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m Paper IF Citations

123
εntroducingMzzTaxonbeoMaMprokaryoticMfkSMrRNvMgeneMsequenceMdatabaseMwithMphylotypesMthatM
representMunculturedMspeciescMInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyaM
2012aMkgaMlfkblgf

2.2 4480

122 VariantsMinMFvMfhvMareMassociatedMwithMchronicMobstructiveMpulmonaryMdiseasecMNatureeGeneticsaM
2010aMigaMgeebg 36.3 295

121 xhoosingManMoptimalMmethodMtoMcombineMPbvaluescMStatisticseineMedicineaM2009aMgmaMfjhlbjh 2.3 90

120 PerturbationsMofMgutMmicrobiomeMgenesMinMinfantsMwithMatopicMdermatitisMaccordingMtoMfeedingMtypecM
JournaleofeAllergyeandeClinicaleImmunologyaM2018aMfifaMfhfebfhfn 11.5 73

119 vlcoholMintakeMandMcardiovascularMriskMfactorsoMvMMendelianMrandomisationMstudycMScientificeReportsaM
2015aMjaMfmigg 4.9 52

118 vMSignificantMεncreaseMinMtheMεncidenceMofMxentralMPrecociousMPubertyMamongMKoreanM×irlsMfromMgeeiM
toMgefecMPLoSeONEaM2015aMfeaMeefifmii 3.7 47

117
xonsideringMcommonMsourcesMofMexposureMinMassociationMstudiesMbMUrinaryMbenzophenonebhMandM
yzéPMmetabolitesMareMassociatedMwithMalteredMthyroidMhormoneMbalanceMinMtheMNévNzSMgeelbgeemcM
EnvironmenteInternationalaM2017aMfelaMgjbhg

12.9 41

116 zvaluationMofMfkSMrRNvMyatabasesMforMTaxonomicMvssignmentsMUsingMMockMxommunitycMGenomicse
andeInformaticsaM2018aMfkaMegi 1.9 38

115
OnMtheManalysisMofMgenomebwideMassociationMstudiesMinMfamilybbasedMdesignsoMaMuniversalaMrobustM
analysisMapproachMandManMapplicationMtoMfourMgenomebwideMassociationMstudiescMPLoSeGeneticsaM2009aM
jaMefeeelif

6 37

114 SeasonalMpatternsMofMdengueMfeverMandMassociatedMclimateMfactorsMinMiMprovincesMinMVietnamMfromM
fnniMtoMgefhcMBMCeInfectiouseDiseasesaM2017aMflaMgfm 4 35

113
MaternalMexposuresMtoMpersistentMorganicMpollutantsMareMassociatedMwithMyNvMmethylationMofM
thyroidMhormonebrelatedMgenesMinMplacentaMdifferentlyMbyMinfantMsexcMEnvironmenteInternationalaM
2019aMfheaMfeinjk

12.9 29

112 xhronicMobstructiveMpulmonaryMdiseaseMandMrelatedMphenotypesoMpolygenicMriskMscoresMinM
populationbbasedMandMcasebcontrolMcohortscMLanceteRespiratoryeMedicinestheaM2020aMmaMknkblem 35.1 29

111 xlostridiaMinMtheMgutMandMonsetMofMatopicMdermatitisMviaMeosinophilicMinflammationcMAnnalseofeAllergyse
AsthmaeandeImmunologyaM2016aMfflaMnfbngcef 3.2 29

110 wifidobacteriumMbifidumMstrainsMsynergizeMwithMimmuneMcheckpointMinhibitorsMtoMreduceMtumourM
burdenMinMmicecMNatureeMicrobiologyaM2021aMkaMgllbgmm 26.6 29

109 zvaluatingMtheMcontributionMofMrareMvariantsMtoMtypeMgMdiabetesMandMrelatedMtraitsMusingMpedigreescM
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaaM2018aMffjaMhlnbhmi 11.5 21

108 PrenatalMexposureMtoMpersistentMorganicMpollutantsMandMmethylationMofMLεNzbfMandMimprintedMgenesM
inMplacentaoMvMxézxKMcohortMstudycMEnvironmenteInternationalaM2018aMffnaMhnmbiek 12.9 21

