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Bone-Specific Transcription Factor Runx2 Interacts with the 1Î±,25-Dihydroxyvitamin D 3 Receptor To
Up-Regulate Rat Osteocalcin Gene Expression in Osteoblastic Cells. Molecular and Cellular Biology,
2004, 24, 8847-8861.

2.3 126

141 Architectural Organization of the Regulatory Machinery for Transcription, Replication, and Repair:
Dynamic Temporal-Spatial Parameters of Cell Cycle Control. , 2004, , 15-92. 0

142 Regulatory controls for osteoblast growth and differentiation: role of Runx/Cbfa/AML factors.
Critical Reviews in Eukaryotic Gene Expression, 2004, 14, 1-41. 0.9 194

143 Nuclear microenvironments support physiological control of gene expression. Chromosome
Research, 2003, 11, 527-536. 2.2 6

144 Runx2/Cbfa1 Functions: Diverse Regulation of Gene Transcription by Chromatin Remodeling and
Co-Regulatory Protein Interactions. Connective Tissue Research, 2003, 44, 141-148. 2.3 56



10

Janet L Stein

# Article IF Citations

145
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