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m Paper IF Citations

124 zenomeZwideLanalysisLofLhumanLkinasesLinLclathrinZLandLcaveolaebraftZmediatedLendocytosisaL
NatureXL2005XLgfiXLjkZki 50.4 523

123 wynaminLandLtheLactinLcytoskeletonLcooperativelyLregulateLplasmaLmembraneLinvaginationLbyLutRL
andLyZutRLproteinsaLDevelopmentalgCellXL2005XLlXLjldZkcg 10.2 484

122 tPPLLproteinsLlinkLRabhLtoLnuclearLsignalLtransductionLviaLanLendosomalLcompartmentaLCellXL2004XL
ddiXLgghZhi 56.2 453

121 SystemsLsurveyLofLendocytosisLbyLmultiparametricLimageLanalysisaLNatureXL2010XLgigXLegfZl 50.4 340

120 tnLendoribonucleaseZpreparedLsiRNtLscreenLinLhumanLcellsLidentifiesLgenesLessentialLforLcellL
divisionaLNatureXL2004XLgfeXLdcfiZgc 50.4 339

119 ’ighZresolutionLTtwsLrevealLwNtLsequencesLunderlyingLgenomeLorganizationLinLfliesaLNatureg
CommunicationsXL2018XLlXLdkl 17.4 292

118 TheLaxolotlLgenomeLandLtheLevolutionLofLkeyLtissueLformationLregulatorsaLNatureXL2018XLhhgXLhcZhh 50.4 279

117 TheLendosomalLproteinLtppldLmediatesLtktLsubstrateLspecificityLandLcellLsurvivalLinLvertebrateL
developmentaLCellXL2008XLdffXLgkiZlj 56.2 260

116 ModulationLofLreceptorLrecyclingLandLdegradationLbyLtheLendosomalLkinesinLΔ ydiuaLCellXL2005XL
dedXLgfjZhc 56.2 257

115 zenomeZscaleLRNtiLprofilingLofLcellLdivisionLinLhumanLtissueLcultureLcellsaLNaturegCellgBiologyXL2007XL
lXLdgcdZde 23.4 254

114 MechanicalLregulationLofLtranscriptionLcontrolsLPolycombZmediatedLgeneLsilencingLduringL
lineage´ commitmentaLNaturegCellgBiologyXL2016XLdkXLkigZjh 23.4 241

113 ventrioleLassemblyLrequiresLbothLcentriolarLandLpericentriolarLmaterialLproteinsaLDevelopmentalg
CellXL2004XLjXLkdhZel 10.2 239

112 TheLutRZdomainLfamilyLofLproteinsmLaLcaseLofLbendingLandLbindingraLEMBOgReportsXL2004XLhXLehcZh 6.5 237

111 MTxRygLregulatesLtranslationLbyLtargetingLtheLmethyltransferaseLNSUNgLtoLtheLmammalianL
mitochondrialLribosomeaLCellgMetabolismXL2011XLdfXLhejZfl 24.6 190

110 ’tUSXLtheLkZsubunitLhumanLtugminLcomplexXLregulatesLcentrosomeLandLspindleLintegrityaLCurrentg
BiologyXL2009XLdlXLkdiZei 6.3 186

109 TheLvaenorhabditisLelegansLcentrosomalLproteinLSPwZeLisLrequiredLforLbothLpericentriolarLmaterialL
recruitmentLandLcentrioleLduplicationaLCurrentgBiologyXL2004XLdgXLkifZjf 6.3 186

108 NSUNgLisLaLdualLfunctionLmitochondrialLproteinLrequiredLforLbothLmethylationLofLdeSLrRNtLandL
coordinationLofLmitoribosomalLassemblyaLPLoSgGeneticsXL2014XLdcXLedccgddc 6 179
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107 TheLkineticallyLdominantLassemblyLpathwayLforLcentrosomalLastersLinLvaenorhabditisLelegansLisL
gammaZtubulinLdependentaLJournalgofgCellgBiologyXL2002XLdhjXLhldZice 7.3 178

106 ReckLphosphorylationLbyLcaseinLkinaseLdLandLvdcjZwbfgLkinaseLregulatesLcohesinLcleavageLbyL
separaseLduringLmeiosisaLDevelopmentalgCellXL2010XLdkXLfljZgcl 10.2 158

