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184 TheLaddictiveLbrainjLallLroadsLleadLtoLdopamineZLJournalcofcPsychoactivecDrugsXL2012XLddXLacdYdc 3.6 115

183 TwoYsomponentLSignalLTransductionLSystemsLofLPathogenicLracteriaLqsLTargetsLforLqntimicrobialL
TherapyjLqnLκverviewZLFrontierscincMicrobiologyXL2017XLhXLahgh 5.7 106

182 weneticLqddictionLRiskLScoreLTwqRSUjLmolecularLneurogeneticLevidenceLforLpredispositionLtoL
RewardLteficiencyLSyndromeLTRtSUZLMolecularcNeurobiologyXL2014XLe]XLgfeYif 6.2 97

181
wenerationalLassociationLstudiesLofLdopaminergicLgenesLinLrewardLdeficiencyLsyndromeLTRtSUL
subjectsjLselectingLappropriateLphenotypesLforLrewardLdependenceLbehaviorsZLInternationalcJournalc
ofcEnvironmentalcResearchcandcPubliccHealthXL2011XLhXLddbeYei

4.6 87

180 sorrelationLofLtheLTaqaLdopamineLtbLreceptorLgeneLandLpercentLbodyLfatLinLobeseLandLscreenedL
controlLsubjectsjLaLpreliminaryLreportZLFoodcandcFunctionXL2012XLcXLd]Yh 6.1 70

179 ynLsilicoLsubtractiveLgenomicsLforLtargetLidentificationLinLhumanLbacterialLpathogensZLDrugc
DevelopmentcResearchXL2011XLgbXLafbYagg 5.1 65

178 ™ongLtermLSuboxoneâ�¢LemotionalLreactivityLasLmeasuredLbyLautomaticLdetectionLinLspeechZLPLoSc
ONEXL2013XLhXLefi]dc 3.7 60

177 sarbonYrasedLNanomaterialsjLPromisingLqntiviralLqgentsLtoLsombatLsκVytYaiLinLtheL
 icrobialYResistantLuraZLACScNanoXL2021XLaeXLh]fiYh]hf 16.7 59

176 ™ongYsκVytLandLPostYsκVytLxealthLsomplicationsjLqnLUpYtoYtateLReviewLonLslinicalLsonditionsL
andLTheirLPossibleL olecularL echanismsZLVirusesXL2021XLacXL 6.2 56

175
NeurogeneticsLandLNutrigenomicsLofLNeuroYNutrientLTherapyLforLRewardLteficiencyLSyndromeL
TRtSUjLslinicalLRamificationsLasLaLvunctionLofL olecularLNeurobiologicalL echanismsZLJournalcofc
AddictioncResearchcicTherapyXL2012XLcXLaci

2.5 52

174 uxoproteomeLandLsecretomeLderivedLbroadLspectrumLnovelLdrugLandLvaccineLcandidatesLinLVibrioL
choleraeLtargetedLbyLPiperLbetelLderivedLcompoundsZLPLoScONEXL2013XLhXLeebggc 3.7 51

173 wκLvuqTjLaLrapidLwebYbasedLfunctionalLannotationLtoolLforLgenomicLandLtranscriptomicLdataZL
ScientificcReportsXL2018XLhXLagid 4.9 48

172 qbioticLstressesXLconstraintsLandLimprovementLstrategiesLinLchickpeaZLPlantcBreedingXL2014XLaccXLafcYagh2.4 48

171 rqRx™aLysLtownregulatedLinLqlzheimerSsLtiseaseLandL ayLRegulateLsognitiveLvunctionsLthroughL
uSRaLandL ultipleLPathwaysZLGenesXL2017XLhXL 4.2 46

170 ynLsilicoLydentificationLofLsandidateLtrugLandLVaccineLTargetsLfromLVariousLPathwaysLinLNeisseriaL
gonorrhoeaeZLIncSilicocBiologyXL2009XLiXLbbeYbca 2 45

169  ultiYomicsYbasedLidentificationLofLSqRSYsoVYbLinfectionLbiologyLandLcandidateLdrugsLagainstL
sκVytYaiZLComputerscincBiologycandcMedicineXL2020XLabfXLa]d]ea 7 45

168 slinicalLqpplicationsLofLqntimicrobialLPeptidesLTq PsUjLWhereLdoLweLStandLNowoZLProteincandc
PeptidecLettersXL2020XLbgXLab]Yacd 1.9 43
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167 somparativeLmangroveLmetagenomeLrevealsLglobalLprevalenceLofLheavyLmetalsLandLantibioticL
resistomeLacrossLdifferentLecosystemsZLScientificcReportsXL2018XLhXLaaahg 4.9 38

166 SearchingLforLsignaturesLacrossLmicrobialLcommunitiesjL etagenomicLanalysisLofLsoilLsamplesLfromL
mangroveLandLotherLecosystemsZLScientificcReportsXL2017XLgXLhhei 4.9 37

165
PanYgenomeLanalysisLofLhumanLgastricLpathogenLxZLpylorijLcomparativeLgenomicsLandL
pathogenomicsLapproachesLtoLidentifyLregionsLassociatedLwithLpathogenicityLandLpredictionLofL
potentialLcoreLtherapeuticLtargetsZLBioMedcResearchcInternationalXL2015XLb]aeXLacieh]