107 PromoterMPolymorphismbgfnTd×MisManMzffectMModifierMofMtheMεnfluenceMofM˛µiMonMvlzheimerTsMyiseaseM
RiskMinMaMMultiracialMSamplecMJournaleofeClinicaleMedicineaM2019aMmaM 5.1 20
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106 FvRVvToMaMfamilybbasedMrareMvariantMassociationMtestcMBioinformaticsaM2014aMheaMhfnlbgej 7.2 20

105 RelationshipMofMvitaminMyMbindingMproteinMpolymorphismsMandMlungMfunctionMinMKoreanMchronicM
obstructiveMpulmonaryMdiseasecMYonseieMedicaleJournalaM2014aMjjaMfhfmbgj 3 17

104 SinglebmarkerMandMtwobmarkerMassociationMtestsMforMunphasedMcasebcontrolMgenotypeMdataaMwithMaM
powerMcomparisoncMGeneticeEpidemiologyaM2010aMhiaMklbll 2.6 16

103 LongitudinalManalysisMtoMbetterMcharacterizeMvsthmabxOPyMoverlapMsyndromeoMFindingsMfromManM
adultMasthmaMcohortMinMKoreaMUxORzvVcMClinicaleandeExperimentaleAllergyaM2019aMinaMkehbkfi 4.1 15

102 FemoralMjointMlineMrestorationMisMaMmajorMdeterminantMofMpostoperativeMrangeMofMmotionMinMrevisionM
totalMkneeMarthroplastycMKneeeSurgeryseSportseTraumatologyseArthroscopyaM2019aMglaMgenebgenj 5.5 15

101 RareMvariantMassociationMtestMwithMmultipleMphenotypescMGeneticeEpidemiologyaM2017aMifaMfnmbgen 2.6 14

100 ×enomebwideMassessmentMofMgenebbybsmokingMinteractionsMinMxOPycMScientificeReportsaM2018aMmaMnhfn 4.9 14

99 LongitudinalMdeclineMinMlungMfunctionoMaMcommunitybbasedMcohortMstudyMinMKoreacMScientificeReportsaM
2019aMnaMfhkfi 4.9 13

98 vssociationMbetweenMtheMvPOwMrsfiknjfhMpolymorphismMandMobesityMisMmodifiedMbyMdietaryMfatM
intakeMinMKoreanscMNutritionaM2015aMhfaMkjhbm 4.8 13

97 ×enomebwideMassociationManalysisMidentifiesMmultipleMlociMassociatedMwithMkidneyMdiseasebrelatedM
traitsMinMKoreanMpopulationscMPLoSeONEaM2018aMfhaMeefnieii 3.7 13

96 ONzTOOLMforMtheManalysisMofMfamilybbasedMbigMdatacMBioinformaticsaM2018aMhiaMgmjfbgmjh 7.2 12

95 wiphasicMregulationMofMtumorigenesisMbyMPTKlMexpressionMlevelMinMesophagealMsquamousMcellM
carcinomacMScientificeReportsaM2018aMmaMmjfn 4.9 12

94 ×enebbasedMsegregationMmethodMforMidentifyingMrareMvariantsMinMfamilybbasedMsequencingMstudiescM
GeneticeEpidemiologyaM2017aMifaMhenbhfn 2.6 11

93 zffectMofMPregnancyMonMQuantitativeMMedicationMUseMandMRelationMtoMzxacerbationsMinMvsthmacM
BioMedeResearcheInternationalaM2017aMgeflaMmglkfne 3 11

92 TheMuseMofMbisphosphonatesMafterMjointMarthroplastyMisMassociatedMwithMlowerMimplantMrevisionMratecM
KneeeSurgeryseSportseTraumatologyseArthroscopyaM2019aMglaMgemgbgemn 5.5 11

91 OnMtheMzstimationMofMéeritabilityMwithMFamilybwasedMandMPopulationbwasedMSamplescMBioMede
ResearcheInternationalaM2015aMgefjaMklfhin 3 10

90 vMgeneralMframeworkMforMrobustMandMefficientMassociationManalysisMinMfamilybbasedMdesignsoM
quantitativeMandMdichotomousMphenotypescMStatisticseineMedicineaM2013aMhgaMiimgbnm 2.3 10

