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resistance in obese subjects. Nutrition Research, 2018, 50, 53-62.

DNA methylation signatures at endoplasmic reticulum stress genes are associated with adiposity and
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biochemical abnormalities in a Mexican population. Eating and Weight Disorders, 2019, 24, 835-844.

Modeling of an integrative prototype based on genetic, phenotypic, and environmental information
for personalized prescription of energy-restricted diets in overweight/obese subjects. American 4.7 21
Journal of Clinical Nutrition, 2020, 111, 459-470.

<i>CD36<[i>genetic variation, fat intake and liver fibrosis in chronic hepatitis C virus infection.
World Journal of Hepatology, 2016, 8, 1067.

Exploring Host Genetic Polymorphisms Involved in SARS-CoV Infection Outcomes: Implications for

Personalized Medicine in COVID-19. International Journal of Genomics, 2020, 2020, 1-8. 1.6 19

Association of the Gly482Ser PPARGC1A gene variant with different cholesterol outcomes in response
to two energy-restricted diets in subjects with excessive weight. Nutrition, 2018, 47, 83-89.

Precision nutrition based on phenotypical traits and the (epi)genotype: nutrigenetic and nutrigenomic
approaches for obesity care. Current Opinion in Clinical Nutrition and Metabolic Care, 2021, 24, 2.5 17
315-325.
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Prediction of Blood Lipid Phenotypes Using Obesity-Related Genetic Polymorphisms and Lifestyle Data

in Subjects with Excessive Body Weight. International Journal of Genomics, 2018, 2018, 1-10. 1.6 16

Dopamine D2 receptor polymorphism (C957T) is associated with sugar consumption and triglyceride
levels in West Mexicans. Physiology and Behavior, 2018, 194, 532-537.

Association of a novel TAS2R38 haplotype with alcohol intake among Mexican-Mestizo population. 15 15
Annals of Hepatology, 2015, 14, 729-34. :

Models Integrating Genetic and Lifestyle Interactions on Two Adiposity Phenotypes for Personalized
Prescription of Energy-Restricted Diets With Different Macronutrient Distribution. Frontiers in
Genetics, 2019, 10, 686.

Genetic and nongenetic factors explaining metabolically healthy and unhealthy phenotypes in
participants with excessive adiposity: relevance for personalized nutrition. Therapeutic Advances in 3.2 14
Endocrinology and Metabolism, 2019, 10, 204201881987730.

Methylome-Wide Association Study in Peripheral White Blood Cells Focusing on Central Obesity and
Inflammation. Genes, 2019, 10, 444.

Untargeted metabolomic on urine samples after I+-lipoic acid and/or eicosapentaenoic acid

supplementation in healthy overweight/obese women. Lipids in Health and Disease, 2018, 17, 103. 3.0 13

Association of Lactase Persistence Genotypes with High Intake of Dairy Saturated Fat and High

Prevalence of Lactase Non-Persistence among the Mexican Population. Journal of Nutrigenetics and
Nutrigenomics, 2016, 9, 83-94.

Interactions between DRD2/ANKK1 TaglA Polymorphism and Dietary Factors Influence Plasma
Triglyceride Concentrations in Diabetic Patients from Western Mexico: A Cross-sectional Study. 4.1 12
Nutrients, 2019, 11, 2863.



38

40

42

44

46

48

50

52

OMAR RAMOS-LOPEZ

ARTICLE IF CITATIONS
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Journal of Clinical Medicine, 2021, 10, 3112.

Association of Methylation Signatures at Hepatocellular Carcinoma Pathway Genes with Adiposity

and Insulin Resistance Phenotypes. Nutrition and Cancer, 2019, 71, 840-851. 2.0 10

Interplay of an Obesity-Based Genetic Risk Score with Dietary and Endocrine Factors on Insulin
Resistance. Nutrients, 2020, 12, 33.

Antioxidant Lifestyle, Co-Morbidities and Quality of Life Empowerment Concerning Liver Fibrosis.

Antioxidants, 2020, 9, 1125. 5.1 7

Personalised, population and planetary nutrition for precision health. BMJ Nutrition, Prevention and
Health, 2021, 4, 355-358.

Longwise Cluster Analysis for the Prediction of COVID-19 Severity within 72 h of Admission:

COVID-DATA-SAVE-LIFES Cohort. Journal of Clinical Medicine, 2022, 11, 3327. 24 7

The triglyceride&€glucose index as an adiposity marker and a predictor of fat loss induced by a
lowé€ealorie diet. European Journal of Clinical Investigation, 2022, 52, e13674.

Effect of Metformin on Glycemic Control Regarding Carriers of the SLC22A1/OCT1 (rs628031)
Polymorphism and Its Interactions with Dietary Micronutrients in Type 2 Diabetes. Diabetes, Metabolic 2.4 6
Syndrome and Obesity: Targets and Therapy, O, Volume 15, 1771-1784.

&lt;p&gt;impact of &lt;em&gt; APOERIt;/em&gt; Alleles-by-Diet Interactions on Glycemic and Lipid
Featuresa€” A Cross-Sectional Study of a Cohort of Type 2 Diabetes Patients from Western Mexico:
Implications for Personalized Medicine&lt;/p&gt;. Pharmacogenomics and Personalized Medicine, 2020,

Associations of the lipid genetic variants Thr54 (<i>FABP2)</i> and -493T (<i>MTTP)</i> with total
cholesterol and low-density lipoprotein cholesterol levels in Mexican subjects. Journal of 1.0 4
International Medical Research, 2018, 46, 1467-1476.

Interactions of Comorbidity and Five Simple Environmental Unhealthy Habits Concerning Physical and
Mental Quality of Life in the Clinical Setting. International Journal of Environmental Research and
Public Health, 2021, 18, 9590.

Interaction of ACEIl antihypertensive agent's administration with the inflammatory status at admission

concerning COVID-19 clinical stay outcomes. Vascular Pharmacology, 2022, 143, 106955. 21 3

Genetic and epigenetic nutritional interactions influencing obesity risk and adiposity outcomes.
Current Opinion in Clinical Nutrition and Metabolic Care, 2022, 25, 235-240.

Genes and Alcoholism: Taste, Addiction, and Metabolism. , 2019, , 483-491. 1

Nutrigenetic approaches in obesity and weight loss. , 2020, , 409-415.

Hematological- and Immunological-Related Biomarkers to Characterize Patients with COVID-19 from

Other Viral Respiratory Diseases. Journal of Clinical Medicine, 2022, 11, 3578. 24 1

Impact of Spirulina maxima Intake and Exercise (SIE) on Metabolic and Fitness Parameters in Sedentary

Older Adults with Excessive Body Mass: Study Protocol of a Randomized Controlled Trial.
International Journal of Environmental Research and Public Health, 2021, 18, 1605.