3 35

164 qLnovelLstrategyLofLepitopeLdesignLinLNeisseriaLgonorrhoeaeZLBioinformationXL2010XLeXLggYhe 1.1 34

163 qnLyndianLscenarioLonLrenewableLandLsustainableLenergyLsourcesLwithLemphasisLonLalgaeZLAppliedc
MicrobiologycandcBiotechnologyXL2012XLifXLaabeYce 5.7 31

162
qLnovelLcomparativeLgenomicsLanalysisLforLcommonLdrugLandLvaccineLtargetsLinLsorynebacteriumL
pseudotuberculosisLandLotherLs NLgroupLofLhumanLpathogensZLChemicalcBiologycandcDrugcDesignXL
2011XLghXLgcYhd

2.9 31

161
qnLynLSilicoLydentificationLofLsommonLPutativeLVaccineLsandidatesLagainstLTreponemaLpallidumjLqL
ReverseLVaccinologyLandLSubtractiveLwenomicsLrasedLqpproachZLInternationalcJournalcofcMolecularc
SciencesXL2017XLahXL

6.3 28

160 PotentialLchimericLpeptidesLtoLblockLtheLSqRSYsoVYbLspikeLreceptorYbindingLdomainZL
FvuuuResearchXL2020XLiXLegf 3.6 28

159 ynLsilicoLidentificationLofLcandidateLdrugLandLvaccineLtargetsLfromLvariousLpathwaysLinLNeisseriaL
gonorrhoeaeZLIncSilicocBiologyXL2009XLiXLbbeYca 2 28

158 ™anatosideLsLynducesLwb[ LsellLsycleLqrrestLandLSuppressesLsancerLsellLwrowthLbyLqttenuatingL
 qP–XLWntXLzq–YSTqTXLandLPyc–[q–T[mTκRLSignalingLPathwaysZLBiomoleculesXL2019XLiXL 5.9 26

157 qnLintegrativeLinYsilicoLapproachLforLtherapeuticLtargetLidentificationLinLtheLhumanLpathogenL
sorynebacteriumLdiphtheriaeZLPLoScONEXL2017XLabXLe]ahfd]a 3.7 25

156 NotableLsequenceLhomologyLofLtheLκRva]LproteinLintrospectsLtheLarchitectureLofLSqRSYsoVYbZL
InternationalcJournalcofcBiologicalcMacromoleculesXL2021XLahaXLh]aYh]i 7.9 25

155 qLuniqueLviewLofLSqRSYsoVYbLthroughLtheLlensLofLκRvhLproteinZLComputerscincBiologycandcMedicineXL
2021XLaccXLa]dch] 7 23

154 qnticancerLandLqntiviralLPropertiesLofLsardiacLwlycosidesjLqLReviewLtoLuxploreLtheL echanismLofL
qctionsZLMoleculesXL2020XLbeXL 4.8 22

153 –rbb]Zâ�¢LaLProYtopamineLRegulatorLqssociatedLwithLtheLProtractedXLqlleviationLofLTerrifyingL™ucidL
treamsZLsanLWeLynferLNeuroplasticityYinducedLshangesLinLtheLRewardLsircuitoL2016XLbXLcYac 21

152 qnLimprovedLinterologLmappingYbasedLcomputationalLpredictionLofLproteinYproteinLinteractionsL
withLincreasedLnetworkLcoverageZLIntegrativecBiologyclUnitedcKingdommXL2014XLfXLa]h]Yg 3.7 19

151 ProteomeLscaleLcomparativeLmodelingLforLconservedLdrugLandLvaccineLtargetsLidentificationLinL
sorynebacteriumLpseudotuberculosisZLBMCcGenomicsXL2014XLaeLSupplLgXLSc 4.5 18

150
sonservedLhostYpathogenLPPysZLwloballyLconservedLinterYspeciesLbacterialLPPysLbasedLconservedL
hostYpathogenLinteractomeLderivedLnovelLtargetLinLsZLpseudotuberculosisXLsZLdiphtheriaeXL ZL
tuberculosisXLsZLulceransXLYZLpestisXLandLuZLcoliLtargetedLbyLPiperLbetelLcompoundsZLIntegrativec
BiologyclUnitedcKingdommXL2013XLeXLdieYe]i

3.7 18
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149  olecularLfeaturesXLmarkersXLdrugLtargetsXLandLprospectiveLtargetedLtherapeuticsLinLcardiacL
myxomaZLCurrentcCancercDrugcTargetsXL2009XLiXLg]eYaf 2.8 18

148 vusedLdepositionLmodellingjLsurrentLstatusXLmethodologyXLapplicationsLandLfutureLprospectsZL
AdditivecManufacturingXL2021XLdgXLa]bcgh 6.1 18

147 qnLintegratedLstructuralLproteomicsLapproachLalongLtheLdruggableLgenomeLofLsorynebacteriumL
pseudotuberculosisLspeciesLforLputativeLdruggableLtargetsZLBMCcGenomicsXL2015XLafLSupplLeXLSi 4.5 17

146 ynLsilicoLpredictionLofLconservedLvaccineLtargetsLinLStreptococcusLagalactiaeLstrainsLisolatedLfromL
fishXLcattleXLandLhumanLsamplesZLGeneticscandcMolecularcResearchXL2013XLabXLbi]bYab 1.2 17

145 PqNNκTqTκRjLanLautomatedLtoolLforLannotationLofLpanYgenomesZLGeneticscandcMolecularcResearch
XL2013XLabXLbihbYi 1.2 16