89 εncidenceMandMriskMofMchronicMobstructiveMpulmonaryMdiseaseMinMaMKoreanMcommunitybbasedMcohortcM
InternationaleJournaleofeCOPDaM2018aMfhaMjenbjfl 3 10

(2018-2014)
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88 TypebgMyiabeticsMReducesMSpatialMVariationMofMMicrobiomeMwasedMonMzxtracellurMVesiclesMfromM×utM
MicrobesMacrossMéumanMwodycMScientificeReportsaM2019aMnaMgefhk 4.9 9

87 vMgenomebwideMassociationMstudyMimplicatesMinMlymphangioleiomyomatosisMpathogenesiscMEuropeane
RespiratoryeJournalaM2019aMjhaM 13.6 8

86 FamilybbasedMassociationManalysisoMaMfastMandMefficientMmethodMofMmultivariateMassociationManalysisM
withMmultipleMvariantscMBMCeBioinformaticsaM2015aMfkaMik 3.6 8

85 UnsupervisedMxlusterMvnalysisMofMPatientsMWithMvorticMStenosisMRevealsMyistinctMPopulationMWithM
yifferentMPhenotypesMandMOutcomescMCirculation:eCardiovasculareImagingaM2020aMfhaMeeenlel 3.9 8

84 MethylationMquantitativeMtraitMlociManalysisMinMKoreanMexposomeMstudycMMoleculareandeCellulare
ToxicologyaM2020aMfkaMfljbfmh 1.6 8

83 NovelMTrajectoriesMforMεdentifyingMvsthmaMPhenotypesoMvMLongitudinalMStudyMinMKoreanMvsthmaM
xohortaMxORzvcMJournaleofeAllergyeandeClinicaleImmunology:einePracticeaM2019aMlaMfmjebfmjlcei 5.4 8

82 MolecularMsurveillanceMrevealsMtheMpresenceMofMpfhrpgMandMpfhrphMgeneMdeletionsMinMPlasmodiumM
falciparumMparasiteMpopulationsMinMUgandaaMgeflbgefncMMalariaeJournalaM2020aMfnaMhee 3.6 8

81 wodyMmassMindexMchangeMinMgastrointestinalMcancerMandMchronicMobstructiveMpulmonaryMdiseaseMisM
associatedMwithMyedicatorMofMxytokinesisMfcMJournaleofeCachexiaseSarcopeniaeandeMuscleaM2017aMmaMigmbihk 10.3 7

80 vdjustingMheterogeneousMascertainmentMbiasMforMgeneticMassociationManalysisMwithMextendedM
familiescMBMCeMedicaleGeneticsaM2015aMfkaMkg 2.1 7

79 NetworkManalysisMforMcountMdataMwithMexcessMzeroscMBMCeGeneticsaM2017aMfmaMnh 2.6 7

78 WεSvRyoMworkbenchMforMintegratedMsuperfastMassociationMstudiesMforMrelatedMdatasetscMBMCeMedicale
GenomicsaM2018aMffaMhn 3.7 7

77 εmprovingMyiseaseMPredictionMbyMεncorporatingMFamilyMyiseaseMéistoryMinMRiskMPredictionMModelsM
withMLargebScaleM×eneticMyatacMGeneticsaM2017aMgelaMffilbffjj 4 7

76 TheMεnfluenceMofMFamilyMéistoryMonMStageMandMSurvivalMofM×astricMxancerMvccordingMtoMtheMT×FwfM
xbjenTMPolymorphismMinMKoreacMGuteandeLiveraM2020aMfiaMlnbmm 4.8 7

75 FamilybwasedMRareMVariantMvssociationMvnalysisoMvMFastMandMzfficientMMethodMofMMultivariateM
PhenotypeMvssociationMvnalysiscMGeneticeEpidemiologyaM2016aMieaMjegbff 2.6 7

74 TheMpreventiveMeffectMofMmetforminMonMprogressionMofMbenignMprostateMhyperplasiaoMvMnationwideM
populationbbasedMcohortMstudyMinMKoreacMPLoSeONEaM2019aMfiaMeegfnhni 3.7 6

73
OnMtheMgenomebwideManalysisMofMcopyMnumberMvariantsMinMfamilybbasedMdesignsoMmethodsMforM
combiningMfamilybbasedMandMpopulationbbasedMinformationMforMtestingMdichotomousMorMquantitativeM
traitsaMorMcompletelyMascertainedMsamplescMGeneticeEpidemiologyaM2010aMhiaMjmgbne

