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l Paper IF Citations

535 nnalysisGofGproteinTcodingGgeneticGvariationGinGcWSdWcGhumansUGNatureSG2016SGbZcSGYebTfX 50.4 6940

534 oiologicalSGclinicalGandGpopulationGrelevanceGofGfbGlociGforGbloodGlipidsUGNatureSG2010SGaccSGdWdTXZ 50.4 2742

533 teneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SGbXeSGXfdTYWc 50.4 2687

532 αheGmutationalGconstraintGspectrumGquantifiedGfromGvariationGinGXaXSabcGhumansUGNatureSG2020SG
beXSGaZaTaaZ 50.4 2278

531 nssociationGanalysesGofGYafSdfcGindividualsGrevealGXeGnewGlociGassociatedGwithGbodyGmassGindexUG
NatureVGeneticsSG2010SGaYSGfZdTae 36.3 2267

530 qiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNatureVGeneticsSG2013SGabSGXYdaTXYeZ 36.3 1904

529 ‘ewGgeneticGlociGimplicatedGinGfastingGglucoseGhomeostasisGandGtheirGimpactGonGtypeGYGdiabetesGriskUG
NatureVGeneticsSG2010SGaYSGXWbTXc 36.3 1673

528 uundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SGacdSGeZYTe 50.4 1514

527 yargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNatureVGeneticsSG2012SGaaSGfeXTfW 36.3 1482

526 αwelveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNatureV
GeneticsSG2010SGaYSGbdfTef 36.3 1449

525 nGreferenceGpanelGofGcaSfdcGhaplotypesGforGgenotypeGimputationUGNatureVGeneticsSG2016SGaeSGXYdfTeZ 36.3 1447

524 qefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNatureVGeneticsSG2014SGacSGXXdZTec 36.3 1339

523 teneGdiscoveryGandGpolygenicGpredictionGfromGaGgenomeTwideGassociationGstudyGofGeducationalG
attainmentGinGXUXGmillionGindividualsUGNatureVGeneticsSG2018SGbWSGXXXYTXXYX 36.3 950

522 nnalysisGofGimmuneTrelatedGlociGidentifiesGaeGnewGsusceptibilityGvariantsGforGmultipleGsclerosisUG
NatureVGeneticsSG2013SGabSGXZbZTcW 36.3 934

521 ‘ewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SGbXeSGXedTXfc 50.4 920

520 tenomeTwideGmetaTanalysisGidentifiesGbcGboneGmineralGdensityGlociGandGrevealsGXaGlociGassociatedG
withGriskGofGfractureUGNatureVGeneticsSG2012SGaaSGafXTbWX 36.3 866

519 tenomeTwideGassociationGstudyGidentifiesGdaGlociGassociatedGwithGeducationalGattainmentUGNatureSG
2016SGbZZSGbZfTaY 50.4 850
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518 tenomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNatureVGeneticsSG2014SGacSGYZaTaa 36.3 784

517 zetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNatureVGeneticsSG2010SGaYSGfafTcW 36.3 724

516 yossTofTfunctionGmutationsGinGn–’pZSGtriglyceridesSGandGcoronaryGdiseaseUGNewVEnglandVJournalVofV
MedicineSG2014SGZdXSGYYTZX 59.2 721

515 yociGinfluencingGlipidGlevelsGandGcoronaryGheartGdiseaseGriskGinGXcGruropeanGpopulationGcohortsUG
NatureVGeneticsSG2009SGaXSGadTbb 36.3 708

514 αheGgeneticGarchitectureGofGtypeGYGdiabetesUGNatureSG2016SGbZcSGaXTad 50.4 704

513 αheGinterleukinTcGreceptorGasGaGtargetGforGpreventionGofGcoronaryGheartGdiseasegGaGmendelianG
randomisationGanalysisUGLancetkVTheSG2012SGZdfSGXYXaTYa 40 658

512 nnGepigeneticGbiomarkerGofGagingGforGlifespanGandGhealthspanUGAgingSG2018SGXWSGbdZTbfX 5.6 658

511 RunsGofGhomozygosityGinGruropeanGpopulationsUGAmericanVJournalVofVHumanVGeneticsSG2008SGeZSGZbfTdY 11 624

510 yargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNatureVGeneticsSG2012SGaaSGffXTXWWb 36.3 621

509 nGgenomeTwideGapproachGaccountingGforGbodyGmassGindexGidentifiesGgeneticGvariantsGinfluencingG
fastingGglycemicGtraitsGandGinsulinGresistanceUGNatureVGeneticsSG2012SGaaSGcbfTcf 36.3 615

508 ‘ewGlociGassociatedGwithGkidneyGfunctionGandGchronicGkidneyGdiseaseUGNatureVGeneticsSG2010SGaYSGZdcTea 36.3 599

507 pommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNatureV
GeneticsSG2013SGabSGXZabTbY 36.3 597

506 tWn₁GofGXYcSbbfGindividualsGidentifiesGgeneticGvariantsGassociatedGwithGeducationalGattainmentUG
ScienceSG2013SGZaWSGXacdTdX 33.3 563

505 ₁ypYnfGisGaGnewlyGidentifiedGurateGtransporterGinfluencingGserumGurateGconcentrationSGurateG
excretionGandGgoutUGNatureVGeneticsSG2008SGaWSGaZdTaY 36.3 563

504 zultiancestryGgenomeTwideGassociationGstudyGofGbYWSWWWGsubjectsGidentifiesGZYGlociGassociatedGwithG
strokeGandGstrokeGsubtypesUGNatureVGeneticsSG2018SGbWSGbYaTbZd 36.3 536

503 teneticGvariationGinGtv–RGinfluencesGtheGglucoseGandGinsulinGresponsesGtoGanGoralGglucoseGchallengeUG
NatureVGeneticsSG2010SGaYSGXaYTe 36.3 527

502 vnterleukinTcGreceptorGpathwaysGinGcoronaryGheartGdiseasegGaGcollaborativeGmetaTanalysisGofGeYG
studiesUGLancetkVTheSG2012SGZdfSGXYWbTXZ 40 522

501 zetaTanalysisGandGimputationGrefinesGtheGassociationGofGXbqYbGwithGsmokingGquantityUGNatureV
GeneticsSG2010SGaYSGaZcTaW 36.3 521

(2010-2014)
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500 tenomeTwideGassociationGanalysesGidentifyGXeGnewGlociGassociatedGwithGserumGurateGconcentrationsUG
NatureVGeneticsSG2013SGabSGXabTba 36.3 505

499 zetaTanalysisGofGYeSXaXGindividualsGidentifiesGcommonGvariantsGwithinGfiveGnewGlociGthatGinfluenceG
uricGacidGconcentrationsUGPLoSVGeneticsSG2009SGbSGeXWWWbWa 6 495

498 nGgeneticGatlasGofGhumanGadmixtureGhistoryUGScienceSG2014SGZaZSGdadTdbX 33.3 492

497 tenomicGinsightsGintoGtheGoriginGofGfarmingGinGtheGancientG‘earGrastUGNatureSG2016SGbZcSGaXfTYa 50.4 485

496 rxomeGsequencingGidentifiesGrareGyqyRGandGn–’nbGallelesGconferringGriskGforGmyocardialGinfarctionUG
NatureSG2015SGbXeSGXWYTc 50.4 463

495 qiagnosticGYieldGandGplinicalGUtilityGofG₁equencingGsamilialGuypercholesterolemiaGtenesGinG–atientsG
WithG₁evereGuypercholesterolemiaUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2016SGcdSGYbdeTef 15.1 458

494 teneticGmechanismsGofGcriticalGillnessGinGp’VvqTXfUGNatureSG2021SGbfXSGfYTfe 50.4 451

493 tenomeTwideGmetaTanalysisGidentifiesGXXGnewGlociGforGanthropometricGtraitsGandGprovidesGinsightsG
intoGgeneticGarchitectureUGNatureVGeneticsSG2013SGabSGbWXTXY 36.3 437

492 tenomeTwideGassociationGstudyGidentifiesGfiveGlociGassociatedGwithGlungGfunctionUGNatureVGeneticsSG
2010SGaYSGZcTaa 36.3 430

491 q‘nGmethylationGtrimngeGstronglyGpredictsGlifespanGandGhealthspanUGAgingSG2019SGXXSGZWZTZYd 5.6 424

490 zendelianGrandomizationGofGbloodGlipidsGforGcoronaryGheartGdiseaseUGEuropeanVHeartVJournalSG2015SG
ZcSGbZfTbW 9.5 417

489 RareGandGlowTfrequencyGcodingGvariantsGalterGhumanGadultGheightUGNatureSG2017SGbaYSGXecTXfW 50.4 412

488 uztTcoenzymeGnGreductaseGinhibitionSGtypeGYGdiabetesSGandGbodyweightgGevidenceGfromGgeneticG
analysisGandGrandomisedGtrialsUGLancetkVTheSG2015SGZebSGZbXTcX 40 409

487 nssociationGbetweenGalcoholGandGcardiovascularGdiseasegGzendelianGrandomisationGanalysisGbasedG
onGindividualGparticipantGdataUGBMJkVTheSG2014SGZafSGgaXca 5.9 406

486 zetaTanalysisGofGgenomeTwideGassociationGstudiesGinGkeWGWWWGsubjectsGidentifiesGmultipleGlociGforG
pTreactiveGproteinGlevelsUGCirculationSG2011SGXYZSGdZXTe 16.7 395

485 teneticGanalysisGofGoverGXGmillionGpeopleGidentifiesGbZbGnewGlociGassociatedGwithGbloodGpressureG
traitsUGNatureVGeneticsSG2018SGbWSGXaXYTXaYb 36.3 386

484 nGgeneralGapproachGforGhaplotypeGphasingGacrossGtheGfullGspectrumGofGrelatednessUGPLoSVGeneticsSG
2014SGXWSGeXWWaYZa 6 377

483 nbundantGpleiotropyGinGhumanGcomplexGdiseasesGandGtraitsUGAmericanVJournalVofVHumanVGeneticsSG
2011SGefSGcWdTXe 11 376
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482 αhirtyGnewGlociGforGageGatGmenarcheGidentifiedGbyGaGmetaTanalysisGofGgenomeTwideGassociationG
studiesUGNatureVGeneticsSG2010SGaYSGXWddTeb 36.3 372

481 yossTofTfunctionGmutationsGinG₁ypZWneGprotectGagainstGtypeGYGdiabetesUGNatureVGeneticsSG2014SGacSGZbdTcZ36.3 351

480 –opulationGgeneticGstructureGofGvariableGdrugGresponseUGNatureVGeneticsSG2001SGYfSGYcbTf 36.3 344

479 tenomeTwideGassociationGstudyGidentifiesGsixGnewGlociGinfluencingGpulseGpressureGandGmeanGarterialG
pressureUGNatureVGeneticsSG2011SGaZSGXWWbTXX 36.3 338

478 ‘ovelGlociGforGadiponectinGlevelsGandGtheirGinfluenceGonGtypeGYGdiabetesGandGmetabolicGtraitsgGaG
multiTethnicGmetaTanalysisGofGabSefXGindividualsUGPLoSVGeneticsSG2012SGeSGeXWWYcWd 6 326

477 RareGvariantGinGscavengerGreceptorGovGraisesGuqyGcholesterolGandGincreasesGriskGofGcoronaryGheartG
diseaseUGScienceSG2016SGZbXSGXXccTdX 33.3 325

476 uighGthroughputGisolationGandGglycosylationGanalysisGofGvgtTvariabilityGandGheritabilityGofGtheGvgtG
glycomeGinGthreeGisolatedGhumanGpopulationsUGMolecularVandVCellularVProteomicsSG2011SGXWSGzXXXUWXWWfW7.6 324

475 ponceptSGdesignGandGimplementationGofGaGcardiovascularGgeneTcentricGbWGkG₁‘–GarrayGforGlargeTscaleG
genomicGassociationGstudiesUGPLoSVONESG2008SGZSGeZbeZ 3.7 321

474 tenomeTwideGmetaTanalysesGofGmultiancestryGcohortsGidentifyGmultipleGnewGsusceptibilityGlociGforG
refractiveGerrorGandGmyopiaUGNatureVGeneticsSG2013SGabSGZXaTe 36.3 314

473 pommonGvariantsGatGXWGgenomicGlociGinfluenceGhemoglobinGnâ��OpPGlevelsGviaGglycemicGandG
nonglycemicGpathwaysUGDiabetesSG2010SGbfSGZYYfTZf 0.9 314

472 tenomeTwideGassociationGandGlargeTscaleGfollowGupGidentifiesGXcGnewGlociGinfluencingGlungGfunctionUG
NatureVGeneticsSG2011SGaZSGXWeYTfW 36.3 313

471 rxomeTwideGassociationGstudyGofGplasmaGlipidsGinGkZWWSWWWGindividualsUGNatureVGeneticsSG2017SGafSGXdbeTXdcc36.3 310

470 vnactivatingGmutationsGinG‘–pXyXGandGprotectionGfromGcoronaryGheartGdiseaseUGNewVEnglandVJournalV
ofVMedicineSG2014SGZdXSGYWdYTeY 59.2 307

469 sα’GgenotypeGisGassociatedGwithGphenotypicGvariabilityGofGbodyGmassGindexUGNatureSG2012SGafWSGYcdTdY 50.4 304

468 teneticGassociationsGatGbZGlociGhighlightGcellGtypesGandGbiologicalGpathwaysGrelevantGforGkidneyG
functionUGNatureVCommunicationsSG2016SGdSGXWWYZ 17.4 295

467 tenomicGrunsGofGhomozygosityGrecordGpopulationGhistoryGandGconsanguinityUGPLoSVONESG2010SGbSGeXZffc 3.7 281

466 ₁exTstratifiedGgenomeTwideGassociationGstudiesGincludingGYdWSWWWGindividualsGshowGsexualG
dimorphismGinGgeneticGlociGforGanthropometricGtraitsUGPLoSVGeneticsSG2013SGfSGeXWWZbWW 6 277

465 ₁equencingGofGbZSeZXGdiverseGgenomesGfromGtheG‘uyovGα’–zedG–rogramUGNatureSG2021SGbfWSGYfWTYff 50.4 268

(2021-2010)
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464 vntegratedGallelicSGtranscriptionalSGandGphenomicGdissectionGofGtheGcardiacGeffectsGofGtitinG
truncationsGinGhealthGandGdiseaseUGScienceVTranslationalVMedicineSG2015SGdSGYdWrac 17.5 267