105 zenomeZwideLresourcesLofLendoribonucleaseZpreparedLshortLinterferingLRNtsLforLspecificL
lossZofZfunctionLstudiesaLNaturegMethodsXL2007XLgXLffjZgg 21.6 151

104
MutationsLinLmouseLtspmLTabnormalLspindleZlikeLmicrocephalyLassociatedULcauseLnotLonlyL
microcephalyLbutLalsoLmajorLdefectsLinLtheLgermlineaLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaXL2010XLdcjXLdihlhZicc

11.5 143

103 TheLpowerLandLtheLlimitationsLofLcrossZspeciesLproteinLidentificationLbyLmassLspectrometryZdrivenL
sequenceLsimilarityLsearchesaLMoleculargandgCellulargProteomicsXL2004XLfXLefkZgl 7.6 133

102
TheLplanarianLSchmidteaLmediterraneaLasLaLmodelLforLepigeneticLgermLcellLspecificationmLanalysisLofL
xSTsLfromLtheLhermaphroditicLstrainaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaXL2005XLdceXLdkgldZi

11.5 128

101 wistinctLrolesLforLtwoLvaLelegansLanillinsLinLtheLgonadLandLearlyLembryoaLDevelopmentgrCambridgesXL
2005XLdfeXLekfjZgk 6.6 127

100 wxQORmLaLwebZbasedLtoolLforLtheLdesignLandLqualityLcontrolLofLsiRNtsaLNucleicgAcidsgResearchXL2004
XLfeXLWddfZec 20.1 120

99 tpoptosisLprotectionLbyLtheLxpoLtargetLuclZXTLULallowsLfactorZindependentLdifferentiationLofL
primaryLerythroblastsaLCurrentgBiologyXL2002XLdeXLdcjiZkh 6.3 119

98 XMtPedhmLaLkeyLcomponentLofLtheLdynamicLmicrotubuleLcytoskeletonaLTrendsgingCellgBiologyXL2002XL
deXLeijZjf 18.3 117

97 StueLpromotesLmitoticLspindleLelongationLinLanaphaseaLJournalgofgCellgBiologyXL2001XLdhfXLgfhZge 7.3 104

96 vhromatinLventralmLtowardsLtheLcomparativeLproteomeLbyLaccurateLmappingLofLtheLyeastL
proteomicLenvironmentaLGenomegBiologyXL2008XLlXLRdij 18.3 96

95 tnLessentialLfunctionLofLtheLvaLelegansLorthologLofLTPXeLisLtoLlocalizeLactivatedLauroraLtLkinaseLtoL
mitoticLspindlesaLDevelopmentalgCellXL2005XLlXLefjZgk 10.2 94

94 vomparativeLRNtZseqLanalysisLinLtheLunsequencedLaxolotlmLtheLoncogeneLburstLhighlightsLearlyL
geneLexpressionLinLtheLblastemaaLPLoSgComputationalgBiologyXL2013XLlXLedccelfi 5 92

93
StructureLofLtheLhumanLMTxRygZNSUNgLproteinLcomplexLthatLregulatesLmitochondrialLribosomeL
biogenesisaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2012XL
dclXLdhehfZk

11.5 87

92 TheLMMSeeLZTONSLLcomplexLmediatesLrecoveryLfromLreplicationLstressLandLhomologousL
recombinationaLMoleculargCellXL2010XLgcXLidlZfd 17.6 85

91 vomparativeLtranscriptionalLprofilingLofLtheLaxolotlLlimbLidentifiesLaLtripartiteLregenerationZspecificL
geneLprogramaLPLoSgONEXL2013XLkXLeidfhe 3.7 82

90 ’ypermethylationLofLgeneLbodyLvpzLislandsLpredictsLhighLdosageLofLfunctionalLoncogenesLinLliverL
canceraLNaturegCommunicationsXL2018XLlXLfdig 17.4 80
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89 MTxRydLbindsLmtwNtLtoLpreventLtranscriptionalLinterferenceLatLtheLlightZstrandLpromoterLbutLisL
dispensableLforLrRNtLgeneLtranscriptionLregulationaLCellgMetabolismXL2013XLdjXLidkZei 24.6 78

88
vorrectionLforLZayasLetLalaXLTheLplanarianLSchmidteaLmediterraneaLasLaLmodelLforLepigeneticLgermL
cellLspecificationmLtnalysisLofLxSTsLfromLtheLhermaphroditicLstrainaLProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2012XLdclXLdlcffZdlcff