144 WholeYgenomeLsequenceLofLsorynebacteriumLpseudotuberculosisLPqTa]LstrainLisolatedLfromL
sheepLinLPatagoniaXLqrgentinaZLJournalcofcBacteriologyXL2011XLaicXLfdb]Ya 3.5 16

143 sompleteLgenomeLsequenceLofLsorynebacteriumLpseudotuberculosisLstrainLsyPLebZigXLisolatedL
fromLaLhorseLinL–enyaZLJournalcofcBacteriologyXL2011XLaicXLg]beYf 3.5 16

142 ynLsilicoLidentificationLofLessentialLproteinsLinLsorynebacteriumLpseudotuberculosisLbasedLonL
proteinYproteinLinteractionLnetworksZLBMCcSystemscBiologyXL2016XLa]XLa]c 3.5 15

141 TheLgenomeLanatomyLofLsorynebacteriumLpseudotuberculosisLVtegLaLhighlyLvirulentLstrainLcausingL
saseousLlymphadenitisZLStandardscincGenomiccSciencesXL2016XLaaXLbi 15

140 tyS yRqjLPrioritizationLofLdiseaseLcandidatesLinLmiRNqYdiseaseLassociationsLbasedLonLmaximumL
weightedLmatchingLinferenceLmodelLandLmotifYbasedLanalysisZLBMCcGenomicsXL2015XLafLSupplLeXLSab 4.5 15

139 ydentificationLofLaaLnewLexoproteinsLinLsorynebacteriumLpseudotuberculosisLby´ comparativeL
analysisLofLtheLexoproteomeZLMicrobialcPathogenesisXL2013XLfaYfbXLcgYdb 3.8 15

138
xypothesizingLrepetitiveLparaphiliaLbehaviorLofLaLmedicationLrefractiveLTouretteSsLsyndromeL
patientLhavingLrapidLclinicalLattenuationLwithL–rbb]ZYnutrigenomicLaminoYacidLtherapyLTNqqTUZL
JournalcofcBehavioralcAddictionsXL2013XLbXLaagYbd

6.3 15

137
tiagnosisLandLxealingLynLVeteransLSuspectedLofLSufferingLfromLPostYTraumaticLStressLtisorderL
TPTStULUsingLRewardLweneLTestingLandLRewardLsircuitryLNaturalLtopaminergicLqctivationZLJournalc
ofcGeneticcSyndromescicGenecTherapyXL2012XLcXLa]]]aaf

15

136 StargardtLdiseaseYassociatedLmutationLspectrumLofLaLRussianLvederationLcohortZLEuropeancJournalc
ofcMedicalcGeneticsXL2017XLf]XLad]Yadg 2.6 14

135 miRsigjLaLconsensusYbasedLnetworkLinferenceLmethodologyLtoLidentifyLpanYcancerLmiRNqYmiRNqL
interactionLsignaturesZLScientificcReportsXL2017XLgXLcifhd 4.9 14

134
uarlyLinterventionLofLintravenousL–rbb]yVYYneuroadaptagenLaminoYacidLtherapyLTNqqTULimprovesL
behavioralLoutcomesLinLaLresidentialLaddictionLtreatmentLprogramjLaLpilotLstudyZLJournalcofc
PsychoactivecDrugsXL2012XLddXLcihYd]i

3.6 14

133 TheLsorynebacteriumLpseudotuberculosisLinLsilicoLpredictedLpanYexoproteomeZLBMCcGenomicsXL
2012XLacLSupplLeXLSf 4.5 13

132 souplingLweneticLqddictionLRiskLScoreLTwqRSULwithLulectrotherapyjLvightingLyatrogenicLκpioidL
tependenceZLJournalcofcAddictioncResearchcicTherapyXL2013XLdXLa]]]afc 2.5 13
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131 sκVytYaiLVaccinesLandLThrombosisYRoadblockLorLteadYundLStreetoZLBiomoleculesXL2021XLaaXL 5.9 13

130 qLnovelLmultiYomicsYbasedLhighlyLaccurateLpredictionLofLsymptomsXLcomorbidLconditionsXLandL
possibleLlongYtermLcomplicationsLofLsκVytYaiZLMolecularcOmicsXL2021XLagXLcagYccg 4.4 13

129 tifferentialLuxoproteomeLanalysisLofLtwoLcorynebacteriumLpseudotuberculosisLbiovarLovisLstrainsL
isolatedLfromLgoatLTa]]bULandLsheepLTsbcaUZLCurrentcMicrobiologyXL2013XLfgXLdf]Ye 2.4 12

128  apRepeatjLanLapproachLforLeffectiveLassemblyLofLrepetitiveLregionsLinLprokaryoticLgenomesZL
BioinformationXL2015XLaaXLbgfYi 1.1 12

127 WholeYgenomeLopticalLmappingLrevealsLaLmisYassemblyLbetweenLtwoLrRNqLoperonsLofL
sorynebacteriumLpseudotuberculosisLstrainLa]]bZLBMCcGenomicsXL2016XLagXLcae 4.5 11

126 sZLpseudotuberculosisLPhopLconfersLvirulenceLandLmayLbeLtargetedLbyLnaturalLcompoundsZL
IntegrativecBiologyclUnitedcKingdommXL2014XLfXLa]hhYii 3.7 11