463 tenomeTwideGassociationsGforGbirthGweightGandGcorrelationsGwithGadultGdiseaseUGNatureSG2016SGbZeSGYaeTYbY50.4 266

462
‘ovelGassociationsGofGmultipleGgeneticGlociGwithGplasmaGlevelsGofGfactorGVvvSGfactorGVvvvSGandGvonG
WillebrandGfactorgGαheGpunRtrGOpohortsGforGueartGandGngingGResearchGinGtenomeGrpidemiologyPG
ponsortiumUGCirculationSG2010SGXYXSGXZeYTfY

16.7 260

461 tenomeTwideGassociationGanalysesGofGriskGtoleranceGandGriskyGbehaviorsGinGoverGXGmillionGindividualsG
identifyGhundredsGofGlociGandGsharedGgeneticGinfluencesUGNatureVGeneticsSG2019SGbXSGYabTYbd 36.3 259

460 tenomicGanalysesGidentifyGhundredsGofGvariantsGassociatedGwithGageGatGmenarcheGandGsupportGaGroleG
forGpubertyGtimingGinGcancerGriskUGNatureVGeneticsSG2017SGafSGeZaTeaX 36.3 257

459 ₁tudyGofGZWWSaecGindividualsGidentifiesGXaeGindependentGgeneticGlociGinfluencingGgeneralGcognitiveG
functionUGNatureVCommunicationsSG2018SGfSGYWfe 17.4 254

458 αheGgeneticsGofGbloodGpressureGregulationGandGitsGtargetGorgansGfromGassociationGstudiesGinGZaYSaXbG
individualsUGNatureVGeneticsSG2016SGaeSGXXdXTXXea 36.3 251

457 nssociationGofGvitaminGqGstatusGwithGarterialGbloodGpressureGandGhypertensionGriskgGaGmendelianG
randomisationGstudyUGLancetVDiabetesVandVEndocrinologyktheSG2014SGYSGdXfTYf 18.1 250

456 pommonGvariantsGinGYYGlociGareGassociatedGwithG R₁GdurationGandGcardiacGventricularGconductionUG
NatureVGeneticsSG2010SGaYSGXWceTdc 36.3 249

455 tenomeTwideGassociationGstudyGofGcoronaryGheartGdiseaseGandGitsGriskGfactorsGinGeSWfWGnfricanG
nmericansgGtheG‘uyovGpnReG–rojectUGPLoSVGeneticsSG2011SGdSGeXWWXZWW 6 249

454 zetaTanalysesGidentifyGXZGlociGassociatedGwithGageGatGmenopauseGandGhighlightGq‘nGrepairGandG
immuneGpathwaysUGNatureVGeneticsSG2012SGaaSGYcWTe 36.3 243

453 αheGlandscapeGofGrecombinationGinGnfricanGnmericansUGNatureSG2011SGadcSGXdWTb 50.4 243

452 yociGassociatedGwithG‘TglycosylationGofGhumanGimmunoglobulinGtGshowGpleiotropyGwithG
autoimmuneGdiseasesGandGhaematologicalGcancersUGPLoSVGeneticsSG2013SGfSGeXWWZYYb 6 242

451 teneticGvariationGnearGvR₁XGassociatesGwithGreducedGadiposityGandGanGimpairedGmetabolicGprofileUG
NatureVGeneticsSG2011SGaZSGdbZTcW 36.3 237

450 nssociationGofGlowTfrequencyGandGrareGcodingTsequenceGvariantsGwithGbloodGlipidsGandGcoronaryG
heartGdiseaseGinGbcSWWWGwhitesGandGblacksUGAmericanVJournalVofVHumanVGeneticsSG2014SGfaSGYYZTZY 11 233

449 ‘ewGlociGassociatedGwithGbirthGweightGidentifyGgeneticGlinksGbetweenGintrauterineGgrowthGandGadultG
heightGandGmetabolismUGNatureVGeneticsSG2013SGabSGdcTeY 36.3 232

448 RunsGofGhomozygositygGwindowsGintoGpopulationGhistoryGandGtraitGarchitectureUGNatureVReviewsV
GeneticsSG2018SGXfSGYYWTYZa 30.1 231

447 yargeTscaleGgenomicGanalysesGlinkGreproductiveGagingGtoGhypothalamicGsignalingSGbreastGcancerG
susceptibilityGandGoRpnXTmediatedGq‘nGrepairUGNatureVGeneticsSG2015SGadSGXYfaTXZWZ 36.3 226
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446
vmpactGofGcommonGgeneticGdeterminantsGofGuemoglobinGnXcGonGtypeGYGdiabetesGriskGandGdiagnosisG
inGancestrallyGdiverseGpopulationsgGnGtransethnicGgenomeTwideGmetaTanalysisUGPLoSVMedicineSG2017SG
XaSGeXWWYZeZ

11.6 223

445 zetaTanalysisGofGtenomeTwideGnssociationG₁tudiesGforG‘euroticismSGandGtheG–olygenicGnssociationG
WithGzajorGqepressiveGqisorderUGJAMAVPsychiatrySG2015SGdYSGcaYTbW 14.5 222

444 tenomeTwideGassociationGanalysesGidentifyGmultipleGlociGassociatedGwithGcentralGcornealGthicknessG
andGkeratoconusUGNatureVGeneticsSG2013SGabSGXbbTcZ 36.3 222

443 tenomeTWideGnssociationGnnalysesGinGXYeSYccGvndividualsGvdentifiesG‘ewGzorningnessGandG₁leepG
qurationGyociUGPLoSVGeneticsSG2016SGXYSGeXWWcXYb 6 222

442 RefiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUGNatureVGeneticsSG2018SGbWSGbbfTbdX 36.3 221

441 αheGvnfluenceGofGngeGandG₁exGonGteneticGnssociationsGwithGndultGoodyG₁izeGandG₁hapegGnG
yargeT₁caleGtenomeTWideGvnteractionG₁tudyUGPLoSVGeneticsSG2015SGXXSGeXWWbZde 6 220

440 vdentificationGofGheartGrateTassociatedGlociGandGtheirGeffectsGonGcardiacGconductionGandGrhythmG
disordersUGNatureVGeneticsSG2013SGabSGcYXTZX 36.3 219

439 nGcatalogGofGgeneticGlociGassociatedGwithGkidneyGfunctionGfromGanalysesGofGaGmillionGindividualsUG
NatureVGeneticsSG2019SGbXSGfbdTfdY 36.3 217

438 yargeTscaleGgeneTcentricGmetaTanalysisGacrossGZfGstudiesGidentifiesGtypeGYGdiabetesGlociUGAmericanV
JournalVofVHumanVGeneticsSG2012SGfWSGaXWTYb 11 214

437 oestGpracticesGandGjointGcallingGofGtheGuumanrxomeGoeadphipgGtheGpunRtrGponsortiumUGPLoSVONESG
2013SGeSGeceWfb 3.7 203

436 teneticGassociationGstudyGofG αGintervalGhighlightsGroleGforGcalciumGsignalingGpathwaysGinG
myocardialGrepolarizationUGNatureVGeneticsSG2014SGacSGeYcTZc 36.3 199

435 tenomeTwideGanalysisGidentifiesGXYGlociGinfluencingGhumanGreproductiveGbehaviorUGNatureVGeneticsSG
2016SGaeSGXacYTXadY 36.3 198

434 tlycansGareGaGnovelGbiomarkerGofGchronologicalGandGbiologicalGagesUGJournalsVofVGerontologyVlVSeriesV
AVBiologicalVSciencesVandVMedicalVSciencesSG2014SGcfSGddfTef 6.4 192

433 yargeTscaleGgeneTcentricGmetaTanalysisGacrossGZYGstudiesGidentifiesGmultipleGlipidGlociUGAmericanV
JournalVofVHumanVGeneticsSG2012SGfXSGeYZTZe 11 189

432 rpigeneticGclockGforGskinGandGbloodGcellsGappliedGtoGuutchinsonGtilfordG–rogeriaG₁yndromeGandG
studiesUGAgingSG2018SGXWSGXdbeTXddb 5.6 187

431 –roteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUGNatureVGeneticsSG2018SGbWSGYcTaX 36.3 186

430 VariantsGinGnqpYbGandGnearGpp‘yXGareGassociatedGwithGfetalGgrowthGandGbirthGweightUGNatureV
GeneticsSG2010SGaYSGaZWTb 36.3 184

429 zaternalGandGfetalGgeneticGeffectsGonGbirthGweightGandGtheirGrelevanceGtoGcardioTmetabolicGriskG
factorsUGNatureVGeneticsSG2019SGbXSGeWaTeXa 36.3 181

(2019-2017)
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428 ‘ewGlociGforGbodyGfatGpercentageGrevealGlinkGbetweenGadiposityGandGcardiometabolicGdiseaseGriskUG
NatureVCommunicationsSG2016SGdSGXWafb 17.4 180

427 –ositiveGselectionGonGaGhighTsensitivityGalleleGofGtheGhumanGbitterTtasteGreceptorGαn₁YRXcUGCurrentV
BiologySG2005SGXbSGXYbdTcb 6.3 180

426 tenomicsGmeetsGglycomicsTtheGfirstGtWn₁GstudyGofGhumanG‘TtlycomeGidentifiesGu‘sX˛–GasGaGmasterG
regulatorGofGplasmaGproteinGfucosylationUGPLoSVGeneticsSG2010SGcSGeXWWXYbc 6 177

425 tenomeTwideGassociationGstudyGinGdfSZccGruropeanTancestryGindividualsGinformsGtheGgeneticG
architectureGofGYbThydroxyvitaminGqGlevelsUGNatureVCommunicationsSG2018SGfSGYcW 17.4 174

424 tenomeTwideGanalysisGofGmultiTancestryGcohortsGidentifiesGnewGlociGinfluencingGintraocularGpressureG
andGsusceptibilityGtoGglaucomaUGNatureVGeneticsSG2014SGacSGXXYcTXXZW 36.3 171

423 tenomeTwideGassociationGanalysesGforGlungGfunctionGandGchronicGobstructiveGpulmonaryGdiseaseG
identifyGnewGlociGandGpotentialGdruggableGtargetsUGNatureVGeneticsSG2017SGafSGaXcTaYb 36.3 170

422 WholeTexomeGsequencingGidentifiesGrareGandGlowTfrequencyGcodingGvariantsGassociatedGwithGyqyG
cholesterolUGAmericanVJournalVofVHumanVGeneticsSG2014SGfaSGYZZTab 11 170

421 zetaTanalysisGofGgenomeTwideGassociationGstudiesGfromGtheGpunRtrGconsortiumGidentifiesGcommonG
variantsGassociatedGwithGcarotidGintimaGmediaGthicknessGandGplaqueUGNatureVGeneticsSG2011SGaZSGfaWTd 36.3 168

420 ₁tratifyingGtypeGYGdiabetesGcasesGbyGozvGidentifiesGgeneticGriskGvariantsGinGynznXGandGenrichmentG
forGriskGvariantsGinGleanGcomparedGtoGobeseGcasesUGPLoSVGeneticsSG2012SGeSGeXWWYdaX 6 162

419 teneticGevidenceGforGdifferentGmaleGandGfemaleGrolesGduringGculturalGtransitionsGinGtheGoritishGvslesUG
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2001SGfeSGbWdeTeZ 11.5 157

418 ‘ewGgeneticGsignalsGforGlungGfunctionGhighlightGpathwaysGandGchronicGobstructiveGpulmonaryG
diseaseGassociationsGacrossGmultipleGancestriesUGNatureVGeneticsSG2019SGbXSGaeXTafZ 36.3 156

417 pausalGeffectsGofGbodyGmassGindexGonGcardiometabolicGtraitsGandGeventsgGaGzendelianGrandomizationG
analysisUGAmericanVJournalVofVHumanVGeneticsSG2014SGfaSGXfeTYWe 11 156

416 nssemblyGofGaGpanTgenomeGfromGdeepGsequencingGofGfXWGhumansGofGnfricanGdescentUGNatureV
GeneticsSG2019SGbXSGZWTZb 36.3 153

415 zetaTanalysisGofGgenomeTwideGassociationGstudiesGinGnfricanGnmericansGprovidesGinsightsGintoGtheG
geneticGarchitectureGofGtypeGYGdiabetesUGPLoSVGeneticsSG2014SGXWSGeXWWabXd 6 151

414
tenomeGnnalysesGofGkYWWSWWWGvndividualsGvdentifyGbeGyociGforGphronicGvnflammationGandGuighlightG
–athwaysGthatGyinkGvnflammationGandGpomplexGqisordersUGAmericanVJournalVofVHumanVGeneticsSG
2018SGXWZSGcfXTdWc

11 151

413 teneticGdeterminantsGofGcirculatingGsphingolipidGconcentrationsGinGruropeanGpopulationsUGPLoSV
GeneticsSG2009SGbSGeXWWWcdY 6 150

412 ndmixtureGmappingGofGwhiteGcellGcountgGgeneticGlocusGresponsibleGforGlowerGwhiteGbloodGcellGcountG
inGtheGuealthGnopGandGwacksonGueartGstudiesUGAmericanVJournalVofVHumanVGeneticsSG2008SGeYSGeXTd 11 150

411
teneticGadaptationGofGfattyTacidGmetabolismgGaGhumanTspecificGhaplotypeGincreasingGtheG
biosynthesisGofGlongTchainGomegaTZGandGomegaTcGfattyGacidsUGAmericanVJournalVofVHumanVGeneticsSG
2012SGfWSGeWfTYW

11 148

James G Wilson

8



410 yowTfrequencyGandGrareGexomeGchipGvariantsGassociateGwithGfastingGglucoseGandGtypeGYGdiabetesG
susceptibilityUGNatureVCommunicationsSG2015SGcSGbefd 17.4 147

409 tenomeTwideGassociationGstudyGidentifiesGnovelGlociGassociatedGwithGcirculatingGphosphoTGandG
sphingolipidGconcentrationsUGPLoSVGeneticsSG2012SGeSGeXWWYafW 6 145

408 YGchromosomesGtravelingGsouthgGtheGcohenGmodalGhaplotypeGandGtheGoriginsGofGtheGyembaTTtheG
IolackGwewsGofG₁outhernGnfricaIUGAmericanVJournalVofVHumanVGeneticsSG2000SGccSGcdaTec 11 144

407 tenomeTwideGassociationGandGfunctionalGfollowTupGrevealsGnewGlociGforGkidneyGfunctionUGPLoSV
GeneticsSG2012SGeSGeXWWYbea 6 143