11.5 78

87 yromLbiomedicineLtoLnaturalLhistoryLresearchmLxSTLresourcesLforLambystomatidLsalamandersaLBMCg
GenomicsXL2004XLhXLhg 4.5 75

86 vaenorhabditisLelegansLscreenLrevealsLroleLofLPtRZhLinLRtuZddZrecyclingLendosomeLpositioningLandL
apicobasalLcellLpolarityaLNaturegCellgBiologyXL2012XLdgXLiiiZji 23.4 73

85 tLcellLcycleZregulatedLSlxgZwpbddLcomplexLpromotesLtheLresolutionLofLwNtLrepairLintermediatesL
linkedLtoLstalledLreplicationaLGenesgandgDevelopmentXL2014XLekXLdicgZdl 12.6 70

84 wNtZproteinLcrosslinkLrepairmLproteasesLasLwNtLrepairLenzymesaLTrendsgingBiochemicalgSciencesXL
2015XLgcXLijZjd 10.3 70

83 MTxRyfLregulatesLmitochondrialLribosomeLbiogenesisLinLinvertebratesLandLmammalsaLPLoSgGenetics
XL2013XLlXLedccfdjk 6 70

82 ProductionLofLendoribonucleaseZpreparedLshortLinterferingLRNtsLforLgeneLsilencingLinLmammalianL
cellsaLNaturegMethodsXL2005XLeXLjjlZkg 21.6 69

81  solationLofLtranslationallyLcontrolledLmRNtsLbyLdifferentialLscreeningaLFASEBgJournalXL2000XLdgXLdigdZhe0.9 69

80 MolecularLstrategiesLofLtheLvaenorhabditisLelegansLdauerLlarvaLtoLsurviveLextremeLdesiccationaL
PLoSgONEXL2013XLkXLekegjf 3.7 67

79 LxTZjijLisLrequiredLforLtheLproductionLofLbranchedLchainLandLlongLchainLfattyLacidsLinL
vaenorhabditisLelegansaLJournalgofgBiologicalgChemistryXL2008XLekfXLdjhhcZic 5.4 64

78 ’omologyZbasedLfunctionalLproteomicsLbyLmassLspectrometrymLapplicationLtoLtheLXenopusL
microtubuleZassociatedLproteomeaLProteomicsXL2004XLgXLejcjZed 4.8 64

77 tnLtmbystomaLmexicanumLxSTLsequencingLprojectmLanalysisLofLdjXfheLexpressedLsequenceLtagsL
fromLembryonicLandLregeneratingLblastemaLcwNtLlibrariesaLGenomegBiologyXL2004XLhXLRij 18.3 64

76 TheLclathrinLadaptorLzgaepLisLaLphosphatidylinositolLgZphosphateLeffectorLatLtheLzolgiLexitaL
MoleculargBiologygofgthegCellXL2008XLdlXLdlldZecce 3.5 63

75 MitochondrialLfusionLisLrequiredLforLregulationLofLmitochondrialLwNtLreplicationaLPLoSgGeneticsXL
2019XLdhXLedcckckh 6 62

74 vompromisedLMitochondrialLProteinL mportLtctsLasLaLSignalLforLUPRaLCellgReportsXL2019XLekXLdihlZdiilaeh10.6 59

73 wietaryLrestrictionLinducedLlongevityLisLmediatedLbyLnuclearLreceptorLN’RZieLinLvaenorhabditisL
elegansaLPLoSgGeneticsXL2013XLlXLedccfihd 6 58

72 SwmdbtpcdfLisLanLevolutionarilyLconservedLsubunitLofLtheLanaphaseZpromotingLcomplexLstabilizingL
theLassociationLofLvdcdiLandLvdcejaLMoleculargandgCellulargBiologyXL2004XLegXLfhieZji 4.8 55
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71 tLnovelLfZhydroxysteroidLdehydrogenaseLthatLregulatesLreproductiveLdevelopmentLandLlongevityaL
PLoSgBiologyXL2012XLdcXLedccdfch 9.7 54

