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Targeted mutagenesis in rice using CRISPR-Cas system. Cell Research, 2013, 23, 1233-1236.
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Rice APC/CTE controls tillering by mediating the degradation of MONOCULM 1. Nature
Communications, 2012, 3, 752.

Identification and Characterization of an Epi-Allele of <i>FIE1<[i> Reveals a Regulatory Linkage between 6.6 125
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A Novel Chloroplast-Localized Pentatricopeptide Repeat Protein Involved in Splicing Affects
Chloroplast Development and Abiotic Stress Response in Rice. Molecular Plant, 2014, 7, 1329-1349.
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<i>GLUTELIN PRECURSOR ACCUMULATION3<[i>Encodes a Regulator of Post-Golgi Vesicular Traffic
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The SnRK2-APC/CTE regulatory module mediates the antagonistic action of gibberellic acid and abscisic
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Ubiquitin Specific Protease 15 Has an Important Role in Regulating Grain Width and Size in Rice. Plant
Physiology, 2019, 180, 381-391.

Transcriptional activation and phosphorylation of OsCNGC9 confer enhanced chilling tolerance in 8.3 89
rice. Molecular Plant, 2021, 14, 315-329. :

OsSHI1 Regulates Plant Architecture Through Modulating the Transcriptional Activity of IPAL in Rice.
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OsALMT7 Maintains Panicle Size and Grain Yield in Rice by Mediating Malate Transport. Plant Cell, 2018,
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WHITE STRIPE LEAF4 Encodes a Novel P-Type PPR Protein Required for Chloroplast Biogenesis during
Early Leaf Development. Frontiers in Plant Science, 2017, 8, 1116.

A comprehensive genetic study reveals a crucial role of <scp><i>CYP90D2/D2<[i> <[scp> in regulating
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An evolutionarily conserved gene, <i><scp>FUWA</[scp><[i>, plays a role in determining panicle
architecture, grain shape and grain weight in rice. Plant Journal, 2015, 83, 427-438.

Pyrophosphate: fructose-6-i>hosphate 1-phosphotransferase (PFP) regulates carbon metabolism during 56 50
grain filling in rice. Plant Cell Reports, 2016, 35, 1321-1331. )

<i>FLOURY ENDOSPERM16<[i> encoding a NADa€edependent cytosolic malate dehydrogenase plays an

important role in starch synthesis and seed development in rice. Plant Biotechnology Journal, 2019, 17,
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OsVPS9A Functions Cooperatively with OsRAB5A to Regulate Post-Golgi Dense Vesicle-Mediated
Storage Protein Trafficking to the Protein Storage Vacuole in Rice Endosperm Cells. Molecular Plant, 8.3 48
2013, 6, 1918-1932.
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VLN2Regulates Plant Architecture by Affecting Microfilament Dynamics and Polar Auxin Transport in

Rice. Plant Cell, 2015, 27, tpc.15.00581.

The APC|C<sup>TE</[sup> E3 Ubiquitin Ligase Complex Mediates the Antagonistic Regulation of Root 6.6 45
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<i>GPA5<[i> Encodes a Rab5a Effector Required for Post-Golgi Trafficking of Rice Storage Proteins.
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Overexpression of OsbHLH107, a member of the basic helix-loop-helix transcription factor family,
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WRKY Transcription Factor OsWRKY29 Represses Seed Dormancy in Rice by Weakening Abscisic Acid
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DHD4, a CONSTANS-like family transcription factor, delays heading date by affecting the formation of

the FAC complex in rice. Molecular Plant, 2021, 14, 330-343. 8.3 26

OsLBD37 and OsLBD38, two class Il type LBD proteins, are involved in the regulation of heading date by
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The LBD12-1 Transcription Factor Suppresses Apical Meristem Size by Repressing Argonaute 10 4.8 25
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<i>white panicle</i>2 encoding thioredoxin <i>z<[i>, regulates plastid RNA editing by interacting with
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Determinant Factors and Regulatory Systems for Anthocyanin Biosynthesis in Rice Apiculi and Stigmas.
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Post-Golgi trafficking of rice storage proteins requires the small GTPase Rab7 activation complex 48 17
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Mitochondrion-targeted PENTATRICOPEPTIDE REPEATS is required for cis-splicing of nad4 intron 3 and
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ENLARGED STARCH GRAIN1 affects amyloplast development and starch biosynthesis in rice endosperm.
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