406 nGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGnfricanGnmericansUGPLoSVONESG2012SG
dSGeYfYWY 3.7 138

405 tenomeTwideGassociationGmetaTanalysisGhighlightsGlightTinducedGsignalingGasGaGdriverGforGrefractiveG
errorUGNatureVGeneticsSG2018SGbWSGeZaTeae 36.3 135

404 nGpredominantlyGindigenousGpaternalGheritageGforGtheGnustronesianTspeakingGpeoplesGofGinsularG
₁outheastGnsiaGandG’ceaniaUGAmericanVJournalVofVHumanVGeneticsSG2001SGceSGaZYTaZ 11 134

403 rxomeGsequencingGofGYWSdfX´ casesGofGtypeGYGdiabetesGandGYaSaaW´ controlsUGNatureSG2019SGbdWSGdXTdc 50.4 129

402 nGYGchromosomeGcensusGofGtheGoritishGvslesUGCurrentVBiologySG2003SGXZSGfdfTea 6.3 129

401 vnheritedGcausesGofGclonalGhaematopoiesisGinGfdScfXGwholeGgenomesUGNatureSG2020SGbecSGdcZTdce 50.4 127

400 –henotypicGpharacterizationGofGtenetically´ yoweredGuumanGyipoproteinOaPGyevelsUGJournalVofVtheV
AmericanVCollegeVofVCardiologySG2016SGceSGYdcXTYddY 15.1 127

399 nssociationGofGsickleGcellGtraitGwithGchronicGkidneyGdiseaseGandGalbuminuriaGinGnfricanGnmericansUG
JAMAVlVJournalVofVtheVAmericanVMedicalVAssociationSG2014SGZXYSGYXXbTYb 27.4 126

398 pandidateGgeneGassociationGresourceGOpnRePgGdesignSGmethodsSGandGproofGofGconceptUGCirculation:V
CardiovascularVGeneticsSG2010SGZSGYcdTdb 125

397 ‘ewGlociGassociatedGwithGcentralGcorneaGthicknessGincludeGp’ybnXSGnxn–XZGandGnVtReUGHumanV
MolecularVGeneticsSG2010SGXfSGaZWaTXX 5.6 125

396 αargetGgenesSGvariantsSGtissuesGandGtranscriptionalGpathwaysGinfluencingGhumanGserumGurateGlevelsUG
NatureVGeneticsSG2019SGbXSGXabfTXada 36.3 122

395 zetaTanalysisGofGtenomeTWideGnssociationG₁tudiesGforGrxtraversiongGsindingsGfromGtheGteneticsGofG
–ersonalityGponsortiumUGBehaviorVGeneticsSG2016SGacSGXdWTeY 3.2 122

394 qirectionalGdominanceGonGstatureGandGcognitionGin´ diverseGhumanGpopulationsUGNatureSG2015SGbYZSGabfTacY50.4 119

393 yifeTpourseGtenomeTwideGnssociationG₁tudyGzetaTanalysisGofGαotalGoodyGozqGandGnssessmentGofG
ngeT₁pecificGrffectsUGAmericanVJournalVofVHumanVGeneticsSG2018SGXWYSGeeTXWY 11 119

(2018-2015)
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392 ‘ineGlociGforGocularGaxialGlengthGidentifiedGthroughGgenomeTwideGassociationGstudiesSGincludingG
sharedGlociGwithGrefractiveGerrorUGAmericanVJournalVofVHumanVGeneticsSG2013SGfZSGYcaTdd 11 116

391
soundingGmothersGofGwewishGcommunitiesgGgeographicallyGseparatedGwewishGgroupsGwereG
independentlyGfoundedGbyGveryGfewGfemaleGancestorsUGAmericanVJournalVofVHumanVGeneticsSG2002SG
dWSGXaXXTYW

11 113

390 tenomeTwideGassociationGstudyGofGwhiteGbloodGcellGcountGinGXcSZeeGnfricanGnmericansgGtheG
continentalGoriginsGandGgeneticGepidemiologyGnetworkGOp’tr‘αPUGPLoSVGeneticsSG2011SGdSGeXWWYXWe 6 111

389 nssociationGofGRareGandGpommonGVariationGinGtheGyipoproteinGyipaseGteneGWithGporonaryGnrteryG
qiseaseUGJAMAVlVJournalVofVtheVAmericanVMedicalVAssociationSG2017SGZXdSGfZdTfac 27.4 109

388
zultiethnicGmetaTanalysisGofGgenomeTwideGassociationGstudiesGinGkXWWGWWWGsubjectsGidentifiesGYZG
fibrinogenTassociatedGyociGbutGnoGstrongGevidenceGofGaGcausalGassociationGbetweenGcirculatingG
fibrinogenGandGcardiovascularGdiseaseUGCirculationSG2013SGXYeSGXZXWTYa

16.7 107

387 tenomeTwideGassociationGanalysisGidentifiesGmultipleGlociGrelatedGtoGrestingGheartGrateUGHumanV
MolecularVGeneticsSG2010SGXfSGZeebTfa 5.6 106

386 tenomeTwideGmetaTanalysisGofGYaXSYbeGadultsGaccountingGforGsmokingGbehaviourGidentifiesGnovelG
lociGforGobesityGtraitsUGNatureVCommunicationsSG2017SGeSGXafdd 17.4 105

385 tenomeTwideGassociationGanalysisGidentifiesGsixGnewGlociGassociatedGwithGforcedGvitalGcapacityUG
NatureVGeneticsSG2014SGacSGccfTdd 36.3 104

384 nssessingGtheGphenotypicGeffectsGinGtheGgeneralGpopulationGofGrareGvariantsGinGgenesGforGaGdominantG
zendelianGformGofGdiabetesUGNatureVGeneticsSG2013SGabSGXZeWTb 36.3 103

383
vmputationGofGexomeGsequenceGvariantsGintoGpopulationTGbasedGsamplesGandG
bloodTcellTtraitTassociatedGlociGinGnfricanGnmericansgG‘uyovGt’GrxomeG₁equencingG–rojectUG
AmericanVJournalVofVHumanVGeneticsSG2012SGfXSGdfaTeWe

11 103

382 tenomeTwideGphysicalGactivityGinteractionsGinGadiposityGTGnGmetaTanalysisGofGYWWSabYGadultsUGPLoSV
GeneticsSG2017SGXZSGeXWWcbYe 6 103

381 nGcombinedGlongTrangeGphasingGandGlongGhaplotypeGimputationGmethodGtoGimputeGphaseGforG₁‘–G
genotypesUGGeneticsVSelectionVEvolutionSG2011SGaZSGXY 4.9 101

380 zetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGsixGnewGyociGforGserumGcalciumG
concentrationsUGPLoSVGeneticsSG2013SGfSGeXWWZdfc 6 100

379 tenomeTwideGassociationGuncoversGsharedGgeneticGeffectsGamongGpersonalityGtraitsGandGmoodG
statesUGAmericanVJournalVofVMedicalVGeneticsVPartVB:VNeuropsychiatricVGeneticsSG2012SGXbfoSGceaTfb 3.5 98

378 rxtensiveGfemaleTmediatedGgeneGflowGfromGsubT₁aharanGnfricaGintoGnearGeasternGnrabGpopulationsUG
AmericanVJournalVofVHumanVGeneticsSG2003SGdYSGXWbeTca 11 97

377 αypeGYGqiabetesGVariantsGqisruptGsunctionGofG₁ypXcnXXGthroughGαwoGqistinctGzechanismsUGCellSG
2017SGXdWSGXffTYXYUeYW 56.2 94

376 zultipleGlociGareGassociatedGwithGwhiteGbloodGcellGphenotypesUGPLoSVGeneticsSG2011SGdSGeXWWYXXZ 6 92

375 nGcontinuumGofGadmixtureGinGtheGWesternGuemisphereGrevealedGbyGtheGnfricanGqiasporaGgenomeUG
NatureVCommunicationsSG2016SGdSGXYbYY 17.4 90
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374 teneticGvariantsGlinkedGtoGeducationGpredictGlongevityUGProceedingsVofVtheVNationalVAcademyVofV
SciencesVofVtheVUnitedVStatesVofVAmericaSG2016SGXXZSGXZZccTXZZdX 11.5 90

373 qeepTcoverageGwholeGgenomeGsequencesGandGbloodGlipidsGamongGXcSZYaGindividualsUGNatureV
CommunicationsSG2018SGfSGZZfX 17.4 90

372
UseGofGkXWWSWWWG‘uyovGαransT’micsGforG–recisionGzedicineGOα’–zedPGponsortiumGwholeGgenomeG
sequencesGimprovesGimputationGqualityGandGdetectionGofGrareGvariantGassociationsGinGadmixedG
nfricanGandGuispanicVyatinoGpopulationsUGPLoSVGeneticsSG2019SGXbSGeXWWebWW

6 90

371 yargeGmetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGfiveGlociGforGleanGbodyGmassUG
NatureVCommunicationsSG2017SGeSGeW 17.4 88

370 phronotypeGandGsleepGdurationgGtheGinfluenceGofGseasonGofGassessmentUGChronobiologyVInternationalSG
2014SGZXSGdZXTaW 3.6 87

369 rnhancedGstatisticalGtestsGforGtWn₁GinGadmixedGpopulationsgGassessmentGusingGnfricanGnmericansG
fromGpnReGandGaGoreastGpancerGponsortiumUGPLoSVGeneticsSG2011SGdSGeXWWXZdX 6 86

368 rxplorationGofGhaplotypeGresearchGconsortiumGimputationGforGgenomeTwideGassociationGstudiesGinG
YWSWZYGtenerationG₁cotlandGparticipantsUGGenomeVMedicineSG2017SGfSGYZ 14.4 85

367 ‘ovelGoloodG–ressureGyocusGandGteneGqiscoveryGUsingGtenomeTWideGnssociationG₁tudyGandG
rxpressionGqataG₁etsGsromGoloodGandGtheGxidneyUGHypertensionSG2017SG 8.5 85

366
–lasmaGphosphatidylcholineGandGsphingomyelinGconcentrationsGareGassociatedGwithGdepressionGandG
anxietyGsymptomsGinGaGqutchGfamilyTbasedGlipidomicsGstudyUGJournalVofVPsychiatricVResearchSG2013SG
adSGZbdTcY

5.2 84

365 nssociationGbetweenGchromosomeGfpYXGvariantsGandGtheGankleTbrachialGindexGidentifiedGbyGaG
metaTanalysisGofGYXGgenomeTwideGassociationGstudiesUGCirculation:VCardiovascularVGeneticsSG2012SGbSGXWWTXY 84

364 nGmetaTanalysisGandGgenomeTwideGassociationGstudyGofGplateletGcountGandGmeanGplateletGvolumeGinG
africanGamericansUGPLoSVGeneticsSG2012SGeSGeXWWYafX 6 84

363 tenomicsGofGXGmillionGparentGlifespansGimplicatesGnovelGpathwaysGandGcommonGdiseasesGandG
distinguishesGsurvivalGchancesUGELifeSG2019SGeSG 8.9 82

362 nssociationGofG₁ickleGpellGαraitGWithGuemoglobinGnXcGinGnfricanGnmericansUGJAMAVlVJournalVofVtheV
AmericanVMedicalVAssociationSG2017SGZXdSGbWdTbXb 27.4 81

361 –leiotropicGgenesGforGmetabolicGsyndromeGandGinflammationUGMolecularVGeneticsVandVMetabolismSG
2014SGXXYSGZXdTZe 3.7 81

360 pommonGvariantsGinGtheGwnZsXGgeneGassociatedGwithGheightGidentifiedGbyGlinkageGandGgenomeTwideG
associationGanalysisUGHumanVMolecularVGeneticsSG2009SGXeSGZdZTeW 5.6 81

359 ‘ewGinsightsGintoGtheGgeneticsGofGprimaryGopenTangleGglaucomaGbasedGonGmetaTanalysesGofG
intraocularGpressureGandGopticGdiscGcharacteristicsUGHumanVMolecularVGeneticsSG2017SGYcSGaZeTabZ 5.6 80

358 zultiethnicGgenomeTwideGmetaTanalysisGofGectopicGfatGdepotsGidentifiesGlociGassociatedGwithG
adipocyteGdevelopmentGandGdifferentiationUGNatureVGeneticsSG2017SGafSGXYbTXZW 36.3 80

357
uarmonizationGofG‘euroticismGandGrxtraversionGphenotypesGacrossGinventoriesGandGcohortsGinGtheG
teneticsGofG–ersonalityGponsortiumgGanGapplicationGofGvtemGResponseGαheoryUGBehaviorVGeneticsSG
2014SGaaSGYfbTZXZ

3.2 80

(2014-2016)
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356 zetaTanalysisGofGgeneTenvironmentTwideGassociationGscansGaccountingGforGeducationGlevelGidentifiesG
additionalGlociGforGrefractiveGerrorUGNatureVCommunicationsSG2016SGdSGXXWWe 17.4 79

355 ₁ixteenGnewGlungGfunctionGsignalsGidentifiedGthroughGXWWWGtenomesG–rojectGreferenceGpanelG
imputationUGNatureVCommunicationsSG2015SGcSGecbe 17.4 79

354 tenomeTwideGmetaTanalysisGassociatesGuynTq nXVqRoXGandGy–nGandGlifestyleGfactorsGwithGhumanG
longevityUGNatureVCommunicationsSG2017SGeSGfXW 17.4 78

353 ₁tudyGdesignGforGgeneticGanalysisGinGtheGwacksonGueartG₁tudyUGEthnicityVandVDiseaseSG2005SGXbSG₁cTZWTZd 1.8 77

352 vdentificationGandGfunctionalGcharacterizationGofGtc–pYGcodingGvariantsGinfluencingGglycemicGtraitsG
defineGanGeffectorGtranscriptGatGtheGtc–pYTnopoXXGlocusUGPLoSVGeneticsSG2015SGXXSGeXWWaedc 6 76

351 bYGteneticGyociGvnfluencingGzyocardial´ zassUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2016SG
ceSGXaZbTXaae 15.1 76

350 zutationsGinGu‘sXnGresultGinGmarkedGalterationsGofGplasmaGglycanGprofileUGDiabetesSG2013SGcYSGXZYfTZd 0.9 74

349 –revalenceGandGclinicalGpredictionGofGosteoporosisGinGaGcontemporaryGcohortGofGpatientsGwithG
rheumatoidGarthritisUGRheumatologySG2014SGbZSGXdbfTcc 3.9 73

