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7 The SITE-100 Project: Site-Based Biodiversity Genomics for Species Discovery, Community Ecology, and a
Global Tree-of-Life. Frontiers in Ecology and Evolution, 2022, 10, . 1.1 6

8
Community assembly and metaphylogeography of soil biodiversity: Insights from haplotypeâ€•level
community<scp>DNA</scp>metabarcoding within an oceanic island. Molecular Ecology, 2022, 31,
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9 Unveiling biogeographical patterns in the worldwide distributed <i>Ceratitis capitata</i> (medfly)
using population genomics and microbiome composition. Molecular Ecology, 2022, 31, 4866-4883. 2.0 4

10 The limited spatial scale of dispersal in soil arthropods revealed with wholeâ€•community
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11 Higherâ€•level phylogeny of longhorn beetles (Coleoptera: Chrysomeloidea) inferred from
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12 Demographic History and Genomic Response to Environmental Changes in a Rapid Radiation of Wild
Rats. Molecular Biology and Evolution, 2021, 38, 1905-1923. 3.5 7
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14 Validated removal of nuclear pseudogenes and sequencing artefacts from mitochondrial
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Vulnerability to climate change for two endemic highâ€•elevation, lowâ€•dispersive <i>Annitella</i> species
(Trichoptera) in Sierra Nevada, the southernmost high mountain in Europe. Insect Conservation and
Diversity, 2020, 13, 283-295.
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18 Mitochondrial Metagenomics Reveals the Ancient Origin and Phylodiversity of Soil Mites and Provides
a Phylogeny of the Acari. Molecular Biology and Evolution, 2020, 37, 683-694. 3.5 42



3

Alfried P Vogler

# Article IF Citations

19 The phylogeny of leaf beetles (Chrysomelidae) inferred from mitochondrial genomes. Systematic
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Mimicry diversification in <i>Papilio dardanus</i> via a genomic inversion in the regulatory region of
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21 New mitochondrial genomes of 39 soil dwelling Coleoptera from metagenome sequencing.
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22 Diversification of mitogenomes in three sympatric <i>Altica</i> flea beetles (Insecta, Chrysomelidae).
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23 Predicting the unpredictable: How host specific is the mycobiota of bark and ambrosia beetles?. Fungal
Ecology, 2019, 42, 100854. 0.7 17
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Phylogenetics and Evolution, 2019, 133, 164-165. 1.2 0

25 Toward accurate speciesâ€•level metabarcoding of arthropod communities from the tropical forest
canopy. Ecology and Evolution, 2019, 9, 3105-3116. 0.8 45

26 Mitochondrial phylogenomics of the Hymenoptera. Molecular Phylogenetics and Evolution, 2019, 131,
8-18. 1.2 104

27 Coalescence Models Reveal the Rise of the White-Bellied Rat (Niviventer confucianus) Following the
Loss of Asian Megafauna. Journal of Mammalian Evolution, 2019, 26, 423-434. 1.0 9

28 Implementation options for DNA-based identification into ecological status assessment under the
European Water Framework Directive. Water Research, 2018, 138, 192-205. 5.3 275

29
The phylogeny of Galerucinae (Coleoptera: Chrysomelidae) and the performance of mitochondrial
genomes in phylogenetic inference compared to nuclear <scp>rRNA</scp> genes. Cladistics, 2018, 34,
113-130.
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30 Ecological constraints from incumbent clades drive trait evolution across the treeâ€•ofâ€•life of
freshwater macroinvertebrates. Ecography, 2018, 41, 1049-1063. 2.1 21

31 Metabarcoding of freshwater invertebrates to detect the effects of a pesticide spill. Molecular
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Re-evaluating conservation priorities of New World tarantulas (Araneae: Theraphosidae) in a
molecular framework indicates non-monophyly of the
genera,<i>Aphonopelma</i>and<i>Brachypelma</i>. Systematics and Biodiversity, 2018, 16, 89-107.
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33 Host specificity of parasitoids (Encyrtidae) toward armored scale insects (Diaspididae): Untangling
the effect of cryptic species on quantitative food webs. Ecology and Evolution, 2018, 8, 7879-7893. 0.8 10

34 The contribution of mitochondrial metagenomics to large-scale data mining and phylogenetic analysis
of Coleoptera. Molecular Phylogenetics and Evolution, 2018, 128, 1-11. 1.2 41
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Statistical Evaluation of Monophyly in the â€˜Broad-Nosed Weevilsâ€™ through Molecular Phylogenetic
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36 Genome sequencing of Rhinorhipus Lawrence exposes an early branch of the Coleoptera. Frontiers in
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52 Metabarcoding of fungal communities associated with bark beetles. Ecology and Evolution, 2016, 6,
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53 Protecting an Ecosystem Service. Advances in Ecological Research, 2016, 54, 135-206. 1.4 115
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68 Metagenome Skimming of Insect Specimen Pools: Potential for Comparative Genomics. Genome Biology
and Evolution, 2015, 7, 1474-1489. 1.1 32

69
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72 Detection of the Acetylcholinesterase Insecticide Resistance Mutation (G328A) in Natural Populations
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1 1 0.784314 rg
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weevils (genus Conotrachelus): relevance to evolutionary ecology. Molecular Phylogenetics and
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115 Systematic placement of the recently discovered beetle family Meruidae (Coleoptera: Dytiscoidea)
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1 1 0.784314 rg
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142 Complex Pattern of Coalescence and Fast Evolution of a Mitochondrial rRNA Pseudogene in a Recent
Radiation of Tiger Beetles. Molecular Biology and Evolution, 2005, 22, 991-1000. 3.5 69

143
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(Dytiscidae). Molecular Phylogenetics and Evolution, 2004, 32, 866-880. 1.2 58

149
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Molecular Phylogenetics and Evolution, 2003, 26, 139-154.
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