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48 MouseMmodelsMofMacuteMandMchronicMhepacivirusMinfectiondMSciencebM2017bMikmbMhfjchfn 33.3 74

47 HyVMGenotypeMlaMEscapeMFromMandMResistanceMtoMVelpatasvirbMPibrentasvirbMandMSofosbuvirMinM
RobustMInfectiousMyellMyultureMModelsdMGastroenterologybM2018bMgkjbMhgojchhfndegh 13.3 34
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InhibitorMEscapeMVariantsdMHepatologybM2019bMmfbMmmgcmnm 11.2 28
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escapedMJournaloofoHepatologybM2019bMmfbMinnciom 13.4 25
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42 wnalysisMofMclassicalMswineMfeverMvirusMRNwMreplicationMdeterminantsMusingMrepliconsdMJournaloofo
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38 zeterminantsMofMtheMVPgehwMjunctionMcleavageMbyMtheMiyMproteaseMinMfootcandcmouthMdiseaseM
viruscinfectedMcellsdMJournaloofoGeneraloVirologybM2017bMonbMinkciok 4.9 13

37 HepatitisMyMVirusMProteaseMInhibitorsMShowMzifferentialMEfficacyMandMInteractionsMwithMRemdesivirM
forMTreatmentMofMSwRScyoVchdMAntimicrobialoAgentsoandoChemotherapybM2021bMlkbMefhlnfhf 5.9 13

36 zirectMactingMantiviralMtreatmentMofMchronicMhepatitisMyMinMzenmarkpMfactorsMassociatedMwithMandM
barriersMtoMtreatmentMinitiationdMScandinavianoJournaloofoGastroenterologybM2018bMkibMnjocnkl 2.4 12

35 FullcLengthMOpenMReadingMFrameMwmplificationMofMHepatitisMyMVirusdMMethodsoinoMolecularoBiologybM
2019bMgoggbMnkcog 1.4 12

34 zevelopmentMofMaMdownstreamMprocessMforMtheMproductionMofManMinactivatedMwholeMhepatitisMyMvirusM
vaccinedMScientificoReportsbM2020bMgfbMglhlg 4.9 11

33 SpdhMassistsMSpdgMinMtheMmodulationMofMribonucleotideMreductaseMarchitectureMbutMdoesMnotMregulateM
deoxynucleotideMpoolsdMJournaloofoCelloSciencebM2014bMghmbMhjlfcmf 5.3 9
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31 zistinctMrolesMforMtheMIIIdhMsubcdomainMinMpestivirusMandMpicornavirusMinternalMribosomeMentryMsitesdM
NucleicoAcidsoResearchbM2017bMjkbMgifglcgifhn 20.1 8
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EfficientMgenerationMofMrecombinantMRNwMvirusesMusingMtargetedMrecombinationcmediatedM
mutagenesisMofMbacterialMartificialMchromosomesMcontainingMfullclengthMczNwdMBMCoGenomicsbM2013bM
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29 InMvitroMefficacyMofMwrtemisinincbasedMtreatmentsMagainstMSwRScyoVch 7

28 wMfastMandMrobustMmethodMforMwholeMgenomeMsequencingMofMtheMwleutianMMinkMziseaseMVirusM
VwMzVWMgenomedMJournaloofoVirologicaloMethodsbM2016bMhijbMjickg 2.6 7

27 RibavirinMinhibitionMofMcellccultureMinfectiousMhepatitisMyMgenotypeMgciMvirusesMisMstraincdependentdM
VirologybM2020bMkjfbMgihcgjf 3.6 7

26
wMnearMfullclengthMopenMreadingMframeMnextMgenerationMsequencingMassayMforMgenotypingMandM
identificationMofMresistancecassociatedMvariantsMinMhepatitisMyMvirusdMJournaloofoClinicaloVirologybM2018bM
gfkbMjockl

14.5 6

25 EquineMpegivirusesMcauseMpersistentMinfectionMofMboneMmarrowMandMareMnotMassociatedMwithM
hepatitisdMPLoSoPathogensbM2020bMglbMegffnlmm 7.6 6

24 EfficacyMofMIoncyhannelMInhibitorsMwmantadinebMMemantineMandMRimantadineMforMtheMTreatmentMofM
SwRScyoVchMInMVitrodMVirusesbM2021bMgibM 6.2 5

23
MutationsMIdentifiedMinMtheMHepatitisMyMVirusMVHyVWMPolymeraseMofMPatientsMwithMyhronicMHyVM
TreatedMwithMRibavirinMyauseMResistanceMandMwffectMViralMReplicationMFidelitydMAntimicrobialoAgentso
andoChemotherapybM2020bMljbM

5.9 5

22
OutcomeMandMadverseMeventsMinMpatientsMwithMchronicMhepatitisMyMtreatedMwithMdirectcactingM
antiviralspMaMclinicalMrandomizedMstudydMEuropeanoJournaloofoGastroenterologyoandoHepatologybM2018bM
ifbMggmmcggnl

2.2 5

21 HighMdensityMHuhmdkMcellMhollowMfiberMbioreactorMcultureMforMhighcyieldMproductionMofMhepatitisMyM
virusMandMstudiesMofMantiviralsdMScientificoReportsbM2018bMnbMgmkfk 4.9 5