348 αheGpeoplingGofGruropeGandGtheGcautionaryGtaleGofGYGchromosomeGlineageGRTzYcfUGProceedingsVofV
theVRoyalVSocietyVB:VBiologicalVSciencesSG2012SGYdfSGeeaTfY 4.4 73

347 tenomeGwideGassociationGidentifiesGcommonGvariantsGatGtheG₁rR–v‘ncV₁rR–v‘nXGlocusGinfluencingG
plasmaGcortisolGandGcorticosteroidGbindingGglobulinUGPLoSVGeneticsSG2014SGXWSGeXWWaada 6 71

346 qimethylguanidinoGvalericGacidGisGaGmarkerGofGliverGfatGandGpredictsGdiabetesUGJournalVofVClinicalV
InvestigationSG2017SGXYdSGaZfaTaaWY 15.9 71

345 q‘nGmethylationTbasedGestimatorGofGtelomereGlengthUGAgingSG2019SGXXSGbefbTbfYZ 5.6 69

344 nnalysisGcommonsSGaGteamGapproachGtoGdiscoveryGinGaGbigTdataGenvironmentGforGgeneticG
epidemiologyUGNatureVGeneticsSG2017SGafSGXbcWTXbcZ 36.3 68

343 ₁equencingGofGbZSeZXGdiverseGgenomesGfromGtheG‘uyovGα’–zedG–rogram 68

342 ndultGheightSGcoronaryGheartGdiseaseGandGstrokegGaGmultiTlocusGzendelianGrandomizationG
metaTanalysisUGInternationalVJournalVofVEpidemiologySG2016SGabSGXfYdTXfZd 7.8 65

341 rstrogensGregulateGglycosylationGofGvgtGinGwomenGandGmenUGJCIVInsightSG2017SGYSGeefdWZ 9.9 64

340 tWn₁GandGcolocalizationGanalysesGimplicateGcarotidGintimaTmediaGthicknessGandGcarotidGplaqueGlociG
inGcardiovascularGoutcomesUGNatureVCommunicationsSG2018SGfSGbXaX 17.4 64

339 rvidenceGofGinbreedingGdepressionGonGhumanGheightUGPLoSVGeneticsSG2012SGeSGeXWWYcbb 6 62
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338 –lateletTRelatedGVariantsGvdentifiedGbyGrxomechipGzetaTanalysisGinGXbdSYfZGvndividualsUGAmericanV
JournalVofVHumanVGeneticsSG2016SGffSGaWTbb 11 61

337 –olymorphismsGinGoZtnαXSG₁ypfnfGandGztnαbGareGassociatedGwithGvariationGwithinGtheGhumanG
plasmaG‘TglycomeGofGZbZZGruropeanGadultsUGHumanVMolecularVGeneticsSG2011SGYWSGbWWWTXX 5.6 61

336 ₁exGchromosomalGtransposableGelementGaccumulationGandGmaleTdrivenGsubstitutionalGevolutionGinG
humansUGMolecularVBiologyVandVEvolutionSG2000SGXdSGeWaTXY 8.3 61

335 tenomicGandGdrugGtargetGevaluationGofGfWGcardiovascularGproteinsGinGZWSfZXGindividualsUGNatureV
MetabolismSG2020SGYSGXXZbTXXae 14.6 61

334
qiscoveryGandGfineTmappingGofGadiposityGlociGusingGhighGdensityGimputationGofGgenomeTwideG
associationGstudiesGinGindividualsGofGnfricanGancestrygGnfricanGnncestryGnnthropometryGteneticsG
ponsortiumUGPLoSVGeneticsSG2017SGXZSGeXWWcdXf

6 60

333 qiscoveryGandGfineGmappingGofGserumGproteinGlociGthroughGtransethnicGmetaTanalysisUGAmericanV
JournalVofVHumanVGeneticsSG2012SGfXSGdaaTbZ 11 58

332 nGgenomeTwideGassociationGscanGofGRRGandG αGintervalGdurationGinGZGruropeanGgeneticallyGisolatedG
populationsgGtheGrUR’₁–n‘GprojectUGCirculation:VCardiovascularVGeneticsSG2009SGYSGZYYTe 58

331 ponsistentGlongTrangeGlinkageGdisequilibriumGgeneratedGbyGadmixtureGinGaGoantuT₁emiticGhybridG
populationUGAmericanVJournalVofVHumanVGeneticsSG2000SGcdSGfYcTZb 11 58

330 yargeGscaleGinternationalGreplicationGandGmetaTanalysisGstudyGconfirmsGassociationGofGtheGXbqXaG
locusGwithGmyopiaUGαheGpRrnzGconsortiumUGHumanVGeneticsSG2012SGXZXSGXacdTeW 6.3 57

329 tenomeTwideGlinkageGanalysisGofGserumGcreatinineGinGthreeGisolatedGruropeanGpopulationsUGKidneyV
InternationalSG2009SGdcSGYfdTZWc 9.9 57

328 nfricanGancestryGandGitsGcorrelationGtoGtypeGYGdiabetesGinGnfricanGnmericansgGaGgeneticGadmixtureG
analysisGinGthreeGUU₁UGpopulationGcohortsUGPLoSVONESG2012SGdSGeZYeaW 3.7 56

327 nnalysisGofGpredictedGlossTofTfunctionGvariantsGinGUxGoiobankGidentifiesGvariantsGprotectiveGforG
diseaseUGNatureVCommunicationsSG2018SGfSGXcXZ 17.4 55

326 VariantsGnearGpuR‘nZVbGandGn–’rGhaveGageTGandGsexTrelatedGeffectsGonGhumanGlifespanUGNatureV
CommunicationsSG2016SGdSGXXXda 17.4 55

325
uumanGtelomeresGthatGcarryGanGintegratedGcopyGofGhumanGherpesvirusGcGareGoftenGshortGandG
unstableSGfacilitatingGreleaseGofGtheGviralGgenomeGfromGtheGchromosomeUGNucleicVAcidsVResearchSG
2014SGaYSGZXbTYd

20.1 55

324 nGmetaTanalysisGofGXYWGYacGindividualsGidentifiesGXeGnewGlociGforGfibrinogenGconcentrationUGHumanV
MolecularVGeneticsSG2016SGYbSGZbeTdW 5.6 54

323 UsingGpopulationGadmixtureGtoGhelpGcompleteGmapsGofGtheGhumanGgenomeUGNatureVGeneticsSG2013SG
abSGaWcTXaSGaXaeXTY 36.3 54

322 vntegrationGofGgenomeTwideGassociationGstudiesGwithGbiologicalGknowledgeGidentifiesGsixGnovelG
genesGrelatedGtoGkidneyGfunctionUGHumanVMolecularVGeneticsSG2012SGYXSGbZYfTaZ 5.6 54

321 nssociationsGofGzitochondrialGandG‘uclearGzitochondrialGVariantsGandGtenesGwithG₁evenGzetabolicG
αraitsUGAmericanVJournalVofVHumanVGeneticsSG2019SGXWaSGXXYTXZe 11 54

(2019-2016)
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320 ₁ickleGpellGαraitGandGtheGRiskGofGr₁RqGinGolacksUGJournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG
2017SGYeSGYXeWTYXed 12.7 53

319 –henotypicGponsequencesGofGaGteneticG–redispositionGtoGrnhancedG‘itricG’xideG₁ignalingUG
CirculationSG2018SGXZdSGYYYTYZY 16.7 53

318 qeepGcoverageGwholeGgenomeGsequencesGandGplasmaGlipoproteinOaPGinGindividualsGofGruropeanGandG
nfricanGancestriesUGNatureVCommunicationsSG2018SGfSGYcWc 17.4 53

317 zolecularGmechanismsGunderlyingGvariationsGinGlungGfunctiongGaGsystemsGgeneticsGanalysisUGLancetV
RespiratoryVMedicinektheSG2015SGZSGdeYTfb 35.1 52

316
zetaTanalysisGofGgenomeTwideGassociationGstudiesGinGfiveGcohortsGrevealsGcommonGvariantsGinG
Ros’XXSGaGregulatorGofGtissueTspecificGsplicingSGassociatedGwithGrefractiveGerrorUGHumanVMolecularV
GeneticsSG2013SGYYSGYdbaTca

5.6 52

315 vncreasedGplasmaG‘TglycomeGcomplexityGisGassociatedGwithGhigherGriskGofGtypeGYGdiabetesUG
DiabetologiaSG2017SGcWSGYZbYTYZcW 10.3 52

314
tenomeTwideGassociationGofGcopyTnumberGvariationGrevealsGanGassociationGbetweenGshortGstatureG
andGtheGpresenceGofGlowTfrequencyGgenomicGdeletionsUGAmericanVJournalVofVHumanVGeneticsSG2011SG
efSGdbXTf

11 52

313 ResolvingGtheGancestryGofGnustronesianTspeakingGpopulationsUGHumanVGeneticsSG2016SGXZbSGZWfTYc 6.3 51

312 αransferabilityGandGfineGmappingGofGtypeGYGdiabetesGlociGinGnfricanGnmericansgGtheGpandidateGteneG
nssociationGResourceG–lusG₁tudyUGDiabetesSG2013SGcYSGfcbTdc 0.9 51

311 teneticGmechanismsGofGcriticalGillnessGinGpovidTXf 51

310 tenomeTWideGnssociationGαransethnicGzetaTnnalysesGvdentifiesG‘ovelGnssociationsGRegulatingG
poagulationGsactorGVvvvGandGvonGWillebrandGsactorG–lasmaGyevelsUGCirculationSG2019SGXZfSGcYWTcZb 16.7 51

309 nGmissenseGvariantGinGzitochondrialGnmidoximeGReducingGpomponentGXGgeneGandGprotectionG
againstGliverGdiseaseUGPLoSVGeneticsSG2020SGXcSGeXWWecYf 6 49

308 –roteinTαruncatingGVariantsGatGtheGpholesterylGrsterGαransferG–roteinGteneGandGRiskGforGporonaryG
ueartGqiseaseUGCirculationVResearchSG2017SGXYXSGeXTee 15.7 48

307 tenomeTwideGstudiesGofGverbalGdeclarativeGmemoryGinGnondementedGolderGpeoplegGtheGpohortsGforG
ueartGandGngingGResearchGinGtenomicGrpidemiologyGconsortiumUGBiologicalVPsychiatrySG2015SGddSGdafTcZ 7.9 48

306 ₁haredGgeneticGregulatoryGnetworksGforGcardiovascularGdiseaseGandGtypeGYGdiabetesGinGmultipleG
populationsGofGdiverseGethnicitiesGinGtheGUnitedG₁tatesUGPLoSVGeneticsSG2017SGXZSGeXWWdWaW 6 48

305
tlycosylationG–rofileGofGvmmunoglobulinGtGvsGprossT₁ectionallyGnssociatedGWithGpardiovascularG
qiseaseGRiskG₁coreGandG₁ubclinicalGntherosclerosisGinGαwoGvndependentGpohortsUGCirculationV
ResearchSG2018SGXYYSGXbbbTXbca

15.7 48

304 zultivariateGdiscoveryGandGreplicationGofGfiveGnovelGlociGassociatedGwithGvmmunoglobulinGtG
‘TglycosylationUGNatureVCommunicationsSG2017SGeSGaad 17.4 48

303 nssociationGofGadiposityGgeneticGvariantsGwithGmenarcheGtimingGinGfYSXWbGwomenGofGruropeanG
descentUGAmericanVJournalVofVEpidemiologySG2013SGXdeSGabXTcW 3.8 48
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302 teneticGpredictorsGofGfibrinGqTdimerGlevelsGinGhealthyGadultsUGCirculationSG2011SGXYZSGXecaTdY 16.7 47

301 rxomeGtenotypingGvdentifiesG–leiotropicGVariantsGnssociatedGwithGRedGoloodGpellGαraitsUGAmericanV
JournalVofVHumanVGeneticsSG2016SGffSGeTYX 11 47

300 tenomicsTsirstGrvaluationGofGueartGqiseaseGnssociatedGWithGαitinTαruncatingGVariantsUGCirculationSG
2019SGXaWSGaYTba 16.7 46

299 nGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNatureVCommunicationsSG2016SGdSGXZZbd 17.4 46

298 zodelingGofGenvironmentalGeffectsGinGgenomeTwideGassociationGstudiesGidentifiesG₁ypYnYGandGu–GasG
novelGlociGinfluencingGserumGcholesterolGlevelsUGPLoSVGeneticsSG2010SGcSGeXWWWdfe 6 46

297 zultiethnicGmetaTanalysisGidentifiesGancestryTspecificGandGcrossTancestryGlociGforGpulmonaryG
functionUGNatureVCommunicationsSG2018SGfSGYfdc 17.4 45

296 yeveragingGpopulationGadmixtureGtoGcharacterizeGtheGheritabilityGofGcomplexGtraitsUGNatureVGeneticsSG
2014SGacSGXZbcTcY 36.3 45

295 αransTethnicGmetaTanalysisGofGwhiteGbloodGcellGphenotypesUGHumanVMolecularVGeneticsSG2014SGYZSGcfaaTcW5.6 45

294 UncoveringGnetworksGfromGgenomeTwideGassociationGstudiesGviaGcircularGgenomicGpermutationUGGs:V
GeneskVGenomeskVGeneticsSG2012SGYSGXWcdTdb 3.2 45

293 αheGtransTancestralGgenomicGarchitectureGofGglycemicGtraitsUGNatureVGeneticsSG2021SGbZSGeaWTecW 36.3 44

292 –roteinTcodingGvariantsGimplicateGnovelGgenesGrelatedGtoGlipidGhomeostasisGcontributingGtoGbodyTfatG
distributionUGNatureVGeneticsSG2019SGbXSGabYTacf 36.3 44

291 nGgeneticGchronologyGforGtheGvndianG₁ubcontinentGpointsGtoGheavilyGsexTbiasedGdispersalsUGBMCV
EvolutionaryVBiologySG2017SGXdSGee 3 43

290 rfficientGVariantG₁etGzixedGzodelGnssociationGαestsGforGpontinuousGandGoinaryGαraitsGinGyargeT₁caleG
WholeTtenomeG₁equencingG₁tudiesUGAmericanVJournalVofVHumanVGeneticsSG2019SGXWaSGYcWTYda 11 43

289 αheGRoleGofGRecentGndmixtureGinGsormingGtheGpontemporaryGWestGrurasianGtenomicGyandscapeUG
CurrentVBiologySG2015SGYbSGYbXeTYc 6.3 42