70 StructureLofLaLvytoplasmicLddZSubunitLRNtLxxosomeLvomplexaLMoleculargCellXL2016XLifXLdehZfg 17.6 53

69 vonformationalLadaptabilityLofLRedbetaLduringLwNtLannealingLandLimplicationsLforLitsLstructuralL
relationshipLwithLRadheaLJournalgofgMoleculargBiologyXL2009XLfldXLhkiZlk 6.5 50

68 mRNtLexportLthroughLanLadditionalLcapZbindingLcomplexLconsistingLofLNvuPdLandLNvuPfaLNatureg
CommunicationsXL2015XLiXLkdle 17.4 47

67 VavLProteinsLtreLΔeyLRegulatorsLofLvardlLSignalingLforL nnateLtntifungalL mmunityaLCellgReportsXL
2016XLdjXLehjeZehkf 10.6 47

66 TheLbicoidLstabilityLfactorLcontrolsLpolyadenylationLandLexpressionLofLspecificLmitochondrialL
mRNtsLinLwrosophilaLmelanogasteraLPLoSgGeneticsXL2011XLjXLedccefeg 6 46

65 xrythroidLprogenitorLrenewalLversusLdifferentiationmLgeneticLevidenceLforLcellLautonomousXL
essentialLfunctionsLofLxpoRXLStathLandLtheLzRaLOncogeneXL2006XLehXLeklcZlcc 9.2 46

64 TheLRNtZbindingLproteinLtrrestLTurunoULregulatesLalternativeLsplicingLtoLenableLmyofibrilL
maturationLinLwrosophilaLflightLmuscleaLEMBOgReportsXL2015XLdiXLdjkZld 6.5 39

63 tLtranscriptomicsLresourceLrevealsLaLtranscriptionalLtransitionLduringLorderedLsarcomereL
morphogenesisLinLflightLmuscleaLELifeXL2018XLjXL 8.9 37

62 MergingLandLscoringLmolecularLinteractionsLutilisingLexistingLcommunityLstandardsmLtoolsXLuseZcasesL
andLaLcaseLstudyaLDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationXL2015XLecdhXL 5 36

61 StructureLofLleechLderivedLtryptaseLinhibitorLTLwT ZvULinLsolutionaLFEBSgLettersXL1994XLfhhXLelcZi 3.8 33

60 tlteredLlipidLmetabolismLinLtheLagingLkidneyLidentifiedLbyLthreeLlayeredLomicLanalysisaLAgingXL2016XL
kXLggdZhj 5.6 33

59 TheLinteractionLpropertiesLofLtheLhumanLRabLzTPaseLfamilyZZcomparativeLanalysisLrevealsL
determinantsLofLmolecularLbindingLselectivityaLPLoSgONEXL2012XLjXLefgkjc 3.7 32

58 ’umanLintellectualLdisabilityLgenesLformLconservedLfunctionalLmodulesLinLwrosophilaaLPLoSg
GeneticsXL2013XLlXLedccfldd 6 32

57 SecretoryLcargoLsortingLbyLvaeWZdependentLvabghLoligomerizationLatLtheLtransZzolgiLnetworkaL
JournalgofgCellgBiologyXL2016XLedfXLfchZdg 7.3 30

56 ToolsLforLvisualizationLandLanalysisLofLmolecularLnetworksXLpathwaysXLandLZomicsLdataaLAdvancesgandg
ApplicationsgingBioinformaticsgandgChemistryXL2015XLkXLddZee 1.5 29

55 vofilinLrecruitsLyZactinLtoLSPvtdLandLpromotesLvaeWZmediatedLsecretoryLcargoLsortingaLJournalgofg
CellgBiologyXL2014XLeciXLifhZhg 7.3 27

54 TheLcytoplasmicLpolyTtULpolymerasesLzLwZeLandLzLwZgLpromoteLgeneralLgeneLexpressionLviaL
distinctLmechanismsaLNucleicgAcidsgResearchXL2014XLgeXLddieeZff 20.1 27
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53  sletLcellLautoantigenLofLilLkwaLisLanLarfaptinZrelatedLproteinLassociatedLwithLtheLzolgiLcomplexLofL
insulinomaL NSZdLcellsaLJournalgofgBiologicalgChemistryXL2003XLejkXLeidiiZjf 5.4 27

52 ’umanL’ollidayLjunctionLresolvaseLzxNdLusesLaLchromodomainLforLefficientLwNtLrecognitionLandL
cleavageaLELifeXL2015XLgXL 8.9 21

