeResearcheInternationalaN2004aNhlaNiknbilk 7 43

35 xharacterizationNofNStreptococcusNmacedonicusNstrainsNisolatedNfromNartisanalN”talianNrawNmilkN
cheesescNInternationaleDairyeJournalaN2004aNfiaNnklbnlk 3.5 34

34 wacterialNcompositionNofNcommercialNprobioticNproductsNasNevaluatedNbyNPxRbyGGzNanalysiscN
InternationaleJournaleofeFoodeMicrobiologyaN2003aNmgaNjnble 5.8 153

33
yevelopmentNofNreverseNtranscriptionNVRTWbPxRNandNrealbtimeNRTbPxRNassaysNforNrapidNdetectionNandN
quantificationNofNviableNyeastsNandNmoldsNcontaminatingNyogurtsNandNpasteurizedNfoodNproductscN
AppliedeandeEnvironmentaleMicrobiologyaN2003aNknaNiffkbgg

4.8 125

32 yiversityaNdynamicsaNandNactivityNofNbacterialNcommunitiesNduringNproductionNofNanNartisanalNSicilianN
cheeseNasNevaluatedNbyNfkSNrRNvNanalysiscNAppliedeandeEnvironmentaleMicrobiologyaN2002aNkmaNfmmgbng 4.8 297

31 ”ntraspeciesNgenomicNgroupsNinNznterococcusNfaeciumNandNtheirNcorrelationNwithNoriginNandN
pathogenicitycNAppliedeandeEnvironmentaleMicrobiologyaN2002aNkmaNfhmfbnf 4.8 86

30
”dentificationNbyNfkSbghSNryNvNintergenicNregionNamplificationaNgenotypicNandNphenotypicN
clusteringNofNStaphylococcusNxylosusNstrainsNfromNdryNsausagescNJournaleofeAppliedeMicrobiologyaN
2001aNneaNhkjblf

4.7 56

29 yifferentiationNofNLactobacillusNplantarumaNLcNpentosusNandNLcNparaplantarumNspeciesNbyNRvPybPxRN
andNvFLPcNSystematiceandeAppliedeMicrobiologyaN2001aNgiaNjjibke 4.2 66

28
xomparativeNsequenceNanalysisNofNaNrecvNgeneNfragmentNbringsNnewNevidenceNforNaNchangeNinNtheN
taxonomyNofNtheNLactobacillusNcaseiNgroupcNInternationaleJournaleofeSystematiceandeEvolutionarye
MicrobiologyaN2001aNjfaNgffhbgffl

2.2 85

27
yifferentiationNofNLactobacillusNplantarumaNLcNpentosusaNandNLcNparaplantarumNbyNrecvNgeneN
sequenceNanalysisNandNmultiplexNPxRNassayNwithNrecvNgenebderivedNprimerscNAppliedeande
EnvironmentaleMicrobiologyaN2001aNklaNhijebi

4.8 484

26 yevelopmentNofNtheNSpecificNandNRandomNvmplificationNVSvRvWbPxRNforNbothNspeciesNidentificationN
ofNenterococciNandNdetectionNofNtheNvanvNgenecNJournaleofeMicrobiologicaleMethodsaN2001aNihaNghhbn 2.8 8

25 RapidNdetectionNofNviableNyeastsNandNbacteriaNinNwineNbyNflowNcytometrycNJournaleofeMicrobiologicale
MethodsaN2001aNijaNfglbhi 2.8 66

24 RapidNidentificationNofNznterococcusNduransNandNznterococcusNhiraeNbyNPxRNwithNprimersNtargetedN
toNtheNddlNgenescNJournaleofeMicrobiologicaleMethodsaN2001aNilaNhjbie 2.8 35

23 PhenotypicNandNgeneticNdiversityNofNenterococciNisolatedNfromN”talianNcheesescNJournaleofeDairye
ResearchaN2001aNkmaNhehbfk 1.6 120

22 GenomicNyNvNfingerprintingNofNOenococcusNoeniNstrainsNbyNpulsedbfieldNgelNelectrophoresisNandN
randomlyNamplifiedNpolymorphicNyNvbPxRcNCurrenteMicrobiologyaN2000aNieaNhjfbj 2.4 89

21 UseNofNPxRbbasedNmethodsNforNrapidNdifferentiationNofNLactobacillusNdelbrueckiiNsubspcNbulgaricusN
andNLcNdelbrueckiiNsubspcNlactiscNAppliedeandeEnvironmentaleMicrobiologyaN1999aNkjaNihjfbk 4.8 113

Sandra Torriani
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20 PartialNcharacterizationNandNplasmidNlinkageNofNaNnonbproteinaceousNantimicrobialNcompoundNinNaN
LactobacillusNcaseiNstrainNofNvegetableNorigincNJournaleofeAppliedeMicrobiologyaN1999aNmkaNkmgbm 4.7 5