288 yargeT₁caleGrxomeTwideGnssociationGnnalysisGvdentifiesGyociGforGWhiteGoloodGpellGαraitsGandG
–leiotropyGwithGvmmuneTzediatedGqiseasesUGAmericanVJournalVofVHumanVGeneticsSG2016SGffSGYYTZf 11 42

287 nggregateGpenetranceGofGgenomicGvariantsGforGactionableGdisordersGinGruropeanGandGnfricanG
nmericansUGScienceVTranslationalVMedicineSG2016SGeSGZcaraXbX 17.5 41

286 αransTethnicGzetaTanalysisGandGsunctionalGnnnotationGvlluminatesGthe´ teneticGnrchitectureGofG
sastingGtlucoseGandGvnsulinUGAmericanVJournalVofVHumanVGeneticsSG2016SGffSGbcTdb 11 41

285 nGcomprehensiveGevaluationGofGpotentialGlungGfunctionGassociatedGgenesGinGtheG₁pirozetaGgeneralG
populationGsampleUGPLoSVONESG2011SGcSGeXfZeY 3.7 41

(2011-2011)
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284 nssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNatureVCommunicationsSG
2019SGXWSGafbd 17.4 40

283 ₁ingleTcellGexpressionGprofilingGofGdopaminergicGneuronsGcombinedGwithGassociationGanalysisG
identifiesGpyridoxalGkinaseGasG–arkinsonNsGdiseaseGgeneUGAnnalsVofVNeurologySG2009SGccSGdfYTe 9.4 40

282 –revalenceGandGcorrelatesGofGobstructiveGsleepGapneaGamongGnfricanGnmericansgGtheGwacksonGueartG
₁leepG₁tudyUGSleepSG2018SGaXSG 1.1 40

281 –RGintervalGgenomeTwideGassociationGmetaTanalysisGidentifiesGbWGlociGassociatedGwithGatrialGandG
atrioventricularGelectricalGactivityUGNatureVCommunicationsSG2018SGfSGYfWa 17.4 39

280 oayesianGassociationGscanGrevealsGlociGassociatedGwithGhumanGlifespanGandGlinkedGbiomarkersUG
NatureVCommunicationsSG2017SGeSGXbeaY 17.4 39

279 nGmetaTanalysisGofGgenomeTwideGdataGfromGfiveGruropeanGisolatesGrevealsGanGassociationGofG
p’yYYnXSG₁YαXSGandGtnoRRYGwithGserumGcreatinineGlevelUGBMCVMedicalVGeneticsSG2010SGXXSGaX 2.1 39

278 zultiTethnicGanalysisGofGlipidTassociatedGlocigGtheG‘uyovGpnReGprojectUGPLoSVONESG2012SGdSGeZcadZ 3.7 39

277 tlycosylationGofGimmunoglobulinGtGisGregulatedGbyGaGlargeGnetworkGofGgenesGpleiotropicGwithG
inflammatoryGdiseasesUGScienceVAdvancesSG2020SGcSGeaaxWZWX 14.3 38

276 tWn₁GforGmaleTpatternGbaldnessGidentifiesGdXGsusceptibilityGlociGexplainingGZeLGofGtheGriskUGNatureV
CommunicationsSG2017SGeSGXbea 17.4 37

275 rnrichmentGofGlowTfrequencyGfunctionalGvariantsGrevealedGbyGwholeTgenomeGsequencingGofG
multipleGisolatedGruropeanGpopulationsUGNatureVCommunicationsSG2017SGeSGXbfYd 17.4 37

274 pausalGandGsyntheticGassociationsGofGvariantsGinGtheG₁rR–v‘nGgeneGclusterGwithGalphaXTantitrypsinG
serumGlevelsUGPLoSVGeneticsSG2013SGfSGeXWWZbeb 6 37

273
oayesianGmethodsGforGinstrumentalGvariableGanalysisGwithGgeneticGinstrumentsGONzendelianG
randomizationNPgGexampleGwithGurateGtransporterG₁ypYnfGasGanGinstrumentalGvariableGforGeffectGofG
urateGlevelsGonGmetabolicGsyndromeUGInternationalVJournalVofVEpidemiologySG2010SGZfSGfWdTXe

7.8 37

272 yinkageGandGgenomeTwideGassociationGanalysisGofGobesityTrelatedGphenotypesgGassociationGofG
weightGwithGtheGztnαXGgeneUGObesitySG2010SGXeSGeWZTe 8 37

271 nGnewGprevalenceGstudyGofGmultipleGsclerosisGinG’rkneySG₁hetlandGandGnberdeenGcityUGJournalVofV
NeurologykVNeurosurgeryVandVPsychiatrySG2012SGeZSGdXfTYa 5.5 37

270 teneTcentricGmetaTanalysisGofGlipidGtraitsGinGnfricanSGrastGnsianGandGuispanicGpopulationsUGPLoSVONESG
2012SGdSGebWXfe 3.7 37

269 prossTancestryGgenomeTwideGassociationGanalysisGofGcornealGthicknessGstrengthensGlinkGbetweenG
complexGandGzendelianGeyeGdiseasesUGNatureVCommunicationsSG2018SGfSGXeca 17.4 37

268 rxomeGsequencingGinGsuspectedGmonogenicGdyslipidemiasUGCirculation:VCardiovascularVGeneticsSG
2015SGeSGZaZTbW 36

267 tenomeTwideGmetaTanalysisGofGmyopiaGandGhyperopiaGprovidesGevidenceGforGreplicationGofGXXGlociUG
PLoSVONESG2014SGfSGeXWdXXW 3.7 36
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266 –opulationGstructureGandGgenomeTwideGpatternsGofGvariationGinGvrelandGandGoritainUGEuropeanV
JournalVofVHumanVGeneticsSG2010SGXeSGXYaeTba 5.3 36

265 nssociationGstudyGinGnfricanTadmixedGpopulationsGacrossGtheGnmericasGrecapitulatesGasthmaGriskGlociG
inGnonTnfricanGpopulationsUGNatureVCommunicationsSG2019SGXWSGeeW 17.4 36

264 tenomeTGandGexomeTwideGassociationGstudyGofGserumGlipoproteinGOaPGinGtheGwacksonGueartG₁tudyUG
JournalVofVHumanVGeneticsSG2015SGcWSGdbbTcX 4.3 35

263 q‘nGmismatchGrepairGgeneGz₁ucGimplicatedGinGdeterminingGageGatGnaturalGmenopauseUGHumanV
MolecularVGeneticsSG2014SGYZSGYafWTd 5.6 35

262 ₁equencingGandGanalysisGofGanGvrishGhumanGgenomeUGGenomeVBiologySG2010SGXXSGRfX 18.3 35

261 zultiethnicGrxomeTWideGnssociationG₁tudyGofG₁ubclinicalGntherosclerosisUGCirculation:V
CardiovascularVGeneticsSG2016SGfSGbXXTbYW 34

260 ‘ewGoloodG–ressureTnssociatedGyociGvdentifiedGinGzetaTnnalysesGofGadbGWWWGvndividualsUGCirculation:V
CardiovascularVGeneticsSG2017SGXWSG 33

259 RecentGgenomicGheritageGinG₁cotlandUGBMCVGenomicsSG2015SGXcSGaZd 4.5 33

258 αheGassociationGbetweenGgalactosylationGofGimmunoglobulinGtGandGbodyGmassGindexUGProgressVinV
NeurolPsychopharmacologyVandVBiologicalVPsychiatrySG2014SGaeSGYWTb 5.5 33

257
tenomeTwideGassociationGstudyGforGcirculatingGtissueGplasminogenGactivatorGlevelsGandGfunctionalG
followTupGimplicatesGendothelialG₁αXo–bGandG₁αXYUGArteriosclerosiskVThrombosiskVandVVascularV
BiologySG2014SGZaSGXWfZTXWX

9.4 33

256 zultivariateGgenomicGscanGimplicatesGnovelGlociGandGhaemGmetabolismGinGhumanGageingUGNatureV
CommunicationsSG2020SGXXSGZbdW 17.4 33

255 qynamicGincorporationGofGmultipleGinGsilicoGfunctionalGannotationsGempowersGrareGvariantG
associationGanalysisGofGlargeGwholeTgenomeGsequencingGstudiesGatGscaleUGNatureVGeneticsSG2020SGbYSGfcfTfeZ36.3 33

254 tenomeGofGαheG‘etherlandsGpopulationTspecificGimputationsGidentifyGanGnopncGvariantGassociatedG
withGcholesterolGlevelsUGNatureVCommunicationsSG2015SGcSGcWcb 17.4 32

253 ‘ewGalcoholTrelatedGgenesGsuggestGsharedGgeneticGmechanismsGwithGneuropsychiatricGdisordersUG
NatureVHumanVBehaviourSG2019SGZSGfbWTfcX 12.8 32

252 tenomeTwideGassociationGstudyGofGcoronaryGarteryGcalcifiedGatheroscleroticGplaqueGinGnfricanG
nmericansGwithGtypeGYGdiabetesUGBMCVGeneticsSG2017SGXeSGXWb 2.6 31

251 modifiesGTinducedGkidneyGdiseaseGriskUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaSG2018SGXXbSGZaacTZabX 11.5 31

250 nssociationGofGexomeGsequencesGwithGplasmaGpTreactiveGproteinGlevelsGinGkfWWWGparticipantsUG
HumanVMolecularVGeneticsSG2015SGYaSGbbfTdX 5.6 31

249
nssociationGofGgenomicGlociGfromGaGcardiovascularGgeneG₁‘–GarrayGwithGfibrinogenGlevelsGinG
ruropeanGnmericansGandGnfricanTnmericansGfromGsixGcohortGstudiesgGtheGpandidateGteneG
nssociationGResourceGOpnRePUGBloodSG2011SGXXdSGYceTdb

2.2 31

(2011-2010)
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248 zodulationGofGgeneticGassociationsGwithGserumGurateGlevelsGbyGbodyTmassTindexGinGhumansUGPLoSV
ONESG2015SGXWSGeWXXfdbY 3.7 31

247
WholeTrxomeG₁equencingGvdentifiesGyociGnssociatedGwithGoloodGpellGαraitsGandGRevealsGaGRoleGforG
nlternativeGtsvXoG₁pliceGVariantsGinGuumanGuematopoiesisUGAmericanVJournalVofVHumanVGeneticsSG
2016SGffSGaeXTe

11 31

246 tenomeTwideGαransTethnicGzetaTanalysisGvdentifiesG₁evenGteneticGyociGvnfluencingGrrythrocyteG
αraitsGandGaGRoleGforGRo–z₁GinGrrythropoiesisUGAmericanVJournalVofVHumanVGeneticsSG2017SGXWWSGbXTcZ 11 30

245 nssociationGoetweenG₁leepGnpneaGandGoloodG–ressureGpontrolGnmongGolacksUGCirculationSG2019SG
XZfSGXYdbTXYea 16.7 30

244 RareG–roteinTαruncatingGVariantsGinGn–’oSGyowerGyowTqensityGyipoproteinGpholesterolSGandG
–rotectionGngainstGporonaryGueartGqiseaseUGCirculationVGenomicVandVPrecisionVMedicineSG2019SGXYSGeWWYZdc5.2 30

243 vmputationGofGcodingGvariantsGinGnfricanGnmericansgGbetterGperformanceGusingGdataGfromGtheGexomeG
sequencingGprojectUGBioinformaticsSG2013SGYfSGYdaaTf 7.2 30

242 ₁exTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNatureV
CommunicationsSG2021SGXYSGYa 17.4 30

241 nGyowTsrequencyGvnactivatingGVariantGrnrichedGinGtheGsinnishG–opulationGvsGnssociatedGWithGsastingG
vnsulinGyevelsGandGαypeGYGqiabetesGRiskUGDiabetesSG2017SGccSGYWXfTYWZY 0.9 29

240
qeGnovoGmutationsGacrossGXSacbGdiverseGgenomesGrevealGmutationalGinsightsGandGreductionsGinGtheG
nmishGfounderGpopulationUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2020SGXXdSGYbcWTYbcf

11.5 29

239 nssociationGofGmedicationGwithGtheGhumanGplasmaG‘TglycomeUGJournalVofVProteomeVResearchSG2012SG
XXSGXeYXTZX 5.6 29

238 αheGαpsdyYGdiabetesGriskGvariantGisGassociatedGwithGubnâ��OpPGlevelsgGaGgenomeTwideGassociationG
metaTanalysisUGAnnalsVofVHumanVGeneticsSG2010SGdaSGadXTe 2.2 29

237 phronicGobstructiveGpulmonaryGdiseaseGandGrelatedGphenotypesgGpolygenicGriskGscoresGinG
populationTbasedGandGcaseTcontrolGcohortsUGLancetVRespiratoryVMedicinektheSG2020SGeSGcfcTdWe 35.1 29

236 teneticGinsightsGintoGbiologicalGmechanismsGgoverningGhumanGovarianGageingUGNatureSG2021SGbfcSGZfZTZfd50.4 28

235 pommonGvariantsGinGzendelianGkidneyGdiseaseGgenesGandGtheirGassociationGwithGrenalGfunctionUG
JournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG2013SGYaSGYXWbTXd 12.7 27

234 αheGpowerGofGregionalGheritabilityGanalysisGforGrareGandGcommonGvariantGdetectiongGsimulationsGandG
applicationGtoGeyeGbiometricalGtraitsUGFrontiersVinVGeneticsSG2013SGaSGYZY 4.5 27

233 zetaTanalysisGofGafGbafGindividualsGimputedGwithGtheGXWWWGtenomesG–rojectGrevealsGanGexonicG
damagingGvariantGinGn‘t–αyaGdeterminingGfastingGαtGlevelsUGJournalVofVMedicalVGeneticsSG2016SGbZSGaaXTf5.8 27

232 vdentityTbyTdescentTbasedGphasingGandGimputationGinGfounderGpopulationsGusingGgraphicalGmodelsUG
GeneticVEpidemiologySG2011SGZbSGebZTcW 2.6 26

231 pomparisonGofGparticipantGinformationGandGinformedGconsentGformsGofGfiveGruropeanGstudiesGinG
geneticGisolatedGpopulationsUGEuropeanVJournalVofVHumanVGeneticsSG2010SGXeSGYfcTZWY 5.3 26
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230 tenomeTwideGanalysisGofGepistasisGinGbodyGmassGindexGusingGmultipleGhumanGpopulationsUGEuropeanV
JournalVofVHumanVGeneticsSG2012SGYWSGebdTcY 5.3 26

229 pomparativeGassessmentGofGmethodsGforGestimatingGindividualGgenomeTwideG
homozygosityTbyTdescentGfromGhumanGgenomicGdataUGBMCVGenomicsSG2010SGXXSGXZf 4.5 26