51  ntegrativeLanalysisLandLmachineLlearningLonLcancerLgenomicsLdataLusingLtheLvancerLSystemsL
uiologyLwatabaseLTvancerSyswuUaLBMCgBioinformaticsXL2018XLdlXLdhi 3.6 20

50 RegulationLandLfunctionLofL’fΔfiLdiZmethylationLbyLtheLtrithoraxZgroupLproteinLcomplexLtMvaL
DevelopmentgrCambridgesXL2018XLdghXL 6.6 20

49 TranslationalLcontrolLofLputativeLprotooncogeneLNmefZMeLbyLcytokinesLviaLphosphoinositideL
fZkinaseLsignalingaLJournalgofgBiologicalgChemistryXL2004XLejlXLfkdilZji 5.4 20

48 wrosophilaLmelanogasterLLRPPRveLisLinvolvedLinLcoordinationLofLmitochondrialLtranslationaLNucleicg
AcidsgResearchXL2014XLgeXLdflecZfk 20.1 18

47 SeLOXZZaLlocusLofLrecombinationLsiteLsearchLtoolLforLtheLdetectionLandLdirectedLevolutionLofL
siteZspecificLrecombinationLsystemsaLNucleicgAcidsgResearchXL2010XLfkXLWelfZk 20.1 16

46
TheLcompleteLandLfullyLassembledLgenomeLsequenceLofLteromonasLsalmonicidaLsubspaL
pectinolyticaLandLitsLcomparativeLanalysisLwithLotherLteromonasLspeciesmLinvestigationLofLtheL
mobilomeLinLenvironmentalLandLpathogenicLstrainsaLBMCgGenomicsXL2018XLdlXLec

4.5 15

45 wesigningLefficientLandLspecificLendoribonucleaseZpreparedLsiRNtsaLMethodsgingMoleculargBiologyXL
2013XLlgeXLdlfZecg 1.4 15

44  nteractionLbetweenLSecjpLandLPikdpmLtheLfirstLclueLforLtheLregulationLofLaLcoincidenceLdetectionL
signalaLEuropeangJournalgofgCellgBiologyXL2010XLklXLhjhZkf 6.1 15

43 mitoXplorerXLaLvisualLdataLminingLplatformLtoLsystematicallyLanalyzeLandLvisualizeLmitochondrialL
expressionLdynamicsLandLmutationsaLNucleicgAcidsgResearchXL2020XLgkXLichZife 20.1 15

42 TheL ntegratedLRNtLLandscapeLofLRenalLPreconditioningLagainstL schemiaZReperfusionL njuryaL
JournalgofgthegAmericangSocietygofgNephrology:gJASNXL2020XLfdXLjdiZjfc 12.7 11

41 TranscriptionalLprofilingLrevealsLprogeroidLxrccdTZb˛�ULmiceLasLaLmodelLsystemLforLglomerularLagingaL
BMCgGenomicsXL2013XLdgXLhhl 4.5 11

40  dentificationLofLtheLvaLelegansLanaphaseLpromotingLcomplexLsubunitLvdceiLbyLphenotypicLprofilingL
andLfunctionalLrescueLinLyeastaLBMCgDevelopmentalgBiologyXL2007XLjXLdl 3.1 11

39 ttffLlinksLlossLofLepithelialLpolarityLtoLdefectsLinLcellLdifferentiationLandLcytoarchitectureaLPLoSg
GeneticsXL2018XLdgXLedccjegd 6 11

38
PhenotypicLandLgenomicLcomparisonLofLPhotorhabdusLluminescensLsubspaLlaumondiiLTTcdLandLaL
widelyLusedLrifampicinZresistantLPhotorhabdusLluminescensLlaboratoryLstrainaLBMCgGenomicsXL2018XL
dlXLkhg

4.5 11

37 WholeZgenomeLcomparisonLbetweenLtheLtypeLstrainLofL’alobacteriumLsalinarumLTwSMLfjhgLULandL
theLlaboratoryLstrainsLRdLandLNRvZdaLMicrobiologyOpenXL2020XLlXLeljg 3.4 10

36 PostnatalLTshzfLweletionLwrivesLtlteredLvorticostriatalLyunctionLandLtutismLSpectrumL
wisorderZlikeLuehavioraLBiologicalgPsychiatryXL2019XLkiXLejgZekh 7.9 9
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35 TheLderegulatedLmicroRNtomeLcontributesLtoLtheLcellularLresponseLtoLaneuploidyaLBMCgGenomicsXL
2018XLdlXLdlj 4.5 8

