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l Paper IF Citations

122 LargeYscaleLgenotypingLidentifiesLfcLnewLlociLassociatedLwithLbreastLcancerLrisk_LNaturegGeneticsXL
2013XLfgXLegeYhcXLehcecYd 36.3 813

121 tssociationLanalysisLidentifiesLhgLnewLbreastLcancerLriskLloci_LNatureXL2017XLggcXLldYlf 50.4 643

120 ureastYcancerLriskLinLfamiliesLwithLmutationsLinLPtLud_LNewgEnglandgJournalgofgMedicineXL2014XLeicXLfliYgbh59.2 576

119 tssociationsLofLbreastLcancerLriskLfactorsLwithLtumorLsubtypesmLaLpooledLanalysisLfromLtheLureastL
vancerLtssociationLvonsortiumLstudies_LJournalgofgthegNationalgCancergInstituteXL2011XLcbeXLdgbYhe 9.7 513

118 MultipleLindependentLvariantsLatLtheLTxRTLlocusLareLassociatedLwithLtelomereLlengthLandLrisksLofL
breastLandLovarianLcancer_LNaturegGeneticsXL2013XLfgXLeicYkfXLekfecYd 36.3 422

117 zenomeYwideLassociationLanalysisLofLmoreLthanLcdbXbbbLindividualsLidentifiesLcgLnewLsusceptibilityL
lociLforLbreastLcancer_LNaturegGeneticsXL2015XLfiXLeieYkb 36.3 406

116 ParentYofYoriginYspecificLallelicLassociationsLamongLcbhLgenomicLlociLforLageLatLmenarche_LNatureXL
2014XLgcfXLldYli 50.4 401

115 PolygenicLRiskLScoresLforLPredictionLofLureastLvancerLandLureastLvancerLSubtypes_LAmericang
JournalgofgHumangGeneticsXL2019XLcbfXLdcYef 11 363

114 tLrecurrentLmutationLinLPtLudLinLyinnishLcancerLfamilies_LNatureXL2007XLffhXLechYl 50.4 349

113 zenomeYwideLassociationLstudiesLidentifyLfourLxRLnegativeYspecificLbreastLcancerLriskLloci_LNatureg
GeneticsXL2013XLfgXLeldYkXLelkecYd 36.3 327

112 PredictionLofLbreastLcancerLriskLbasedLonLprofilingLwithLcommonLgeneticLvariants_LJournalgofgtheg
NationalgCancergInstituteXL2015XLcbiXL 9.7 324

111 tLlocusLonLclpceLmodifiesLriskLofLbreastLcancerLinLuRvtcLmutationLcarriersLandLisLassociatedLwithL
hormoneLreceptorYnegativeLbreastLcancerLinLtheLgeneralLpopulation_LNaturegGeneticsXL2010XLfdXLkkgYld 36.3 276

110 tLcommonLvariantLatLtheLTxRTYvLPTMcLLlocusLisLassociatedLwithLestrogenLreceptorYnegativeLbreastL
cancer_LNaturegGeneticsXL2011XLfeXLcdcbYf 36.3 253

109 zenomeYwideLassociationLanalysisLidentifiesLthreeLnewLbreastLcancerLsusceptibilityLloci_LNatureg
GeneticsXL2012XLffXLecdYk 36.3 237

108 LargeYscaleLgenomicLanalysesLlinkLreproductiveLagingLtoLhypothalamicLsignalingXLbreastLcancerL
susceptibilityLandLuRvtcYmediatedLwNtLrepair_LNaturegGeneticsXL2015XLfiXLcdlfYcebe 36.3 226

107 IdentificationLofLtenLvariantsLassociatedLwithLriskLofLestrogenYreceptorYnegativeLbreastLcancer_L
NaturegGeneticsXL2017XLflXLcihiYciik 36.3 186