228 rvidenceGforGlargeTscaleGgeneTbyTsmokingGinteractionGeffectsGonGpulmonaryGfunctionUGInternationalV
JournalVofVEpidemiologySG2017SGacSGefaTfWa 7.8 25

227 rxomeTchipGmetaTanalysisGidentifiesGnovelGlociGassociatedGwithGcardiacGconductionSGincludingG
nqnzα₁cUGGenomeVBiologySG2018SGXfSGed 18.3 25

226 pommonG˛–TglobinGvariantsGmodifyGhematologicGandGotherGclinicalGphenotypesGinGsickleGcellGtraitGandG
diseaseUGPLoSVGeneticsSG2018SGXaSGeXWWdYfZ 6 25

225 yargeGmultiethnicGpandidateGteneG₁tudyGforGpTreactiveGproteinGlevelsgGidentificationGofGaGnovelG
associationGatGpqZcGinGnfricanGnmericansUGHumanVGeneticsSG2014SGXZZSGfebTfb 6.3 25

224 nGgenomeTwideGscreenGforGinteractionsGrevealsGaGnewGlocusGonGapXbGmodifyingGtheGeffectGofG
waistTtoThipGratioGonGtotalGcholesterolUGPLoSVGeneticsSG2011SGdSGeXWWYZZZ 6 25

223 –anTancestryGexomeTwideGassociationGanalysesGofGp’VvqTXfGoutcomesGinGbecSXbdGindividualsUG
AmericanVJournalVofVHumanVGeneticsSG2021SGXWeSGXZbWTXZbb 11 25

222 qisentanglingGtheGgeneticsGofGleanGmassUGAmericanVJournalVofVClinicalVNutritionSG2019SGXWfSGYdcTYed 7 24

221 tenomeTwideGmetaTanalysisGofGcommonGvariantGdifferencesGbetweenGmenGandGwomenUGHumanV
MolecularVGeneticsSG2012SGYXSGaeWbTXb 5.6 24

220 αheGpowerGofGgeneticGdiversityGinGgenomeTwideGassociationGstudiesGofGlipidsUGNatureSG2021SG 50.4 24

219 rlevatedGqTdimerGlevelsGinGnfricanGnmericansGwithGsickleGcellGtraitUGBloodSG2016SGXYdSGYYcXTZ 2.2 24

218 tenomicGinsightsGintoGtheGpopulationGstructureGandGhistoryGofGtheGvrishGαravellersUGScientificVReportsSG
2017SGdSGaYXed 4.9 23

217 plinicalGteneticGαestingGforGn–’yXgGnreGweGαhereGYetlUGSeminarsVinVNephrologySG2017SGZdSGbbYTbbd 4.8 23

216 RareGcodingGvariantsGandGXTlinkedGlociGassociatedGwithGageGatGmenarcheUGNatureVCommunicationsSG
2015SGcSGddbc 17.4 23

215 tenomeTwideGmetaTanalysesGofGplasmaGreninGactivityGandGconcentrationGrevealGassociationGwithGtheG
kininogenGXGandGprekallikreinGgenesUGCirculation:VCardiovascularVGeneticsSG2015SGeSGXZXTaW 22

214 nssociationGofG₁ickleGpellGαraitGWithGvschemicG₁trokeGnmongGnfricanGnmericansgGnGzetaTanalysisUG
JAMAVNeurologySG2018SGdbSGeWYTeWd 17.2 22

213
qTqimerGinGnfricanGnmericansgGWholeGtenomeG₁equenceGnnalysisGandGRelationshipGtoG
pardiovascularGqiseaseGRiskGinGtheGwacksonGueartG₁tudyUGArteriosclerosiskVThrombosiskVandVVascularV
BiologySG2017SGZdSGYYYWTYYYd

9.4 22

(2017-2012)
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212 ₁equenceGdataGandGassociationGstatisticsGfromGXYSfaWGtypeGYGdiabetesGcasesGandGcontrolsUGScientificV
DataSG2017SGaSGXdWXdf 8.2 22

211 –arentGofGoriginGgeneticGeffectsGonGmethylationGinGhumansGareGcommonGandGinfluenceGcomplexGtraitG
variationUGNatureVCommunicationsSG2019SGXWSGXZeZ 17.4 21

210 YouGnreGwustG‘owGαellingGUsGnboutGαhislGnfricanGnmericanG–erspectivesGofGαestingGforGteneticG
₁usceptibilityGtoGxidneyGqiseaseUGJournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG2019SGZWSGbYcTbZW 12.7 21

209 zulticohortGanalysisGofGtheGmaternalGageGeffectGonGrecombinationUGNatureVCommunicationsSG2015SGcSGdeac17.4 21

208 rvaluatingGtheGcontributionGofGrareGvariantsGtoGtypeGYGdiabetesGandGrelatedGtraitsGusingGpedigreesUG
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2018SGXXbSGZdfTZea 11.5 21

207 tenomeTwideGassociationGstudyGforGrefractiveGastigmatismGrevealsGgeneticGcoTdeterminationGwithG
sphericalGequivalentGrefractiveGerrorgGtheGpRrnzGconsortiumUGHumanVGeneticsSG2015SGXZaSGXZXTac 6.3 20

206 vntegrativeGpathwayGgenomicsGofGlungGfunctionGandGairflowGobstructionUGHumanVMolecularVGeneticsSG
2015SGYaSGceZcTae 5.6 20

205 αransancestralGfineTmappingGofGfourGtypeGYGdiabetesGsusceptibilityGlociGhighlightsGpotentialGcausalG
regulatoryGmechanismsUGHumanVMolecularVGeneticsSG2016SGYbSGYWdWTYWeX 5.6 20

204 popyGnumberGvariationGacrossGruropeanGpopulationsUGPLoSVONESG2011SGcSGeYZWed 3.7 20

203  uantifyingGtheGincreaseGinGaverageGhumanGheterozygosityGdueGtoGurbanisationUGEuropeanVJournalVofV
HumanVGeneticsSG2008SGXcSGXWfdTXWY 5.3 20

202 sineTmappingSGnovelGlociGidentificationSGandG₁‘–GassociationGtransferabilityGinGaGgenomeTwideG
associationGstudyGofG R₁GdurationGinGnfricanGnmericansUGHumanVMolecularVGeneticsSG2016SGYbSGaZbWTaZce 5.6 20

201 yeukocyteGtelomereGlengthGandGcardiovascularGdiseaseGinGnfricanGnmericansgGαheGwacksonGueartG
₁tudyUGAtherosclerosisSG2017SGYccSGaXTad 3.1 19

200 nssociationGofGqimethylguanidinoGValericGncidGWithG–artialGResistanceGtoGzetabolicGuealthGoenefitsG
ofGRegularGrxerciseUGJAMAVCardiologySG2019SGaSGcZcTcaZ 16.2 19

199 WholeGgenomeGsequenceGanalysesGofGbrainGimagingGmeasuresGinGtheGsraminghamG₁tudyUGNeurologySG
2018SGfWSGeXeeTeXfc 6.5 19

198 tenomicGpredictionGofGcomplexGhumanGtraitsgGrelatednessSGtraitGarchitectureGandGpredictiveG
metaTmodelsUGHumanVMolecularVGeneticsSG2015SGYaSGaXcdTeY 5.6 19

197 teneticGarchitectureGofGcirculatingGlipidGlevelsUGEuropeanVJournalVofVHumanVGeneticsSG2011SGXfSGeXZTf 5.3 19

196 tenesGpredictGvillageGofGoriginGinGruralGruropeUGEuropeanVJournalVofVHumanVGeneticsSG2010SGXeSGXYcfTdW 5.3 19

195 tenomeTwideGassociationGmetaTanalysisGofGZWSWWWGsamplesGidentifiesGsevenGnovelGlociGforG
quantitativeGrptGtraitsUGEuropeanVJournalVofVHumanVGeneticsSG2019SGYdSGfbYTfcY 5.3 18
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194 tenomeTwideGassociationGstudyGidentifiesGnovelGlociGforGtypeGYGdiabetesTattributedGendTstageG
kidneyGdiseaseGinGnfricanGnmericansUGHumanVGenomicsSG2019SGXZSGYX 6.8 18

193 αransethnicGrvaluationGvdentifiesGyowTsrequencyGyociGnssociatedGWithGYbTuydroxyvitaminGqG
poncentrationsUGJournalVofVClinicalVEndocrinologyVandVMetabolismSG2018SGXWZSGXZeWTXZfY 5.6 18

192 uomozygousGlossTofTfunctionGvariantsGinGruropeanGcosmopolitanGandGisolateGpopulationsUGHumanV
MolecularVGeneticsSG2015SGYaSGbacaTda 5.6 18

191 poffeeGponsumptionGandGxidneyGsunctiongGnGzendelianGRandomizationG₁tudyUGAmericanVJournalVofV
KidneyVDiseasesSG2020SGdbSGdbZTdcX 7.4 18

190 teneticGvariantsGinGRos’XZGareGassociatedGwithGsleepGlatencyUGEuropeanVJournalVofVHumanVGeneticsSG
2016SGYaSGXaeeTfb 5.3 18

189 tenomicGcharacterizationGofGtheGRuGlocusGdetectsGcomplexGandGnovelGstructuralGvariationGinG
multiTethnicGcohortsUGGeneticsVinVMedicineSG2019SGYXSGaddTaec 8.1 17

188 RegulatoryGpolymorphismsGinGhumanGqouGaffectGperipheralGgeneGexpressionGandGsympatheticG
activityUGCirculationVResearchSG2014SGXXbSGXWXdTYb 15.7 17

187 vmprovementGinGpredictionGofGcoronaryGheartGdiseaseGriskGoverGconventionalGriskGfactorsGusingG₁‘–sG
identifiedGinGgenomeTwideGassociationGstudiesUGPLoSVONESG2013SGeSGebdZXW 3.7 17

186 yossTofTfunctionGgenomicGvariantsGhighlightGpotentialGtherapeuticGtargetsGforGcardiovascularG
diseaseUGNatureVCommunicationsSG2020SGXXSGcaXd 17.4 17

185 tenomeTwideGadmixtureGandGassociationGstudyGofGserumGironSGferritinSGtransferrinGsaturationGandG
totalGironGbindingGcapacityGinGnfricanGnmericansUGHumanVMolecularVGeneticsSG2015SGYaSGbdYTeX 5.6 16

184 zultiTancestryGtWn₁GofGtheGelectrocardiographicG–RGintervalGidentifiesGYWYGlociGunderlyingGcardiacG
conductionUGNatureVCommunicationsSG2020SGXXSGYbaY 17.4 16

183 rveningGintakeGofGalcoholSGcaffeineSGandGnicotinegGnightTtoTnightGassociationsGwithGsleepGdurationG
andGcontinuityGamongGnfricanGnmericansGinGtheGwacksonGueartG₁leepG₁tudyUGSleepSG2019SGaYSG 1.1 16

182 teneticGancestryGisGassociatedGwithGmeasuresGofGsubclinicalGatherosclerosisGinGnfricanGnmericansgG
theGwacksonGueartG₁tudyUGArteriosclerosiskVThrombosiskVandVVascularVBiologySG2015SGZbSGXYdXTe 9.4 16

181 tlycomicsGmeetsGlipidomicsTTassociationsGofG‘TglycansGwithGclassicalGlipidsSGglycerophospholipidsSG
andGsphingolipidsGinGthreeGruropeanGpopulationsUGMolecularVBioSystemsSG2011SGdSGXebYTcY 16

180 zetaTanalysisGofGexomeGarrayGdataGidentifiesGsixGnovelGgeneticGlociGforGlungGfunctionUGWellcomeVOpenV
ResearchSG2018SGZSGa 4.8 16

179 qiagnosticGValueGofGporonaryGnrteryGpalciumG₁coreGforGpardiovascularGqiseaseGinGnfricanGnmericansgG
αheGwacksonGueartG₁tudyUGBritishVJournalVofVMedicineVandVMedicalVResearchSG2016SGXXSG 16

178 xidneyGRiskGVariantsGandGpardiovascularGqiseasegGnnGvndividualG–articipantGqataGzetaTnnalysisUG
JournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG2019SGZWSGYWYdTYWZc 12.7 16

177 teneTcentricGapproachGidentifiesGnewGandGknownGlociGforGsVvvvGactivityGandGVWsGantigenGlevelsGinG
ruropeanGnmericansGandGnfricanGnmericansUGAmericanVJournalVofVHematologySG2015SGfWSGbZaTaW 7.1 15
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176 αheGvrishGq‘nGntlasgGRevealingGsineT₁caleG–opulationG₁tructureGandGuistoryGwithinGvrelandUGScientificV
ReportsSG2017SGdSGXdXff 4.9 15

175 pharacterisationGofGgenomeTwideGassociationGepistasisGsignalsGforGserumGuricGacidGinGhumanG
populationGisolatesUGPLoSVONESG2011SGcSGeYZeZc 3.7 15

174 tlobalGvariabilityGofGtheGhumanGvgtGglycomeUGAgingSG2020SGXYSGXbYYYTXbYbf 5.6 15

173 vdentificationGofGaGnovelGlocusGonGchromosomeGYqXZSGwhichGpredisposesGtoGclinicalGvertebralG
fracturesGindependentlyGofGboneGdensityUGAnnalsVofVtheVRheumaticVDiseasesSG2018SGddSGZdeTZeb 2.4 15

172 andGyociGnssociateGwithG–lasmaG’smolalityUGJournalVofVtheVAmericanVSocietyVofVNephrology:VJASNSG
2017SGYeSGYZXXTYZYX 12.7 14

171 yeveragingGlinkageGevidenceGtoGidentifyGlowTfrequencyGandGrareGvariantsGonGXcpXZGassociatedGwithG
bloodGpressureGusingGα’–zedGwholeGgenomeGsequencingGdataUGHumanVGeneticsSG2019SGXZeSGXffTYXW 6.3 14

170 nssociationsGofGvariantsGvnGtheGhexokinaseGXGandGinterleukinGXeGreceptorGregionsGwithG
oxyhemoglobinGsaturationGduringGsleepUGPLoSVGeneticsSG2019SGXbSGeXWWddZf 6 14

169 WithinTsibshipGtWn₁GimproveGestimatesGofGdirectGgeneticGeffects 14

168 tenomeTwideGassociationGstudiesGidentifyGXZdGgeneticGlociGforGq‘nGmethylationGbiomarkersGofG
agingUGGenomeVBiologySG2021SGYYSGXfa 18.3 14