125 miRegjLaLresourceLforLmicroRNqLregulationZLJournalcofcIntegrativecBioinformaticsXL2010XLgXL 3.8 11

124 SimplifierjLaLwebLtoolLtoLeliminateLredundantLNwSLcontigsZLBioinformationXL2012XLhXLiifYi 1.1 11

123 afSLrRNqLweneLqmpliconLrasedL etagenomicLSignaturesLofLRhizobiomeLsommunityLinLRiceLvieldL
turingLVariousLwrowthLStagesZLFrontierscincMicrobiologyXL2019XLa]XLba]c 5.7 10

122 upigeneticsLinLheadLandLneckLcancerZLMethodscincMolecularcBiologyXL2015XLabchXLgeaYfi 1.4 10

121 miRegulomejLaLknowledgeYbaseLofLmiRNqLregulomicsLandLanalysisZLScientificcReportsXL2015XLeXLabhcb 4.9 10

120 TheLconservedLmitochondrialLgeneLdistributionLinLrelativesLofLTurritopsisLnutriculaXLanLimmortalL
jellyfishZLBioinformationXL2014XLa]XLehfYia 1.1 10

119 racterialLselluloseLRetainsLRobustnessLbutLytsLSynthesisLteclinesLqfterLuxposureLtoLaL arsYlikeL
unvironmentLSimulatedLκutsideLtheLynternationalLSpaceLStationZLAstrobiologyXL2021XLbaXLg]fYgag 3.7 10

118  icrobialLκmicsjLqpplicationsLinLriotechnologyL2018XLcYb] 10

117 TranscriptomeLprofileLofLsorynebacteriumLpseudotuberculosisLinLresponseLtoLironLlimitationZLBMCc
GenomicsXL2019XLb]XLffc 4.5 9

116 qLnovelLinLsilicoLreverseYtranscriptomicsYbasedLidentificationLandLbloodYbasedLvalidationLofLaLpanelL
ofLsubYtypeLspecificLbiomarkersLinLlungLcancerZLBMCcGenomicsXL2013XLadLSupplLfXLSe 4.5 9

115 QualityLofLprokaryoteLgenomeLassemblyjLindispensableLissuesLofLfactorsLaffectingLprokaryoteL
genomeLassemblyLqualityZLGeneXL2012XLe]eXLcfeYg 3.8 9

114
QuantitativeLulectroencephalographyLqnalysisLTquuwULofLNeuroYulectroYqdaptiveLTherapyLabâ�¢L
[NuqTab]LUpYRegulatesLsorticalLPotentialsLinLanLqlcoholicLduringLProtractedLqbstinencejLPutativeL
qntiYsravingLymplicationsZLJournalcofcAddictioncResearchcicTherapyXL2014XLeXLaYg

2.5 9
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113 WholeYgenomeLsequenceLofLsorynebacteriumLpseudotuberculosisLstrainLspafbXLisolatedLfromL
camelZLJournalcofcBacteriologyXL2012XLaidXLegahYi 3.5 9

112 κ ysS 9

111 somputationalLscreeningLforLpotentialLdrugLcandidatesLagainstLtheLSqRSYsoVYbLmainLproteaseZL
FvuuuResearchXL2020XLiXL 3.6 9

110 wenomicLTargetLtatabaseLTwTtUjLaLdatabaseLofLpotentialLtargetsLinLhumanLpathogenicLbacteriaZL
BioinformationXL2009XLdXLe]Ya 1.1 9

109
PutativeLvaccineLcandidatesLandLdrugLtargetsLidentifiedLbyLreverseLvaccinologyLandLsubtractiveL
genomicsLapproachesLtoLcontrolLXLtheLcausativeLagentLofLchancroidZLJournalcofcthecRoyalcSocietyc
InterfaceXL2018XLaeXL

4.1 9

108 qutoimmunityLrootsLofLtheLthromboticLeventsLafterLsκVytYaiLvaccinationZLAutoimmunitycReviewsXL
2021XLb]XLa]bida 13.6 9

107 PlantκmicsjLTheLκmicsLofLPlantLScienceL2015XL 8

106 wenomeLinformaticsLandLvaccineLtargetsLinLsorynebacteriumLurealyticumLusingLtwoLwholeL
genomesXLcomparativeLgenomicsXLandLreverseLvaccinologyZLBMCcGenomicsXL2015XLafLSupplLeXLSg 4.5 8

105 κmicsLqpproachesLinLrreastLsancerL2014XL 8

104 riomarkersXLcriticalLdiseaseLpathwaysXLdrugLtargetsXLandLalternativeLmedicineLinLmaleLbreastLcancerZL
CurrentcDrugcTargetsXL2009XLa]XLaYh 3 8

103 w™κrq™LκPyκytLuPytu ysjLtκκ utLTκLvqy™LWyTxκUTLwuNuTysq™™YLrqSutLPRusySyκNL
qttysTyκNL utysyNuLTPq UjL™uSSκNSL™uqRNutLvRκ Lq uRysqL2017XLbXLagYbb 8

102 RepurposingLqpprovedLtrugsLforLwuidingLsκVytYaiLProphylaxisjLqLSystematicLReviewZLFrontierscinc
PharmacologyXL2020XLaaXLei]eih 5.6 8

101
ynLSilicoLydentificationLofLtualLqbilityLofLNZLgonorrhoeaeLddlLforLtevelopingLtrugLandLVaccineL
qgainstLPathogenicLNeisseriaLandLκtherLxumanLPathogensZLJournalcofcProteomicscandc
BioinformaticsXL2010XL]cXL]hbY]i]