34 RevisionLandLreannotationLofLtheL’alomonasLelongataLwSMLehkdLgenomeaLMicrobiologyOpenXL2017XL
iXLeccgih 3.4 8

33 PwZZdomainZbindingLsitesLareLcommonLamongLcadherinsaLDevelopmentgGenesgandgEvolutionXL2006XL
ediXLjfjZgd 1.8 8

32
PrednisoloneLrescuesLwuchenneLmuscularLdystrophyLphenotypesLinLhumanLpluripotentLstemL
cellZderivedLskeletalLmuscleLinLvitroaLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaXL2021XLddkXL

11.5 8

31 TheL’ippoLpathwayLcontrolsLmyofibrilLassemblyLandLmuscleLfiberLgrowthLbyLregulatingLsarcomericL
geneLexpressionaLELifeXL2021XLdcXL 8.9 8

30 ’’ZMOTiymLdeLnovoLdetectionLofLshortLlinearLmotifsLinLproteinsLbyL’iddenLMarkovLModelL
comparisonsaLNucleicgAcidsgResearchXL2017XLghXLWgjcZWgjj 20.1 7

29 StructuralLbasisLforLtheLantagonisticLrolesLofLRNPZkLandLzLwZfLinLzLwZeLpolyTtUZpolymeraseLactivityaL
RnaXL2016XLeeXLddflZgh 5.8 7

28 ΔxzzViewerXLaLuioJSLcomponentLtoLvisualizeLΔxzz´ PathwaysaLF1000ResearchXL2014XLfXLgf 3.6 7

27 ProytTmLaLwebZbasedLtoolLforLtheLfunctionalLannotationLofLproteinLsequencesaLBMCgBioinformaticsXL
2006XLjXLgii 3.6 6

26 xvaluatingLtheLlandscapeLofLgeneLcooperativityLwithLreceptorLtyrosineLkinasesLinLliverL
tumorigenesisLusingLtransposonZmediatedLmutagenesisaLJournalgofgHepatologyXL2019XLjcXLgjcZgke 13.4 6

25 SlxhbSlxkZdependentLubiquitinLhotspotsLonLchromatinLcontributeLtoLstressLtoleranceaLEMBOgJournal
XL2019XLfkXL 13 5

24 TheLzenomeLSequenceLofLtheL’alobacteriumLsalinarumLTypeLStrainL sLvloselyLRelatedLtoLThatLofL
LaboratoryLStrainsLNRvZdLandLRdaLMicrobiologygResourcegAnnouncementsXL2019XLkXL 1.3 5

23 moryeusmLaLwebZbasedLprogramLtoLdetectLremotelyLconservedLorthologsLusingLsymmetricalLbestL
hitsLandLorthologyLnetworkLscoringaLBMCgBioinformaticsXL2014XLdhXLeif 3.6 5

22 tLTadZlikeLapparatusLisLrequiredLforLcontactZdependentLpreyLkillingLinLpredatoryLsocialLbacteriaaL
ELifeXL2021XLdcXL 8.9 5

21
VirtualLpathwayLexplorerLTviPxrULandLpathwayLenrichmentLanalysisLtoolLTPxtNuTUmLcreatingLandL
analyzingLfocusLnetworksLtoLidentifyLcrossZtalkLbetweenLmoleculesLandLpathwaysaLBMCgGenomicsXL
2015XLdiXLjlc

4.5 4

20 tLuserZcentredLevaluationLframeworkLforLtheLSealifeLsemanticLwebLbrowsersaLBMCgBioinformaticsXL
2009XLdcLSupplLdcXLSdg 3.6 4

19 PsicquiczraphXLaLuioJSLcomponentLtoLvisualizeLmolecular´ interactionsLfromLPS vQU vLserversaL
F1000ResearchXL2014XLfXLgg 3.6 4

18 vompleteLzenomeLtssemblyLofLMyxococcusLxanthusLStrainLwZeLUsingLLongL’ighZyidelityLT’iyiUL
ReadsLzeneratedLwithLPacuioLTechnologyaLMicrobiologygResourcegAnnouncementsXL2021XLdcXLecchfced 1.3 3
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17 tLzuideLtoLvomputationalLMethodsLforLPredictingLMitochondrialLLocalizationaLMethodsgingMolecularg
BiologyXL2017XLdhijXLdZdg 1.4 2