19 GeneticNandNphenotypicNdiversityNofNSaccharomycesNsensuNstrictoNstrainsNisolatedNfromNvmaroneN
winecNyiversityNofNSaccharomycesNstrainsNfromNvmaroneNwinecNAntonieeVaneLeeuwenhoekaN1999aNljaNgelbfj2.1 63

18
zvaluationNofNaromaNproductionNandNsurvivalNofNStreptococcusNthermophilusaNLactobacillusN
delbrueckiiNsubspcNbulgaricusNandNLactobacillusNacidophilusNinNfermentedNmilkscNInternationaleDairye
JournalaN1999aNnaNfgjbfhi

3.5 50

17
GenusbNandNspeciesbspecificNPxRbbasedNdetectionNofNdairyNpropionibacteriaNinNenvironmentalN
samplesNbyNusingNprimersNtargetedNtoNtheNgenesNencodingNfkSNrRNvcNAppliedeandeEnvironmentale
MicrobiologyaN1999aNkjaNigifbi

4.8 36

16 ”dentificationNandNclusteringNofNdairyNpropionibacteriaNbyNRvPybPxRNandNxGzbRzvNmethodscNJournale
ofeAppliedeMicrobiologyaN1998aNmjaNnjkbki 4.7 37

15 yifferentiationNofLactobacillusNsanfranciscensisstrainsNbyNrandomlyNamplifiedNpolymorphicNyNvNandN
pulsedbfieldNgelNelectrophoresiscNFEMSeMicrobiologyeLettersaN1998aNfkkaNhgjbhhg 2.9 83

14 yesignNandNevaluationNofNmalolacticNenzymeNgeneNtargetedNprimersNforNrapidNidentificationNandN
detectionNofNOenococcusNoeniNinNwinecNLetterseineAppliedeMicrobiologyaN1998aNglaNgihbk 2.9 81

13 PotentialNofNLactobacillusNcaseiNaNxultureNPermeateaNandNLactiNvcidNToNxontrolNMicroorganismsNinN
ReadybTobUseNVegetablescNJournaleofeFoodeProtectionaN1997aNkeaNfjkibfjkl 2.5 33

12 RapidNidentificationNandNdetectionNofNLactobacillusNsanfranciscoNinNsourdoughNbyNspeciesbspecificN
PxRNwithNfkSNrRNvbtargetedNprimerscNSystematiceandeAppliedeMicrobiologyaN1997aNgeaNkiebkii 4.2 21

11 UseNofNresponseNsurfaceNmethodologyNtoNevaluateNsomeNvariablesNaffectingNtheNgrowthNandN
acidificationNcharacteristicsNofNyoghurtNculturescNInternationaleDairyeJournalaN1996aNkaNkgjbkhk 3.5 24

10 vpplicationNofNantimicrobialbproducingNlacticNacidNbacteriaNtoNcontrolNpathogensNinNreadybtobuseN
vegetablescNJournaleofeAppliedeBacteriologyaN1996aNmfaNffhbn 102

9 ”nhibitoryNeffectNofNselectedNlacticNacidNbacteriaNonNmicrofloraNassociatedNwithNreadybtobuseN
vegetablescNLetterseineAppliedeMicrobiologyaN1995aNgfaNfgfbj 2.9 47

8 TheNGenusNLeuconostocN1995aNghjbglm 23

7 UseNofNPolymeraseNxhainNReactionNtoNdetectNListeriaNmonocytogenesNinNsilagescNBiotechnologye
LettersaN1994aNmaNfjlbfke 4

6 GrowthNmodellingNofNListeriaNmonocytogenesNandNYersiniaNenterocoliticaNinNfoodNmodelNsystemsN
andNdairyNproductscNInternationaleJournaleofeFoodeMicrobiologyaN1994aNgiaNmhbng 5.8 12

5 wacteriologicalNSurveyNonNReadybtobuseNSlicedNxarrotscNLWTeteFoodeScienceeandeTechnologyaN1994aNglaNimlbine5.4 12

4 TracingNPediococcusNacidilacticiNinNensiledNmaizeNbyNplasmidbencodedNerythromycinNresistancecN
JournaleofeAppliedeBacteriologyaN1987aNkhaNhejbhen 14

3 yNvbyNvNhomologyaNphysiologicalNcharacteristicsNandNdistributionNofNlacticNacidNbacteriaNisolatedN
fromNmaizeNsilagecNJournaleofeAppliedeBacteriologyaN1986aNkeaNmhbng 45

(1986-1999)
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2 LacticNvcidNwacteriaNinNznsiledN“ighbMoistureNxornNGrainoNPhysiologicalNandNGeneticN
xharacterizationcNSystematiceandeAppliedeMicrobiologyaN1984aNjaNjhibjii 4.2 19

1 GenomicNxharacterisationNofNStarterNxulturesfkbhm 1

Sandra Torriani
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