167 rxomephipTWideGnnalysisGofGfbGcYcGvndividualsGvdentifiesGXWG‘ovelGyociGnssociatedGWithG αGandGwαG
vntervalsUGCirculationVGenomicVandVPrecisionVMedicineSG2018SGXXSGeWWXdbe 5.2 14

166
VitaminGqGReceptorGteneG–olymorphismsGnreGnssociatedGwithGnbdominalGVisceralGndiposeGαissueG
VolumeGandG₁erumGndipokineGponcentrationsGbutG‘otGwithGoodyGzassGvndexGorGWaistG
pircumferenceGinGnfricanGnmericansgGαheGwacksonGueartG₁tudyUGJournalVofVNutritionSG2016SGXacSGXadcTeY

4.1 13

165 nssociationGofGserumGlipidGlevelsGwithGretinalGhardGexudateGareaGinGnfricanGnmericansGwithGtypeGYG
diabetesUGGraefefsVArchiveVforVClinicalVandVExperimentalVOphthalmologySG2017SGYbbSGbWfTbXd 3.8 13

164 UltraconservedGelementsGinGtheGhumanGgenomegGassociationGandGtransmissionGanalysesGofGhighlyG
constrainedGsingleTnucleotideGpolymorphismsUGGeneticsSG2012SGXfYSGYbZTcc 4 13

163 vnferenceGofGidentityGbyGdescentGinGpopulationGisolatesGandGoptimalGsequencingGstudiesUGEuropeanV
JournalVofVHumanVGeneticsSG2013SGYXSGXXaWTb 5.3 13

162 ueritabilityGofGserumGsodiumGconcentrationgGevidenceGforGsexTGandGethnicTspecificGeffectsUG
PhysiologicalVGenomicsSG2012SGaaSGYYWTe 3.6 13

161 yowTfrequencyGvariationGinGα–bZGhasGlargeGeffectsGonGheadGcircumferenceGandGintracranialGvolumeUG
NatureVCommunicationsSG2019SGXWSGZbd 17.4 12

160 rxomeTqerivedGndiponectinTnssociatedGVariantsGvmplicateG’besityGandGyipidGoiologyUGAmericanV
JournalVofVHumanVGeneticsSG2019SGXWbSGXbTYe 11 12

159 yinkingGproteinGtoGphenotypeGwithGzendelianGRandomizationGdetectsGZeGproteinsGwithGcausalGrolesG
inGhumanGdiseasesGandGtraitsUGPLoSVGeneticsSG2020SGXcSGeXWWedeb 6 12

James G Wilson
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158 rffectsGofGpalciumSGzagnesiumSGandG–otassiumGponcentrationsGonGVentricularGRepolarizationGinG
UnselectedGvndividualsUGJournalVofVtheVAmericanVCollegeVofVCardiologySG2019SGdZSGZXXeTZXZX 15.1 12

157 nssociationGofGtheGyipoproteinGReceptorG₁pnRoXGpommonGzissenseGVariantGrsaYZeWWXGwithG
vncidentGporonaryGueartGqiseaseUGPLoSVONESG2015SGXWSGeWXYbafd 3.7 12

156 qrugTteneGvnteractionsGofGnntihypertensiveGzedicationsGandGRiskGofGvncidentGpardiovascularG
qiseasegGnG–harmacogenomicsG₁tudyGfromGtheGpunRtrGponsortiumUGPLoSVONESG2015SGXWSGeWXaWafc 3.7 12

155 teneTenvironmentGinteractionGbetweenG₁p‘bnTXXWZYGandGhypokalemiaGinfluencesG αGintervalG
prolongationGinGnfricanGnmericansgGtheGwacksonGueartG₁tudyUGAmericanVHeartVJournalSG2014SGXcdSGXXcTXYYUeX4.9 12

154 q‘nG₁equenceGVariationGinGrncodingGtheGnctivinGReceptorTyikeGxinaseGdGvnfluencesGoodyGsatG
qistributionGandG–rotectsGngainstGαypeGYGqiabetesUGDiabetesSG2019SGceSGYYcTYZa 0.9 12

153
VariationGinGtheG₁rR–v‘ncV₁rR–v‘nXGlocusGaltersGmorningGplasmaGcortisolSGhepaticGcorticosteroidG
bindingGglobulinGexpressionSGgeneGexpressionGinGperipheralGtissuesSGandGriskGofGcardiovascularG
diseaseUGJournalVofVHumanVGeneticsSG2021SGccSGcYbTcZc

4.3 12

152 tenomeTwideGassociationGstudyGofGheartGrateGandGitsGvariabilityGinGuispanicVyatinoGcohortsUGHeartV
RhythmSG2017SGXaSGXcdbTXcea 6.7 11

151 RegionalGvariationGinGtheGincidenceGrateGandGsexGratioGofGmultipleGsclerosisGinG₁cotlandGYWXWTYWXdgG
findingsGfromGtheG₁cottishGzultipleG₁clerosisGRegisterUGJournalVofVNeurologySG2019SGYccSGYZdcTYZec 5.5 11

150 tenomeTwideGinteractionGwithGtheGinsulinGsecretionGlocusGzα‘RXoGrevealsGpzv–GasGaGnovelGtypeGYG
diabetesGsusceptibilityGgeneGinGnfricanGnmericansUGGeneticVEpidemiologySG2018SGaYSGbbfTbdW 2.6 11

149 ‘ovelGteneticGyocusGvnfluencingGRetinalGVenularGαortuosityGvsGnlsoGnssociatedGWithGRiskGofG
poronaryGnrteryGqiseaseUGArteriosclerosiskVThrombosiskVandVVascularVBiologySG2019SGZfSGYbaYTYbbY 9.4 11

148 WholeTexomeGimputationGofGsequenceGvariantsGidentifiedGtwoGnovelGallelesGassociatedGwithGadultG
bodyGheightGinGnfricanGnmericansUGHumanVMolecularVGeneticsSG2014SGYZSGccWdTXb 5.6 11

147 pommonGandGRareGpodingGteneticGVariationGUnderlyingGtheGrlectrocardiographicG–RGvntervalUG
CirculationVGenomicVandVPrecisionVMedicineSG2018SGXXSGeWWYWZd 5.2 11

146 qeterminantsGofGretinalGmicrovascularGfeaturesGandGtheirGrelationshipsGinGtwoGruropeanG
populationsUGJournalVofVHypertensionSG2017SGZbSGXcacTXcbf 1.9 10

145 αheGgeneticGlandscapeGofG₁cotlandGandGtheGvslesUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofV
theVUnitedVStatesVofVAmericaSG2019SGXXcSGXfWcaTXfWdW 11.5 10

144 nutoantibodiesGtoGosteoprotegerinGareGassociatedGwithGincreasedGboneGresorptionGinGrheumatoidG
arthritisUGAnnalsVofVtheVRheumaticVDiseasesSG2015SGdaSGXcZXTY 2.4 10

143 nssociationsGofGadiponectinGwithGindividualGruropeanGancestryGinGnfricanGnmericansgGtheGwacksonG
ueartG₁tudyUGFrontiersVinVGeneticsSG2014SGbSGYY 4.5 10

142 tenomeTwideGhomozygosityGandGmultipleGsclerosisGinG’rkneyGandG₁hetlandGvslandersUGEuropeanV
JournalVofVHumanVGeneticsSG2012SGYWSGXfeTYWY 5.3 10

141 RunsGofGuomozygosityGinGruropeanG–opulationsUGAmericanVJournalVofVHumanVGeneticsSG2008SGeZSGcbe 11 10

(2008-2019)
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140 rvaluationGofGbioelectricalGimpedanceGanalysisGforGidentifyingGoverweightGindividualsGatGincreasedG
cardiometabolicGriskgGaGcrossTsectionalGstudyUGPLoSVONESG2014SGfSGeXWcXZa 3.7 10

139 teneticG₁tudiesGofGyeptinGponcentrationsGvmplicateGyeptinGinGtheGRegulationGofGrarlyGndiposityUG
DiabetesSG2020SGcfSGYeWcTYeXe 0.9 10

138 zultiTtraitGgenomeTwideGassociationGstudyGidentifiesGnewGlociGassociatedGwithGopticGdiscG
parametersUGCommunicationsVBiologySG2019SGYSGaZb 6.7 10

137 nnGrxomeTwideGnssociationG₁tudyGforGαypeGYGqiabetesTnttributedGrndT₁tageGxidneyGqiseaseGinG
nfricanGnmericansUGKidneyVInternationalVReportsSG2018SGZSGecdTede 4.1 9

136 ₁equencingGofGhighTcomplexityGq‘nGpoolsGforGidentificationGofGnucleotideGandGstructuralGvariantsGinG
regionsGassociatedGwithGcomplexGtraitsUGEuropeanVJournalVofVHumanVGeneticsSG2012SGYWSGddTeZ 5.3 9

135
poagulationGfactorGVvvvgGRelationshipGtoGcardiovascularGdiseaseGriskGandGwholeGgenomeGsequenceG
andGepigenomeTwideGanalysisGinGnfricanGnmericansUGJournalVofVThrombosisVandVHaemostasisSG2020SG
XeSGXZZbTXZad

15.4 9

134 plonalGhematopoiesisGassociatedGwithGepigeneticGagingGandGclinicalGoutcomesUGAgingVCellSG2021SGYWSGeXZZcc9.9 9

133 teneticGmetaTanalysisGofGXbSfWXGnfricanGnmericansGidentifiesGvariationGinGrX’pZyXGisGassociatedG
withGuqyGconcentrationUGJournalVofVLipidVResearchSG2015SGbcSGXdeXTc 6.3 8

132 –rioritizationGofGcausalGgenesGforGcoronaryGarteryGdiseaseGbasedGonGcumulativeGevidenceGfromG
experimentalGandGinGsilicoGstudiesUGScientificVReportsSG2020SGXWSGXWaec 4.9 8

131
qeletionGofGtheGquffyGantigenGreceptorGforGchemokinesGOqnRpPGpromotesGinsulinGresistanceGandG
adiposeGtissueGinflammationGduringGhighGfatGfeedingUGMolecularVandVCellularVEndocrinologySG2018SG
adZSGdfTee

4.4 8

130 –RvzU₁gGimprovingGpedigreeGreconstructionGusingGmitochondrialGandGYGhaplotypesUGBioinformaticsSG
2016SGZYSGbfcTe 7.2 8

129 vdentifyingGgeneTgeneGinteractionsGthatGareGhighlyGassociatedGwithGfourGquantitativeGlipidGtraitsG
acrossGmultipleGcohortsUGHumanVGeneticsSG2017SGXZcSGXcbTXde 6.3 8

128 nfricanGnncestryGnnalysisGandGndmixtureGteneticGzappingGforG–roliferativeGqiabeticGRetinopathyGinG
nfricanGnmericansG2015SGbcSGZfffTaWWb 8

127 yocalGexomeGsequencesGfacilitateGimputationGofGlessGcommonGvariantsGandGincreaseGpowerGofG
genomeGwideGassociationGstudiesUGPLoSVONESG2013SGeSGececWa 3.7 8

126 oeyondGpowergGzultivariateGdiscoverySGreplicationSGandGinterpretationGofGpleiotropicGlociGusingG
summaryGassociationGstatistics 8

125 tenomeTwideGassociationGstudiesGidentifyGXZdGlociGforGq‘nGmethylationGbiomarkersGofGageing 8

124 tlycosylationGnlterationsGinGzultipleG₁clerosisG₁howGvncreasedG–roinflammatoryG–otentialUG
BiomedicinesSG2020SGeSG 4.8 8

123 zultiTvariantGstudyGofGobesityGriskGgenesGinGnfricanGnmericansgGαheGwacksonGueartG₁tudyUGGeneSG2016SG
bfZSGZXbTYX 3.8 8
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122 WholeGgenomeGsequencingGrevealsGhostGfactorsGunderlyingGcriticalGpovidTXfUUGNatureSG2022SG 50.4 8

121 nssociationGofGrxomeG₁equencesGWithGpardiovascularGαraitsGnmongGolacksGinGtheGwacksonGueartG
₁tudyUGCirculation:VCardiovascularVGeneticsSG2016SGfSGZceTda 7

120 nG₁electionG’peratorGforG₁ummaryGnssociationG₁tatisticsGRevealsGnllelicGueterogeneityGofGpomplexG
αraitsUGAmericanVJournalVofVHumanVGeneticsSG2017SGXWXSGfWZTfXY 11 7

119 RunsGofGhomozygosityGdoGnotGinfluenceGsurvivalGtoGoldGageUGPLoSVONESG2011SGcSGeYYbeW 3.7 7

118 nGhighTresolutionGuynGreferenceGpanelGcapturingGglobalGpopulationGdiversityGenablesGmultiTancestryG
fineTmappingGinGuvVGhostGresponseUGNatureVGeneticsSG2021SGbZSGXbWaTXbXc 36.3 7

117 tenomeTWideGnssociationG₁tudyGzetaTnnalysisGofG₁trokeGinGYYGWWWGvndividualsGofGnfricanGqescentG
vdentifiesG‘ovelGnssociationsGWithG₁trokeUGStrokeSG2020SGbXSGYabaTYacZ 6.7 7

116 pirculatingGtesticanTYGisGaGpodocyteTderivedGmarkerGofGkidneyGhealthUGProceedingsVofVtheVNationalV
AcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2020SGXXdSGYbWYcTYbWZb 11.5 7

115 qiscoveryGandGfineTmappingGofGheightGlociGviaGhighTdensityGimputationGofGtWn₁sGinGindividualsGofG
nfricanGancestryUGAmericanVJournalVofVHumanVGeneticsSG2021SGXWeSGbcaTbeY 11 7

114 zultiTancestryGgeneticGstudyGofGtypeGYGdiabetesGhighlightsGtheGpowerGofGdiverseGpopulationsGforG
discoveryGandGtranslationUUGNatureVGeneticsSG2022SG 36.3 7

113 teneticGporrelationsGoetweenGqiabetesGandGtlaucomagGnnGnnalysisGofGpontinuousGandGqichotomousG
–henotypesUGAmericanVJournalVofVOphthalmologySG2019SGYWcSGYabTYbb 4.9 6

112 nssociationGofGuynTqRoXQWfgWXGwithGtvgrGlevelsGamongGnfricanTancestryGindividualsGwithGasthmaUG
JournalVofVAllergyVandVClinicalVImmunologySG2020SGXacSGXadTXbb 11.5 6