20 VirusMwdaptationMandMSelectionMFollowingMyhallengeMofMwnimalsMVaccinatedMagainstMylassicalMSwineM
FeverMVirusdMVirusesbM2019bMggbM 6.2 4

19 StudiesMonMgeneticMdiversityMofMbovineMviralMdiarrheaMvirusesMinMzanishMcattleMherdsdMVirusoGenesbM2014
bMjnbMimlcnf 2.3 4

18 yompleteMgenomeMsequenceMofMborderMdiseaseMvirusMgenotypeMiMstrainMgifhorndMGenomeo
AnnouncementsbM2014bMhbM 4

17 VersatileMSwRScyoVchMReversecGeneticsMSystemsMforMtheMStudyMofMwntiviralMResistanceMandM
ReplicationddMVirusesbM2022bMgjbM 6.2 3

16 EfficientMcultureMofMSwRScyoVchMinMhumanMhepatomaMcellsMenhancesMviabilityMofMtheMvirusMinMhumanM
lungMcancerMcellMlinesMpermittingMtheMscreeningMofMantiviralMcompounds 3

15 SwRScyoVchMProductionMinMaMScalableMHighMyellMzensityMxioreactordMVaccinesbM2021bMobM 5.3 3

14 SequenceMadaptationsMduringMgrowthMofMrescuedMclassicalMswineMfeverMvirusesMinMcellMcultureMandM
withinMinfectedMpigsdMVeterinaryoMicrobiologybM2016bMgohbMghicgij 3.3 3
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GlobalMevolutionaryManalysisMofMchronicMhepatitisMyMpatientsMrevealedMsignificantMeffectMofMbaselineM
viralMresistancebMincludingMnovelMnonctargetMsitesbMforMzwwcbasedMtreatmentMandMretreatmentM
outcomedMJournaloofoViraloHepatitisbM2021bMhnbMifhcigl

3.4 3

12 zeoxynucleosideMSalvageMinMFissionMYeastMwllowsMRescueMofMRibonucleotideMReductaseMzeficiencyM
butMNotMSpdgcMediatedMInhibitionMofMReplicationdMGenesbM2017bMnbM 4.2 2

11 HepatitisMyMVirusMProteaseMInhibitorsMShowMzifferentialMEfficacyMandMInteractionsMwithMRemdesivirM
forMTreatmentMofMSwRScyoVchMinMVitro 2

10 HyVMgenomecwideManalysisMforMdevelopmentMofMefficientMcultureMsystemsMandMunravellingMofM
antiviralMresistanceMinMgenotypeMjdMGutbM2021bM 19.2 2

9 PathogenesisbMMicroRNwcghhMGenecRegulationbMandMProtectiveMImmuneMResponsesMwfterMwcuteM
EquineMHepacivirusMInfectiondMHepatologybM2021bMmjbMggjncggli 11.2 2

8 InferiorMcureMrateMinMpilotMstudyMofMjcweekMglecaprevirepibrentasvirMtreatmentMwithMorMwithoutM
ribavirinMofMchronicMhepatitisMydMLiveroInternationalbM2021bMjgbMhlfgchlgf 7.9 2

7 IdentificationMofMspecificMaminoMacidMresiduesMinMtheMborderMdiseaseMvirusMglycoproteinMEhMthatM
modifyMvirusMgrowthMinMpigMcellsMbutMnotMinMsheepMcellsdMJournaloofoGeneraloVirologybM2020bMgfgbMggmfcggng 4.9 1

6 NeutralisationMtitresMagainstMSwRScyoVchMareMsustainedMlMmonthsMafterMonsetMofMsymptomsMinM
individualsMwithMmildMyOVIzcgodMEBioMedicinebM2021bMmgbMgfikgo 8.8 1

5 HighMrecombinationMrateMofMhepatitisMyMvirusMrevealedMbyMaMgreenMfluorescentMproteinMreconstitutionM
cellMsystemddMVirusoEvolutionbM2022bMnbMveabgfl 3.7 1

4 NovelMhepatitisMxMvirusMreverseMtranscriptaseMmutationsMinMpatientsMwithMsustainedMviremiaMdespiteM
longctermMtenofovirMtreatmentddMJournaloofoClinicaloVirologybM2022bMgkfcgkgbMgfkgko 14.5 1

3 StrategyMforMefficientMgenerationMofMnumerousMfullclengthMczNwMclonesMofMclassicalMswineMfeverMvirusM
forMhaplotypingdMBMCoGenomicsbM2018bMgobMlff 4.5 0

2 yharacterizationMofMaMNovelMHepatitisMyMVirusMGenotypeMgMSubtypeMfromMaMPatientMFailingMjMWeeksMofM
GlecaprevircPibrentasvirMTreatmentdMMicrobiologyoResourceoAnnouncementsbM2021bMgfbMeffmkkhg 1.3 0

1 IdentificationMofMNovelMzeterminantsMofMNeutralizationMEpitopeMShieldingMforMHepatitisMyMVirusMinM
VitrodMProceedingso(mdpi)bM2020bMkfbMk 0.3
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