2.1 8

100 qnalysisLofLtheLmicroarrayLgeneLexpressionLforLbreastLcancerLprogressionLafterLtheLapplicationL
modifiedLlogisticLregressionZLGeneXL2020XLgbfXLaddafh 3.8 8

99 sorynebacteriumLpseudotuberculosisLmayLbeLunderLanagenesisLandLbiovarLuquiLformsLbiovarLκvisjL
aLphylogenicLinferenceLfromLsequenceLandLstructuralLanalysisZLBMCcMicrobiologyXL2016XLafXLa]] 4.5 8

98 weneticLscreeningLofLRussianLUsherLsyndromeLpatientsLtowardLselectionLforLgeneLtherapyZL
OphthalmiccGeneticsXL2018XLciXLg]fYgac 1.2 8

97 PotentialLshimericLPeptidesLtoLrlockLtheLSqRSYsoVYbLSpikeLRrtL2020XL 7

96 vitnessLofLκuterL embraneLVesiclesLvromLysLqlteredLUnderLtheLympactLofLSimulatedL arsYlikeL
StressorsLκutsideLtheLynternationalLSpaceLStationZLFrontierscincMicrobiologyXL2020XLaaXLabfh 5.7 7
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95 uxplorationLofLNitrateLReductaseL etabolicLPathwayLinZLInternationalcJournalcofcGenomicsXL2017XL
b]agXLidhagef 2.5 7

94 QuadruplexLPsRLassayLforLidentificationLofLsorynebacteriumLpseudotuberculosisLdifferentiatingL
biovarLκvisLandLuquiZLBMCcVeterinarycResearchXL2017XLacXLbi] 2.7 7

93 Sy rqjLaLwebLtoolLforLmanagingLbacterialLgenomeLassemblyLgeneratedLbyLyonLPw LsequencingL
technologyZLBMCcBioinformaticsXL2016XLagXLdef 3.6 7

92 ydentifyingLhumanLdiseaseLgenesjLadvancesLinLmolecularLgeneticsLandLcomputationalLapproachesZL
GeneticscandcMolecularcResearchXL2014XLacXLe]gcYhg 1.2 7

91 somputationalLscreeningLforLpotentialLdrugLcandidatesLagainstLtheLSqRSYsoVYbLmainLproteaseZL
FvuuuResearchXL2020XLiXLead 3.6 7

90 PredictingLsκVytYaiYsomorbidityLPathwayLsrosstalkYrasedLTargetsLandLtrugsjLTowardsL
PersonalizedLsκVytYaiL anagementZLBiomedicinesXL2021XLiXL 4.8 7

89
qLNewLrroadYSpectrumLPeptideLqntibioticLProducedLbyLracillusLbrevisLStrainL xiLysolatedLfromL
 argallaLxillsLofLyslamabadXLPakistanZLInternationalcJournalcofcPeptidecResearchcandcTherapeuticsXL
2016XLbbXLbgaYbgi

2.1 6

88 teterminingLcausalLmiRNqsLandLtheirLsignalingLcascadeLinLdiseasesLusingLanLinfluenceLdiffusionL
modelZLScientificcReportsXL2017XLgXLhacc 4.9 6

87
sompleteLgenomeLsequenceLofLsorynebacteriumLpseudotuberculosisLbiovarLovisLstrainLPedrifL
isolatedLfromLantelopeLinLSouthLqfricaLobtainedLbyLrapidLnextLgenerationLsequencingLtechnologyZL
StandardscincGenomiccSciencesXL2012XLgXLahiYii

6

86 ynLSilicoLProteinYProteinLynteractionsjLqvoidingLtataLandL ethodLriasesLκverLSensitivityLandL
SpecificityZLCurrentcProteincandcPeptidecScienceXL2015XLafXLfhiYg]] 2.8 6

85 ysolationLandLsharacterizationLofL™YTryptophanLqmmoniaL™yaseLfromLRubrivivaxLbenzoatilyticusL
StrainLzqbZLCurrentcProteincandcPeptidecScienceXL2015XLafXLggeYha 2.8 6

84 ShotgunLmetagenomicLanalysisLofLkombuchaLmutualisticLcommunityLexposedLtoL arsYlikeL
environmentLoutsideLtheLynternationalLSpaceLStationZLEnvironmentalcMicrobiologyXL2021XLbcXLcgbgYcgdb 5.2 6

83 sompoundsLPiperidineXLuugenylLqcetateXLandLshlorogenicLqcidLqreLrroadYSpectrumLqntiYL
sompoundsLthatLqreLqlsoLuffectiveLonL tRLStrainsLofLtheLPathogenZLPathogensXL2019XLhXL 4.5 5

82 TheLtruggableLPocketomeLofLjLqLNewLqpproachLforLPutativeLtruggableLTargetsZLFrontierscinc
GeneticsXL2018XLiXLdd 4.5 5

81 uvaluationLofLtheLsommonL olecularLrasisLinLqlzheimerSsLandLParkinsonSsLtiseasesZLInternationalc
JournalcofcMolecularcSciencesXL2019XLb]XL 6.3 5

80 XomqnnotatejLqnalysisLofLxeterogeneousLandLsomplexLuxomeYLqLStepLtowardsLTranslationalL
 edicineZLPLoScONEXL2015XLa]XLe]abcefi 3.7 5