2.6 6

72 zxtensionMofMtheMéasemanbzlstonMregressionMmodelMtoMlongitudinalMdatacMHumaneHeredityaM2006aMkfaMfffbn1.1 6

71 LimitationsMofMrapidMdiagnosticMtestsMinMmalariaMsurveysMinMareasMwithMvariedMtransmissionMintensityMinM
UgandaMgeflbgefnoMεmplicationsMforMselectionMandMuseMofMéRPgMRyTscMPLoSeONEaM2020aMfjaMeegiiijl 3.7 6
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70 PrenatalMleadMexposureMandMcordMbloodMyNvMmethylationMinMtheMKoreanMzxposomeMStudycM
EnvironmentaleResearchaM2021aMfnjaMffelkl 7.9 6

69 MultipleMgenotypebphenotypeMassociationMstudyMrevealsMintronicMvariantMpairMonMSεyTgMassociatedM
withMmetabolicMsyndromeMinMaMKoreanMpopulationcMHumaneGenomicsaM2018aMfgaMim 6.8 6

68 SNPMgenotypeMcallingMandMqualityMcontrolMforMmultibbatchbbasedMstudiescMGeneseandeGenomicsaM2019aM
ifaMnglbnhn 2.1 5

67 OnMtheManalysisMofMaMrepeatedMmeasureMdesignMinMgenomebwideMassociationManalysiscMInternationale
JournaleofeEnvironmentaleResearcheandePubliceHealthaM2014aMffaMfggmhbheh 4.6 5

66 zfficientMstrategyMforMdetectingMgeneMˆ�MgeneMjointMactionMandMitsMapplicationMinMschizophreniacM
GeneticeEpidemiologyaM2014aMhmaMkeblf 2.6 5

65 MaximizingMtheMPowerMofM×enomebWideMvssociationMStudiesoMvMNovelMxlassMofMPowerfulM
FamilybwasedMvssociationMTestscMStatisticseineBiosciencesaM2009aMfaMfgjbfih 1.5 5

64 OnMtheMmetabanalysisMofMgenomebwideMassociationMstudiesoMaMrobustMandMefficientMapproachMtoM
combineMpopulationMandMfamilybbasedMstudiescMHumaneHeredityaM2012aMlhaMhjbik 1.1 5

63 vMwetweenMzthnicitiesMxomparisonMofMxhronicMObstructiveMPulmonaryMyiseaseM×eneticMRiskcM
FrontierseineGeneticsaM2020aMffaMhgn 4.5 4

62 xomparingMfamilybbasedMrareMvariantMassociationMtestsMforMdichotomousMphenotypescMBMCe
ProceedingsaM2016aMfeaMfmfbfmk 2.3 4

61 LPzseqoMLocalbPooledbzrrorMTestMforMRNvMSequencingMzxperimentsMwithMaMSmallMNumberMofM
ReplicatescMPLoSeONEaM2016aMffaMeefjnfmg 3.7 4

60 ValidationMofMPredictionMModelsMforMMismatchMRepairM×eneMMutationsMinMKoreanscMCancereResearche
andeTreatmentaM2016aMimaMkkmblj 5.2 4

59 xomparisonMofMεNyzLMxallingMToolsMwithMSimulationMyataMandMRealMShortbReadMyatacMIEEEvACMe
TransactionseoneComputationaleBiologyeandeBioinformaticsaM2019aMfkaMfkhjbfkii 3 3

58 yeterminationMofMsecondhandMsmokeMleakageMfromMtheMsmokingMroomMofManMεnternetMcafˆ'cMJournale
ofetheeAireandeWasteeManagementeAssociationaM2017aMklaMfekfbfekj 2.4 3

57 zvaluationMofMPenalizedMandMNonpenalizedMMethodsMforMyiseaseMPredictionMwithMLargebScaleM×eneticM
yatacMBioMedeResearcheInternationalaM2015aMgefjaMkejmnf 3 3

56 zstimatingMNationwideMPrevalenceMofMLiveMwirthsMwithMyownMSyndromeMandMTheirMMedicalM
zxpendituresMinMKoreacMJournaleofeKoreaneMedicaleScienceaM2019aMhiaMegel 4.7 3