111 nnGactionableGxp‘uYGyongG αG₁yndromeGvariantGdetectedGbyGsequenceGandGhaplotypeGanalysisGinGaG
populationGresearchGcohortUGScientificVReportsSG2019SGfSGXWfca 4.9 6

110 zetaTanalysisGofGexomeGarrayGdataGidentifiesGsixGnovelGgeneticGlociGforGlungGfunctionUGWellcomeVOpenV
ResearchSZSGa 4.8 6

109 ‘inetyTnineGindependentGgeneticGlociGinfluencingGgeneralGcognitiveGfunctionGincludeGgenesG
associatedGwithGbrainGhealthGandGstructureGO‘GjGYeWSZcWP 6

108 UsingGgeneticGvariationGtoGdisentangleGtheGcomplexGrelationshipGbetweenGfoodGintakeGandGhealthGoutcomes 6

107 WholeGgenomeGsequenceGanalysisGofGpulmonaryGfunctionGandGp’–qGinGXfSffcGmultiTethnicG
participantsUGNatureVCommunicationsSG2020SGXXSGbXeY 17.4 6

106 tenomeTWideGvnteractionGwithGvnsulinG₁ecretionGyociGRevealsG‘ovelGyociGforGαypeGYGqiabetesGinG
nfricanGnmericansUGPLoSVONESG2016SGXXSGeWXbffdd 3.7 6

105 zetaTanalysisGuncoversGgenomeTwideGsignificantGvariantsGforGrapidGkidneyGfunctionGdeclineUGKidneyV
InternationalSG2021SGffSGfYcTfZf 9.9 6

(2021-2022)
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104 zetabolomicG–rofilesGandGueartGsailureGRiskGinGolackGndultsgGvnsightsGsromGtheGwacksonGueartG₁tudyUG
Circulation:VHeartVFailureSG2021SGXaSGeWWdYdb 7.6 6

103 WithinTsibshipGgenomeTwideGassociationGanalysesGdecreaseGbiasGinGestimatesGofGdirectGgeneticG
effectsUUGNatureVGeneticsSG2022SGbaSGbeXTbfY 36.3 6

102
nGgenomeTwideGinteractionGanalysisGofGtricyclicVtetracyclicGantidepressantsGandGRRGandG αGintervalsgG
aGpharmacogenomicsGstudyGfromGtheGpohortsGforGueartGandGngingGResearchGinGtenomicG
rpidemiologyGOpunRtrPGconsortiumUGJournalVofVMedicalVGeneticsSG2017SGbaSGZXZTZYZ

5.8 5

101
tr‘’zrTWvqrGv‘αrRnpαv’‘GWvαuG₁ryrpαrqGαY–rGYGqvnorαr₁Gy’pvGRrVrny₁G‘’VryGy’pvGs’RG
αY–rGYGqvnorαr₁Gv‘GnsRvpn‘GnzrRvpn‘₁UGPacificVSymposiumVonVBiocomputingVPacificVSymposiumV
onVBiocomputingSG2017SGYYSGYaYTYbZ

1.3 5

100 teneticGvariationGwithinGtheGYGchromosomeGisGnotGassociatedGwithGhistologicalGcharacteristicsGofGtheG
atheroscleroticGcarotidGarteryGorGaneurysmalGwallUGAtherosclerosisSG2017SGYbfSGXXaTXXf 3.1 5

99 zaternalGrelationshipsGwithinGanGvronGngeGburialGatGtheGuighG–astureGpaveSGvsleGofG₁kyeSG₁cotlandUG
JournalVofVArchaeologicalVScienceSG2019SGXXWSGXWafde 2.9 5

98 qiscoveryGandGreplicationGofG₁‘–T₁‘–GinteractionsGforGquantitativeGlipidGtraitsGinGoverGcWSWWWG
individualsUGBioDataVMiningSG2017SGXWSGYb 4.3 5

97
tenomeTwideGassociationGstudyGofGhomocysteineGinGnfricanGnmericansGfromGtheGwacksonGueartG
₁tudySGtheGzultiTrthnicG₁tudyGofGntherosclerosisSGandGtheGporonaryGnrteryGRiskGinGYoungGndultsG
studyUGJournalVofVHumanVGeneticsSG2018SGcZSGZYdTZZd

4.3 5

96
nssociationsGofG‘octurnalGoloodG–ressureGWithGpognitionGbyG₁elfTvdentifiedGRaceGinGziddleTngedG
andG’lderGndultsgGαheGtr‘’nGOteneticGrpidemiologyG‘etworkGofGnrteriopathyPG₁tudyUGJournalVofV
theVAmericanVHeartVAssociationSG2017SGcSG

6 5

95 sineGmappingGtheGregionGrevealsGaGcommonGintronicGinsertionGassociatedGtoGuqyTpUGNpjVAgingVandV
MechanismsVofVDiseaseSG2015SGXSGXbWXX 5.5 5

94 ‘oGevidenceGforGgenomeTwideGinteractionsGonGplasmaGfibrinogenGbyGsmokingSGalcoholGconsumptionG
andGbodyGmassGindexgGresultsGfromGmetaTanalysesGofGeWScWdGsubjectsUGPLoSVONESG2014SGfSGeXXXXbc 3.7 5

93 αheGnssociationGofGnRzpbGwithGtheGReninTnngiotensinTnldosteroneG₁ystemSGoloodG–ressureSGandG
tlycemiaGinGnfricanGnmericansUGJournalVofVClinicalVEndocrinologyVandVMetabolismSG2020SGXWbSG 5.6 5

92 ‘ewGgeneticGsignalsGforGlungGfunctionGhighlightGpathwaysGandGpleiotropySGandGchronicGobstructiveG
pulmonaryGdiseaseGassociationsGacrossGmultipleGancestries 5

91 phromosomeGXqYZGisGassociatedGwithGlowerGatherogenicGlipidGconcentrationsGandGfavorableG
cardiometabolicGindicesUGNatureVCommunicationsSG2021SGXYSGYXeY 17.4 5

90 qeterminantsGofGpenetranceGandGvariableGexpressivityGinGmonogenicGmetabolicGconditionsGacrossG
ddSXeaGexomesUGNatureVCommunicationsSG2021SGXYSGZbWb 17.4 5

89 vncreasedGultraTrareGvariantGloadGinGanGisolatedG₁cottishGpopulationGimpactsGexonicGandGregulatoryG
regionsUGPLoSVGeneticsSG2019SGXbSGeXWWeaeW 6 5

88 ₁mokingTbyTgenotypeGinteractionGinGtypeGYGdiabetesGriskGandGfastingGglucoseUGPLoSVONESG2020SGXbSGeWYZWeXb3.7 4

87 vnterferonGgammaTinducedGproteinGXWGOv–TXWPGandGcardiovascularGdiseaseGinGnfricanGnmericansUGPLoSV
ONESG2020SGXbSGeWYZXWXZ 3.7 4
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86 ‘egativeGeffectGofGvitaminGqGonGkidneyGfunctiongGaGzendelianGrandomizationGstudyUGNephrologyV
DialysisVTransplantationSG2018SGZZSGYXZfTYXab 4.3 4

85 WeightedGfunctionalGlinearGregressionGmodelsGforGgeneTbasedGassociationGanalysisUGPLoSVONESG2018SG
XZSGeWXfWaec 3.7 4

84 ₁equencingGnnalysisGatGepYZGvdentifiesGzultipleGRareGVariantsGinGqypXGnssociatedGwithG
₁leepTRelatedG’xyhemoglobinG₁aturationGyevelUGAmericanVJournalVofVHumanVGeneticsSG2019SGXWbSGXWbdTXWce11 4

83 rpigenomeTwideGassociationGstudyGofGleukocyteGtelomereGlengthUGAgingSG2019SGXXSGbedcTbefa 5.6 4

82 WholeGtenomeG₁equenceGnnalysisGofGtheG–lasmaG–roteomeGinGolackGndultsG–rovidesG‘ovelGvnsightsG
intoGpardiovascularGqiseaseUGCirculationSG2021SG 16.7 4

81 qeepTcoverageGwholeGgenomeGsequencesGandGbloodGlipidsGamongGXcSZYaGindividuals 4

80 RefiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetes 4

79 teneticGanalysisGofGoverGoneGmillionGpeopleGidentifiesGbZbGnovelGlociGforGbloodGpressure 4

78 nGmissenseGvariantGinGzitochondrialGnmidoximeGReducingGpomponentGXGgeneGandGprotectionG
againstGliverGdisease 4

77 αissueT₁pecificGnlterationGofGzetabolicG–athwaysGvnfluencesGtlycemicGRegulation 4

76 rvaluationGofG₁haredGteneticG₁usceptibilityGtoGuighGandGyowGzyopiaGandGuyperopiaUGJAMAV
OphthalmologySG2021SGXZfSGcWXTcWf 3.9 4

75 sarmingSGsoreignGuolidaysSGandGVitaminGqGinG’rkneyUGPLoSVONESG2016SGXXSGeWXbbcZZ 3.7 4

74 nssociationGofGpsychosocialGfactorsGwithGleukocyteGtelomereGlengthGamongGnfricanGnmericansGinGtheG
wacksonGueartG₁tudyUGStressVandVHealthSG2019SGZbSGXZeTXab 3.7 4

73 tenomeTwideGmetaTanalysisGofG₁‘–TbyfTnprvVnRoGandG₁‘–TbyTthiazideGdiureticGandGeffectGonG
serumGpotassiumGinGcohortsGofGruropeanGandGnfricanGancestryUGPharmacogenomicsVJournalSG2019SGXfSGfdTXWe3.5 3

72 tenomeTwideGmetaTanalysisGofG₁‘–GandGantihypertensiveGmedicationGinteractionsGonGleftG
ventricularGtraitsGinGnfricanGnmericansUGMolecularVGeneticsVeamp;VGenomicVMedicineSG2019SGdSGeWWdee 2.3 3

71 yipidomicsSGntrialGponductionSGandGoodyGzassGvndexUGCirculationVGenomicVandVPrecisionVMedicineSG
2019SGXYSGeWWYZea 5.2 3

70 VariantsGinG₁αnαboGassociateGwithGserumGαpGandGyqyTpGlevelsUGJournalVofVClinicalVEndocrinologyVandV
MetabolismSG2011SGfcSGrXafcTbWX 5.6 3

69 zendelianGrandomizationGofGgeneticallyGindependentGagingGphenotypesGidentifiesGy–nGandGVpnzXG
asGbiologicalGtargetsGforGhumanGagingUGNatureVAgingSG2022SGYSGXfTZW 3

(2022-2018)
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68 zappingGtheGserumGproteomeGtoGneurologicalGdiseasesGusingGwholeGgenomeGsequencingUGNatureV
CommunicationsSG2021SGXYSGdWaY 17.4 3

67 RetinalGarteriolarGtortuosityGandGfractalGdimensionGareGassociatedGwithGlongTtermGcardiovascularG
outcomesGinGpeopleGwithGtypeGYGdiabetesUGDiabetologiaSG2021SGcaSGYYXbTYYYd 10.3 3

66 WholeTgenomeGassociationGanalysesGofGsleepTdisorderedGbreathingGphenotypesGinGtheG‘uyovG
α’–zedGprogramUGGenomeVMedicineSG2021SGXZSGXZc 14.4 3

65 tenomeTWideGnssociationG₁tudyGofG‘nsyqGUsingGrlectronicGuealthGRecordsUGHepatologyV
CommunicationsSG2021SG 6 3

64 nssociationGofG₁ickleGpellGαraitGWithGvncidenceGofGporonaryGueartGqiseaseGnmongGnfricanGnmericanG
vndividualsUGJAMAVNetworkVOpenSG2021SGaSGeYWZWaZb 10.4 3

63 WZZcGnssociationsGofG–sychosocialGsactorsSG₁hortG₁leepGandGvnsomniaSGandGuypertensionGpontrolG
amongGnfricanTnmericansgGtheGwacksonGueartG₁leepG₁tudyGOwu₁₁PUGSleepSG2019SGaYSGnXZdTnXZe 1.1 2

62 WestGnfricanGnncestryGandG‘octurnalGoloodG–ressureGinGnfricanGnmericansgGαheGwacksonGueartG
₁tudyUGAmericanVJournalVofVHypertensionSG2018SGZXSGdWcTdXa 2.3 2

61 RareGvariantGassociationsGwithGwaistTtoThipGratioGinGruropeanTnmericanGandGnfricanTnmericanG
womenGfromGtheG‘uyovTrxomeG₁equencingG–rojectUGEuropeanVJournalVofVHumanVGeneticsSG2016SGYaSGXXeXTd5.3 2

60 qoesGinbreedingGaffectG‘TglycosylationGofGhumanGplasmaGproteinslUGMolecularVGeneticsVandV
GenomicsSG2011SGYebSGaYdTZY 3.1 2

59
nncientGq‘nGatGtheGedgeGofGtheGworldgGpontinentalGimmigrationGandGtheGpersistenceGofG‘eolithicG
maleGlineagesGinGoronzeGngeG’rkneyUUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaSG2022SGXXfSG

11.5 2

58 ₁nR₁TpoVTYGsusceptibilityGandGp’VvqTXfGdiseaseGseverityGareGassociatedGwithGgeneticGvariantsG
affectingGgeneGexpressionGinGaGvarietyGofGtissuesUGCellVReportsSG2021SGZdSGXXWWYW 10.6 2

57 nssociationGofGmitochondrialGq‘nGcopyGnumberGwithGcardiometabolicGdiseasesGinGaGlargeG
crossTsectionalGstudyGofGmultipleGancestries 2

56 RareG‘onTcodingGVariationGvdentifiedGbyGyargeG₁caleGWholeGtenomeG₁equencingGRevealsG
UnexplainedGueritabilityGofGαypeGYGqiabetes 2

55 RareGcodingGvariantsGinGZbGgenesGassociateGwithGcirculatingGlipidGlevelsGâ��GaGmultiTancestryGanalysisGofG
XdWSWWWGexomes 2

54 teneticGdiscoveryGandGtranslationalGdecisionGsupportGfromGexomeGsequencingGofGYWSdfXGtypeGYG
diabetesGcasesGandGYaSaaWGcontrolsGfromGfiveGancestries 2

53 tlobalGvariabilityGofGtheGhumanGvgtGglycome 2

52
UseGofGkXWWSWWWG‘uyovGαransT’micsGforG–recisionGzedicineGOα’–zedPGponsortiumGwholeGgenomeG
sequencesGimprovesGimputationGqualityGandGdetectionGofGrareGvariantGassociationsGinGadmixedG
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