79 TheLrenefitsLofLweneticLqddictionLRiskLScoreLTwqRSULTestingLinLSubstanceLUseLtisorderLTSUtUL2018XL
b]ahXL 5

78 miRegjLaLresourceLforLmicroRNqLregulationZLJournalcofcIntegrativecBioinformaticsXL2010XLgXL 3.8 5
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77 upitopeLtesignLfromLTransporterLTargetsLinLNZLgonorrhoeaeZLJournalcofcProteomicscandc
BioinformaticsXL2009XL]bXLdgeYdh] 2.1 5

76 vunctionalLwenomicsjLqpplicationsLinLPlantLScienceL2015XLfeYaaa 4

75
qcetateL–inaseLTqc–ULisLussentialLforL icrobialLwrowthLandLretelYderivedLsompoundsLPotentiallyL
TargetLqc–XLPhoPLandL tRLProteinsLinL ZLtuberculosisXLVZLcholeraeLandLPathogenicLuZLcolijLqnLinL
silicoLandLinLvitroLStudyZLCurrentcTopicscincMedicinalcChemistryXL2018XLahXLbgcaYbgd]

3 4

74 ™inkingLcommonLnonYcodingLRNqsLofLhumanLlungLcancerLandL ZLtuberculosisZLBioinformationXL2018XL
adXLccgYcde 1.1 4

73 virstLgenomeLsequencingLandLcomparativeLanalysesLofLstrainsLfromL exicoZLStandardscincGenomicc
SciencesXL2018XLacXLba 4

72 κverviewLofLkeyLmolecularLandLpharmacologicalLtargetsLforLdiabetesLandLassociatedLdiseasesZLLifec
SciencesXL2021XLbghXLaaifcb 6.8 4

71 umergenceLofLsardiacLwlycosidesLasLPotentialLtrugsjLsurrentLandLvutureLScopeLforLsancerL
TherapeuticsZLBiomoleculesXL2021XLaaXL 5.9 4

70 TheLmechanismLbehindLflaring[triggeringLofLautoimmunityLdisordersLassociatedLwithLsκVytYaiZL
AutoimmunitycReviewsXL2021XLb]XLa]bi]i 13.6 4

69 ynLSilicoL odelsL2014XLcheYd]d 3

68 κmicsLforLPersonalizedL edicineL2013XL 3

67 sanLweneticLTestingLsoupledLwithLunhancedLtopaminergicLqctivationLReduceLRecidivismLRatesLinL
theLWorkersLsompensationL™egacyLsasesoZLJournalcofcAlcoholismcandcDrugcDependenceXL2014XLbXL 1 3

66 wraphicalLcontigLanalyzerLforLallLsequencingLplatformsLTwdq™™UjLaLnewLstandYaloneLtoolLforLfinishingL
andLdraftLgenerationLofLbacterialLgenomesZLBioinformationXL2013XLiXLeiiYf]d 1.1 3

65 NovelLaromataseLinhibitorsLselectionLusingLinducedLfitLdockingLandLextraLprecisionLmethodsjL
PotentialLclinicalLuseLinLuRYalphaYpositiveLbreastLcancerZLBioinformationXL2016XLabXLcbdYcca 1.1 3

64 surrentLTrendsLinLuxperimentalLandLsomputationalLqpproachesLtoLsombatLqntimicrobialL
ResistanceZLFrontierscincGeneticsXL2020XLaaXLefcige 4.5 3

63 NextYwenerationLSequencingLandLtataLqnalysisL2018XLaiaYb]g 2

62 qL ultiY™ocusLqpproachLtoLTreatingLvibromyalgiaLbyLroostingLtopaminergicLqctivityLinLtheL
 esoY™imbicLSystemLofLtheLrrainZLJournalcofcGeneticcSyndromescicGenecTherapyXL2014XLeXLbac 2

61 teterminingLmiRNqYdiseaseLassociationsLusingLbipartiteLgraphLmodellingL2013XL 2

60 umergenceLofLuniqueLSqRSYsoVYbLκRva]LvariantsLandLtheirLimpactLonLproteinLstructureLandL
functionZLInternationalcJournalcofcBiologicalcMacromoleculesXL2021XLaidXLabhYadc 7.9 2
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59 TheLimportanceLofLaccessoryLproteinLvariantsLinLtheLpathogenicityLofLSqRSYsoVYbZZLArchivescofc
BiochemistrycandcBiophysicsXL2022XLgagXLa]iabd 4.1 2

58 WholeYgenomeLresequencingjLsurrentLstatusLandLfutureLprospectsLinLgenomicsYassistedLcropL
improvementL2016XLahgYbaa 2

57  odularLnetworkLinferenceLbetweenLmiRNqYmRNqLexpressionLprofilesLusingLweightedL
coYexpressionLnetworkLanalysisZLJournalcofcIntegrativecBioinformaticsXL2021XL 3.8 2

56 ToLκtherLPlanetsLWithLUpgradedL illennialL–ombuchaLinLRhythmsLofLSustainabilityLandLxealthL
SupportZLFrontierscincAstronomycandcSpacecSciencesXL2021XLhXL 3.8 2

55 TaxonomicLclassificationLofLstrainLPκa]][eLshowsLaLbroaderLgeographicLdistributionLandLgeneticL
markersLofLtheLrecentlyLdescribedLsorynebacteriumLsilvaticumZLPLoScONEXL2020XLaeXLe]bddba] 3.7 2