55 zfficientMStrategyMtoMεdentifyM×eneb×eneMεnteractionsMandMεtsMvpplicationMtoMTypeMgMyiabetescM
GenomicseandeInformaticsaM2016aMfiaMfkebfkj 1.9 3

54 MicrobiomeMprofilingMofMuncinateMtissueMandMnasalMpolypsMinMpatientsMwithMchronicMrhinosinusitisM
usingMswabMandMtissueMbiopsycMPLoSeONEaM2021aMfkaMeeginkmm 3.7 3

53 FvRVvTXoMFamilybwasedMRareMVariantMvssociationMTestMforMXbLinkedM×enescMGeneticeEpidemiologyaM
2016aMieaMiljbmj 2.6 3

(2016-2021)
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52 vMnovelMlocusMforMexertionalMdyspnoeaMinMchildhoodMasthmacMEuropeaneRespiratoryeJournalaM2021aMjlaM 13.6 3

51 zffectMofMpopulationMstratificationMonMSNPbbybenvironmentMinteractioncMGeneticeEpidemiologyaM2019aM
ihaMfeikbfejj 2.6 2

50 PhylogeneticMtreebbasedMmicrobiomeMassociationMtestcMBioinformaticsaM2020aMhkaMfeeebfeek 7.2 2

49 OptimalMhighbdensityMlipoproteinMcholesterolMlevelMforMdecreasingMbenignMprostaticMhyperplasiaMinM
menMnotMtakingMstatinMmedicationoMvMhistoricalMcohortMstudycMProstateaM2020aMmeaMjlebjlk 4.2 2

48 ×eneticMPolymorphismsMvssociatedMwithMtheMNeutrophiltLymphocyteMRatioMandMTheirMxlinicalM
εmplicationsMforMMetabolicMRiskMFactorscMJournaleofeClinicaleMedicineaM2018aMlaM 5.1 2

47 PhaseMuncertaintyMinMcasebcontrolMassociationMstudiescMGeneticeEpidemiologyaM2009aMhhaMikhblm 2.6 2

46 FinebscaleMlinkageMdisequilibriumMmappingoMaMcomparisonMofMcoalescentbbasedMandM
haplotypebclusteringbbasedMmethodscMBMCeProceedingsaM2007aMfMSupplMfaMSfhh 2.3 2

45 xharacterisationMofMinsomniaMasManMenvironmentalMriskMfactorMforMasthmaMviaMMendelianM
randomizationMandMgeneMenvironmentMinteractioncMScientificeReportsaM2021aMffaMgfmfh 4.9 2

44 vMmissenseMvariantMinMSévRPεNMmediatesMvlzheimerTsMdiseasebspecificMbrainMdamagescMTranslationale
PsychiatryaM2021aMffaMjne 8.6 2

43
TheMprognosesMandMpostoperativeMoutcomesMofMpatientsMwithMbothMcolorectalMcancerMandMliverM
cirrhosisMbasedMonMaMnationwideMcohortMinMKoreacMAnnalseofeSurgicaleTreatmenteandeResearchaM2020aM
nnaMmgbmn

2 2

42 PredictingMallergicMdiseasesMinMchildrenMusingMgenomebwideMassociationMstudyMU×WvSVMdataMandM
familyMhistorycMWorldeAllergyeOrganizationeJournalaM2021aMfiaMfeejhn 5.2 2

41 vnalysisMofMtheMεnteractionMbetweenMPolygenicMRiskMScoreMandMxalorieMεntakeMinMObesityMinMtheM
KoreanMPopulationcMLifestyleeGenomicsaM2021aMfiaMgebgn 2 2

40 SelectingMcasesMandMcontrolsMforMyNvMsequencingMstudiesMusingMfamilyMhistoriesMofMdiseasecMStatisticse
ineMedicineaM2017aMhkaMgemfbgenn 2.3 1

39
×enomebwideMinteractionMstudyMofMsinglebnucleotideMpolymorphismsMandMalcoholMconsumptionMonM
bloodMpressureoMTheMvnsanMandMvnsungMstudyMofMtheMKoreanM×enomeMandMzpidemiologyMStudyM
UKo×zSVcMGeneticeEpidemiologyaM2020aMiiaMheebhfe