16 vharacterizationLofLtheLseaLurchinLmitochondrialLtranscriptionLfactorLtLrevealsLunusualLfeaturesaL
MitochondrionXL2014XLdgXLfgZgd 4.9 2

15 ’MMerThreadmLdetectingLremoteXLfunctionalLconservedLdomainsLinLentireLgenomesLbyLcombiningL
relaxedLsequenceZdatabaseLsearchesLwithLfoldLrecognitionaLPLoSgONEXL2011XLiXLedjhik 3.7 2

14 andLxxpressionLinLMouseLStriatalLvholinergicL nterneuronsmL mplicationsLforLtutismLSpectrumL
wisorderaLFrontiersgingGeneticsXL2021XLdeXLikflhl 4.5 2

13 TranscriptomicLanalysisLofLvhlorellaLspaL’SeLsuggestsLtheLoverflowLofLacetylZvotLandLNtwP’L
cofactorLinducesLhighLlipidLaccumulationLandLhalotoleranceaLFoodgandgEnergygSecurityXL2021XLdcXLeeij 4.1 2

12 SLtLOMXLaLflexibleLmethodLforLtheLidentificationLandLstatisticalLanalysisLofLoverlappingLcontinuousL
sequenceLelementsLinLsequenceZLandLtimeZseriesLdataaLBMCgBioinformaticsXL2018XLdlXLeg 3.6 1

11 SystematicLtranscriptomicsLrevealsLaLbiphasicLmodeLofLsarcomereLmorphogenesisLinLflightLmusclesL
regulatedLbyLSpalt 1

10 mitoXplorerXLaLvisualLdataLminingLplatformLtoLsystematicallyLanalyzeLandLvisualizeLmitochondrialL
expressionLdynamicsLandLmutations 1

9 RNfuzzytppmLanLRLshinyLRNtZseqLdataLanalysisLappLforLvisualisationXLdifferentialLexpressionLanalysisXL
timeZseriesLclusteringLandLenrichmentLanalysisaaLF1000ResearchXL2021XLdcXLihg 3.6 1

8 tLTadZlikeLapparatusLisLrequiredLforLcontactZdependentLpreyLkillingLinLpredatoryLsocialLbacteria 1

7 TheLenigmaticLmeioticLdenseLbodyLandLitsLnewlyLdiscoveredLcomponentXLSvMLdXLareLdispensableLforL
fertilityLandLgametogenesisLinLmiceaLChromosomaXL2017XLdeiXLfllZgdh 2.8 0

6 tnnoMinerLisLaLnewLwebZtoolLtoLintegrateLepigeneticsXLtranscriptionLfactorLoccupancyLandL
transcriptomicsLdataLtoLpredictLtranscriptionalLregulatorsaLScientificgReportsXL2021XLddXLdhgif 4.9 0

5  ntroducingLtheLnovelLvytoscapeLappLTimeNexusLtoLanalyzeLtimeZseriesLdataLusingLtemporalL
MultiLayerLNetworksLTtMLNsUaLScientificgReportsXL2021XLddXLdfild 4.9 0

4
xvolutionLofLmechanismsLcontrollingLepithelialLmorphogenesisLacrossLanimalsmLnewLinsightsLfromL
dissociationZreaggregationLexperimentsLinLtheLspongeLOscarellaLlobularisaLBmcgEcologygandg
EvolutionXL2021XLedXLdic

21 0

3 uvLZXLLblockageLinLTNuvLmodelsLconfersLvulnerabilityLtoLinhibitionLofLspecificLcellLcycleLregulatorsaL
TheranosticsXL2021XLddXLldkcZldlj 12.1 0

2 ProteinLwomainsLofLzTPasesLonLMembranesmLwoLTheyLRelyLonLTuringâ��sLMechanismrL2007XLffZgi

1 RNfuzzytppmLanLRLshinyLRNtZseqLdataLanalysisLappLforLvisualisationXLdifferentialLexpressionLanalysisXL
timeZseriesLclusteringLandLenrichmentLanalysisaLF1000ResearchXdcXLihg 3.6

Bianca H Habermann

8