54 qLnovelLmultiYomicsYbasedLidentificationLofLsymptomsXLcomorbidLconditionsXLandLpossibleLlongYtermL
complicationsLinLsκVytYai 2

53 PanYResistomeLynsightsLintoLtheL ultidrugLResistanceLofZLAntibioticsXL2021XLa]XL 4.9 2

52 NewLputativeLtherapeuticLtargetsLagainstLusingLreverseLvaccinologyLandLsubtractiveLgenomicsZL
JournalcofcBiomolecularcStructurecandcDynamicsXL2021XLaYaf 3.6 2

51 TheLSpikeLofLSqRSYsoVYbjLUniquenessLandLqpplicationsZLFrontierscincImmunologyXL2021XLabXLffciab 8.4 2

50 ReYsequencingLandLopticalLmappingLrevealsLmisassembliesLandLrealLinversionsLonLsorynebacteriumL
pseudotuberculosisLgenomesZLScientificcReportsXL2019XLiXLafchg 4.9 2

49 NovelLframeshiftLmutationLinLgeneLinLaLRussianLfamilyLwithLcompleteLcongenitalLstationaryLnightL
blindnessZLOphthalmiccGeneticsXL2019XLd]XLeehYefc 1.2 2

48
 etagenomeYqssembledLwenomeLSequencesLκbtainedLfromLaLReactivatedL–ombuchaL icrobialL
sommunityLuxposedLtoLaL arsY™ikeLunvironmentLoutsideLtheLynternationalLSpaceLStationZL
MicrobiologycResourcecAnnouncementsXL2021XLa]XLe]]ediba

1.3 2

47 PanYomicsLfocusedLtoLsrickSsLcentralLdogmaL2020XLaYda 1

46 ynLSilicoLandLUltrahighYThroughputLScreeningsLTuxTSULinLtrugLtiscoveryjLqnLκverviewL2012XLdeaYdi] 1

45 sancerLriomarkersLforLtiagnosisXLPrognosisLandLTherapyL2012XLahYfh 1

44 TightLcontrolledLexpressionLandLsecretionLofL™actobacillusLbrevisLSlpqLinL™actococcusLlactisZL
BiotechnologycLettersXL2012XLcdXLabgeYha 3 1

43 κmicsLqpproachesLinLPulsesL2013XLa]aYach 1

42 qnLimmunoinformaticsYbasedLdesignedLmultiYepitopeLcandidateLvaccineLTmpmeYVqs[STVYaULagainstL
 ycoplasmaLpneumoniaeZZLComputerscincBiologycandcMedicineXL2021XLadbXLa]eaid 7 1

(2021-2022)
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41 vunSysjLSoftwareLforLfunctionalLanalysisLofLprokaryoticLtranscriptomeLandLproteomeZL
BioinformationXL2012XLhXLebiYca 1.1 1

40 racteriocinsLasLanLalternativeLinLtheLtreatmentLofLinfectionsLbyLStaphylococcusLaureusZLAnaiscDac
AcademiacBrasileiracDecCienciasXL2020XLibXLeb]b]abaf 1.4 1

39 qrtificialLyntelligenceLTechniquesLforLPredictingLTypeLbLtiabetesZLAdvancescincIntelligentcSystemscandc
ComputingXL2021XLdaaYdc] 0.4 1

38 sellularLandLκrganismalLToxicityLofLNanoparticlesLandLytsLqssociatedLxealthLsoncernsL2020XLdggYdig 1

37 qLpotentialLlinkLbetweenLtuberculosisLandLlungLcancerLthroughLnonYcodingLRNqs 1

36 NeurogeneticsLandLNutrigenomicsLofLRewardLteficiencyLSyndromeLTRtSUjLStratificationLofL
qddictionLRiskLandL esolimbicLNutrigenomicL anipulationLofLxypodopaminergicLvunctionL2013XLcfeYcih 1

35 qnLyssueLofLsoncernjLUniqueLTruncatedLκRvhLProteinLVariantsLofLSqRSYsoVYb 1

34 somputationalLidentificationLofLputativeLcommonLgenomicLdrugLandLvaccineLtargetsLinL ycoplasmaL
genitaliumZLGenomicsXL2021XLaacXLbgc]Ybgdc 4.3 1

33 TowardsLaLsomprehensiveLUnderstandingLofLmiRNqLRegulomeLandLmiRNqLynteractionLNetworksZL
JournalcofcPharmacogenomicscicPharmacoproteomicsXL2016XLgXL 1

32 ReverseLvaccinologyLandLsubtractiveLgenomicsLapproachesLforLidentifyingLcommonLtherapeuticsL
againstLandZLJournalcofcVenomouscAnimalscandcToxinscIncludingcTropicalcDiseasesXL2021XLbgXLeb]b]]]bg 2.2 1

31 somparativeLgenomicsLwithLaLmultidrugYresistantL–lebsiellaLpneumoniaeLisolateLrevealsLtheL
panoramaLofLunexploredLdiversityLinLNortheastLrrazilZLGeneXL2021XLggbXLadechf 3.8 1

30 rioinformaticsLandLSystemsLriologyLinLrioengineeringL2018XLbbcYbdc 1

29 PeriodicallyLaperiodicLpatternLofLSqRSYsoVYbLmutationsLunderpinsLtheLuncertaintyLofLitsLoriginLandL
evolutionZLEnvironmentalcResearchXL2021XLb]dXLaab]ib 7.9 1