2.6 1

38 wvLLεoMwartlettbadjustedMlikelihoodbbasedMlinearMmodelMapproachMforMidentifyingMdifferentiallyM
expressedMgenesMwithMRNvbseqMdatacMBMCeGenomicsaM2019aMgeaMjie 4.5 1

37 OnMtheMassociationManalysisMofMxNVMdataoMaMfastMandMrobustMfamilybbasedMassociationMmethodcMBMCe
BioinformaticsaM2017aMfmaMgfl 3.6 1

36 UnveilingM×eneticMVariantsMUnderlyingMVitaminMyMyeficiencyMinMMultipleMKoreanMxohortsMbyMaM
×enomebWideMvssociationMStudycMEndocrinologyeandeMetabolismaM2021aM 3.5 1

35 zffectMofMkpgfMregionMonMlungMfunctionMisMmodifiedMbyMsmokingoMaMgenomebwideMinteractionMstudycM
ScientificeReportsaM2020aMfeaMfhelj 4.9 1
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34 xausalMzvaluationMofMLaboratoryMMarkersMinMTypeMgMyiabetesMonMxancerMandMVascularMyiseasesMUsingM
VariousMMendelianMRandomizationMToolscMFrontierseineGeneticsaM2020aMffaMjnlige 4.5 1

33 εdentificationMofMgeneticMlociMaffectingMbodyMmassMindexMthroughMinteractionMwithMmultipleM
environmentalMfactorsMusingMstructuredMlinearMmixedMmodelcMScientificeReportsaM2021aMffaMjeef 4.9 1

32 FluoroquinoloneMandMnoMriskMofMvchillesbtendinopathyMinMchildhoodMpneumoniaMunderMeightMyearsMofM
agebaMnationwideMretrospectiveMcohortcMJournaleofeThoraciceDiseaseaM2021aMfhaMhhnnbhiem 2.6 1

31 ×enomebwideMassociationMstudyMofMnonbtuberculousMmycobacterialMpulmonaryMdiseasecMThoraxaM2021
aMlkaMfknbfll 7.3 1

30 εntegratedMgeneticMandMepigeneticManalysesMuncoverMMSεgMassociationMwithMallergicMinflammationcM
JournaleofeAllergyeandeClinicaleImmunologyaM2021aMfilaMfijhbfikh 11.5 1

29 εnteractionsMbetweenMNxRεLxhsMandMtheMMicrobiomeMinMtheMvirwaysMShapeMvsthmaMSeveritycMImmunee
NetworkaM2021aMgfaMegj 6.1 1

28 yNvMmethylationMchangesMassociatedMwithMprenatalMmercuryMexposureoMvMmetabanalysisMofM
prospectiveMcohortMstudiesMfromMPvxzMconsortiumcMEnvironmentaleResearchaM2021aMgeiaMffgenh 7.9 1

27 UnveilingMgeneticMvariantsMforMagebrelatedMsarcopeniaMbyMconductingMaMgenomebwideMassociationM
studyMonMKoreanMcohortsccMScientificeReportsaM2022aMfgaMhjef 4.9 1

26 missForestMwithMfeatureMselectionMusingMbinaryMparticleMswarmMoptimizationMimprovesMtheM
imputationMaccuracyMofMcontinuousMdataccMGeneseandeGenomicsaM2022aMf 2.1 1

25 yisorderedMdevelopmentMofMgutMmicrobiomeMinterferesMwithMtheMestablishmentMofMtheMgutM
ecosystemMduringMearlyMchildhoodMwithMatopicMdermatitisccMGuteMicrobesaM2022aMfiaMgekmhkk 8.8 1

24 vssociationMbetweenMMetabotropicM×lutamateMReceptorMfMPolymorphismMandMxardiovascularM
yiseaseMinMKoreanMvdultscMJournaleofeLipideandeAtherosclerosisaM2017aMkaMgn 3 0

23 vppropriateMnumberMofMobservationsMforMdeterminingMhandMhygieneMcomplianceMamongMhealthcareM
workerscMAntimicrobialeResistanceeandeInfectioneControlaM2021aMfeaMfkl 6.2 0

22 ProgressiveMeffectsMofMsinglebnucleotideMpolymorphismsMonMfkMphenotypicMtraitsMbasedMonM
longitudinalMdatacMGeneseandeGenomicsaM2020aMigaMhnhbieh 2.1 0