28 PotentialL olecularL echanismsLofLRareLqntiYTumorLymmuneLResponseLbyLSqRSYsoVYbLinLysolatedL
sasesLofL™ymphomasZLVirusesXL2021XLacXL 6.2 1

27 TargetingL™yNbhjLaLnewLhopeLinLprostateLcancerLtheranosticsZLFuturecOncologyXL2021XLagXLchgcYchh] 3.6 1

26 ymplicationsLderivedLfromLSYproteinLvariantsLofLSqRSYsoVYbLfromLsixLcontinentsZLInternationalc
JournalcofcBiologicalcMacromoleculesXL2021XLaiaXLicdYiee 7.9 1

25 TheLSpaceYuxposedL–ombuchaL icrobialLsommunityL emberLShowedLκnlyL inorLshangesLinLytsL
wenomeLqfterLReactivationLonLuarthZZLFrontierscincMicrobiologyXL2022XLacXLghbage 5.7 1

24 qnLissueLofLconcernjLuniqueLtruncatedLκRvhLproteinLvariantsLofLSqRSYsoVYbZZLPeerJXL2022XLa]XLeacacf 3.1 1
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23 qssociationsLandLtiseaseâ��tiseaseLynteractionsLofLsκVytYaiLwithLsongenitalLandLweneticLtisordersjL
qLsomprehensiveLReviewZLVirusesXL2022XLadXLia] 6.2 1

22 ynLsilicoLdiseaseLmodeljLfromLsimpleLnetworksLtoLcomplexLdiseasesL2020XLddaYdf] 0

21 PanYgenomicsLofLfungiLandLitsLapplicationsL2020XLbeaYbf] 0

20 wenomicLsharacterizationLofL ultidrugYResistantLrxa]]LSubYstrainsZLFrontierscincMicrobiologyXL2020
XLaaXLedibed 5.7 0

19 PathophysiologicalLfeaturesLofLtheLvisualLcycleXLcascadeLandLmetabolicLpathwaysLinLretinitisL
pigmentosaZLRossiiskiicOftalkmologicheskiicZhurnalXL2021XLadXLh]Yhh 0.3 0

18 NaturalLselectionLversusLcreationjLaLreviewLonLtheLoriginLofLSqRSYsκVYbZLInfezionicincMedicinaXL2020XL
bhXLc]bYcaa 3.6 0

17 uvidenceLofLepisodicLpositiveLselectionLinLcomplexLofLspeciesLandLitsLimplementationsLinL
identificationLofLdrugLandLvaccineLtargetsZZLPeerJXL2022XLa]XLeabffb 3.1 0

16 WouldLNewLSqRSYsoVYbLVariantsLshangeLtheLWarLagainstLsκVytYaioZLEpidemiologiaXL2022XLcXLbbiYbcg 2.8 0

15 sytsqLaccLqmelioratesLshemotherapyYynducedL ucositisLbyL odulatingLupithelialLrarrierLandL
T™Rb[d[ ydhh[NvY˛”rLSignalingLPathwayZZLFrontierscincMicrobiologyXL2022XLacXLheh]cf 5.7 0

14 PanYgenomicsLofLveterinaryLpathogensLandLitsLapplicationsL2020XLa]aYaai

13 ProteinYProteinLynteractionsjLqnLκverviewL2019XLhbaYhcc

12 rreastLsancerLriomarkersLforLRiskLqssessmentXLScreeningXLtetectionXLtiagnosisXLandLPrognosisL
2014XLcicYd]g

11 κptimizationLofLenzymaticLhydrolysisLofLprairieLcordgrassLforLimprovedLethanolLproductionZLJournalc
ofcRenewablecandcSustainablecEnergyXL2012XLdXL]ccaah 2.5

10 ynnateLimmunityLandLmetalLionLtraffickingLpathwayLperturbationsLinLidiopathicLParkinsonSsLdiseaseL
andLTuberculosisjLqLcomparativeLtranscriptomicsLapproachZLBraincDisordersXL2021XLdXLa]]]be

9 sytogeneticLuarlyL arkersLinLwynecologicLsancersL2015XLdcYeh

8 riomarkersLforLuarlyLtetectionLofLvamilialLrreastLsancerL2015XLafgYai]

7 riotechnologyLforLimprovedLcropLproductivityLandLqualityL2016XLbcaYbdh

6 Pharmacogenomicsâ��PharmacoepigenomicsLofLrreastLsancerLTherapyjLslinicalLymplicationsL2014XLdiiYeah

(2014-2022)
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5 κmicsLofL aleLrreastLsancerL2014XLbfeYbgf

4 rreastLsancerLStemLsellsLandLsellomicsL2014XLbdeYbfc

3 sharacterizationLofLaLnewLmultidrugYresistantLrrazilianLisolateLandLagbLsppZLsequencedLstrainsjL
wenomicLislandXLmultilocusLsequenceLtypingLandLcapsuleLlocusLdatasetZLDatacincBriefXL2021XLcdXLa]fgdf 1.2

2 somputationalLTechniquesLinLtataLyntegrationLandLrigLtataLxandlingLinLκmicsL2018XLb]iYbbb

1 teepL™earningLappliedLtoLcomputationalLbiologyLandLagriculturalLsciencesL2022XLehiYfah
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