21 NovelMrecessiveMlocusMforMbodyMmassMindexMinMchildhoodMasthmacMThoraxaM2021aMlkaMfgglbfghe 7.3 0

20 NonalcoholicMFattyMLiverMyiseaseMforMtheMεncidenceMofMyrugbεnducedMLiverMεnjurycMClinicale
GastroenterologyeandeHepatologyaM2021aM 6.9 0

19 vMhighMdegreeMofMkneeMflexionMafterMTKvMpromotesMtheMabilityMtoMperformMhighbflexionMactivitiesMandM
patientMsatisfactionMinMvsianMpopulationcMBMCeMusculoskeletaleDisordersaM2021aMggaMjkj 2.8 0

18 UncertaintyMestimationMofMexposureMfactorsMforMconsumerMproductsMbasedMonMvariousMsampleMsizescM
FoodeandeChemicaleToxicologyaM2019aMfhiaMffemli 4.7 0

17 ×enomebWideMvssociationMStudyMofMKoreanMvsthmaticsoMvMxomparisonMWithMUKMvsthmaticscMAllergyse
AsthmaeandeImmunologyeResearchaM2021aMfhaMkenbkgg 5.3 0

(2021-2020)
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16 SelenomonasoMvMmarkerMofMasthmaMseverityMwithMtheMpotentialMtherapeuticMeffectcMAllergy:eEuropeane
JournaleofeAllergyeandeClinicaleImmunologyaM2021aM 9.3 0

15 vssociationMbetweenMprenatalMcadmiumMexposureMandMcordMbloodMyNvMmethylationccMEnvironmentale
ResearchaM2022aMffhgkm 7.9 0

14 SingleMMarkerMFamilybwasedMvssociationMvnalysisMNotMxonditionalMonMParentalMεnformationcMMethodse
ineMoleculareBiologyaM2017aMfkkkaMienbihn 1.4

13 éeritabilityMestimationMofMdichotomousMphenotypesMusingMaMliabilityMthresholdMmodelMonMascertainedM
familybbasedMsamplescMGeneticeEpidemiologyaM2019aMihaMlkfbllj 2.6

12 RobustManalysisMwithMrelatedMsamplesMunderMtheMpresenceMofMpopulationMsubstructureMandMitsM
applicationMtoMbodyMmassMindexcMGeneseandeGenomicsaM2014aMhkaMkihbkji 2.1

11 FinebscaleMmappingMofMdiseaseMsusceptibilityMlocusMwithMwayesianMpartitionMmodelcMGeneseande
GenomicsaM2012aMhiaMiefbiel 2.1

10 OnMrarebvariantManalysisMinMpopulationbbasedMdesignsoMdecomposingMtheMlikelihoodMtoMtwoM
informativeMcomponentscMHumaneHeredityaM2013aMlkaMlkbmj 1.1

9 εmpactMofMstatinsMonMtheMsurvivalMofMpatientsMwithMcanceroMaMnationwideMpopulationbbasedMcohortM
studyMinMSouthMKoreaccMCancereCommunicationsaM2022aM 9.4

8
xonditionalMestimationMofMlocalMpooledMdispersionMparameterMinMsmallbsampleMRNvbSeqMdataM
improvesMdifferentialMexpressionMtestcMJournaleofeBioinformaticseandeComputationaleBiologyaM2016aM
fiaMfkiieek

1

7 vnMinteractionMofMtheMflqfgbgfMlocusMwithMmoldMexposureMinMchildhoodMasthmacMPediatriceAllergyeande
ImmunologyaM2021aMhgaMhlhbhlk 4.2

6
TheMnationwideMretrospectiveMcohortMstudyMbyMéealthMεnsuranceMReviewMandMvssessmentMServiceM
provesMthatMasthmaMmanagementMdecreasesMtheMexacerbationMriskMofMasthmacMScientificeReportsaM
2021aMffaMfiig

4.9

5
rsgklfkjjMsingleMnucleotideMpolymorphismMmodulatesMtheMriskMforMgastricMcancerMinMéelicobacterM
pyloribinfectedMindividualsoMaMgenomebwideMassociationMstudyMinMtheMKoreanMpopulationccMGastrice
CanceraM2022aMgjaMjlh

7.6
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