106 yunctionalLvariantsLatLtheLccqceLriskLlocusLforLbreastLcancerLregulateLcyclinLwcLexpressionLthroughL
longYrangeLenhancers_LAmericangJournalgofgHumangGeneticsXL2013XLldXLfklYgbe 11 167
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105 RtwgbLandLNuScLareLbreastLcancerLsusceptibilityLgenesLassociatedLwithLgenomicLinstability_L
CarcinogenesisXL2006XLdiXLcgleYl 4.6 145

104 vancerLRisksLtssociatedLWithLzermlineLPathogenicLVariantsmLtnLInternationalLStudyLofLgdfLyamilies_L
JournalgofgClinicalgOncologyXL2020XLekXLhifYhkg 2.2 133

103 PtLudXLv xKdLandLtTMLrareLvariantsLandLcancerLriskmLdataLfromLvOzS_LJournalgofgMedicalgGeneticsXL
2016XLgeXLkbbYkcc 5.8 121

102 tLtranscriptomeYwideLassociationLstudyLofLddlXbbbLwomenLidentifiesLnewLcandidateLsusceptibilityL
genesLforLbreastLcancer_LNaturegGeneticsXL2018XLgbXLlhkYlik 36.3 101

101 vommonLbreastLcancerLsusceptibilityLlociLareLassociatedLwithLtripleYnegativeLbreastLcancer_LCancerg
ResearchXL2011XLicXLhdfbYl 10.1 100

100 ureastLcancerLriskLvariantsLatLhqdgLdisplayLdifferentLphenotypeLassociationsLandLregulateLxSRcXL
RMNwcLandLvvwvcib_LNaturegGeneticsXL2016XLfkXLeifYkh 36.3 93

99 clpce_cLisLaLtripleYnegativeYspecificLbreastLcancerLsusceptibilityLlocus_LCancergResearchXL2012XLidXLcilgYkbe10.1 93

98 xvidenceLthatLbreastLcancerLriskLatLtheLdqegLlocusLisLmediatedLthroughLIzyuPgLregulation_LNatureg
CommunicationsXL2014XLfXLflll 17.4 87

97 PenetranceLanalysisLofLtheLPtLudLc_cglddelTLfounderLmutation_LClinicalgCancergResearchXL2008XLcfXLfhhiYic12.9 84

96 NoLevidenceLthatLproteinLtruncatingLvariantsLinLuRIPcLareLassociatedLwithLbreastLcancerLriskmL
implicationsLforLgeneLpanelLtesting_LJournalgofgMedicalgGeneticsXL2016XLgeXLdlkYebl 5.8 83

95
RefinedLhistopathologicalLpredictorsLofLuRvtcLandLuRvtdLmutationLstatusmLaLlargeYscaleLanalysisLofL
breastLcancerLcharacteristicsLfromLtheLuvtvXLvIMutXLandLxNIzMtLconsortia_LBreastgCancergResearch
XL2014XLchXLefcl

8.3 82

94 yineYscaleLmappingLofLtheLyzyRdLbreastLcancerLriskLlocusmLputativeLfunctionalLvariantsLdifferentiallyL
bindLyOXtcLandLxdyc_LAmericangJournalgofgHumangGeneticsXL2013XLleXLcbfhYhb 11 80

93 zeneticallyLPredictedLuodyLMassLIndexLandLureastLvancerLRiskmLMendelianLRandomizationLtnalysesL
ofLwataLfromLcfgXbbbLWomenLofLxuropeanLwescent_LPLoSgMedicineXL2016XLceXLecbbdcbg 11.6 80

92 TheLroleLofLgeneticLbreastLcancerLsusceptibilityLvariantsLasLprognosticLfactors_LHumangMolecularg
GeneticsXL2012XLdcXLeldhYel 5.6 75

91  eightLandLureastLvancerLRiskmLxvidenceLyromLProspectiveLStudiesLandLMendelianLRandomization_L
JournalgofgthegNationalgCancergInstituteXL2015XLcbiXL 9.7 74

90
tssociationsLofLcommonLvariantsLatLcpcc_dLandLcfqdf_cLTRtwgcLcULwithLbreastLcancerLriskLandL
heterogeneityLbyLtumorLsubtypemLfindingsLfromLtheLureastLvancerLtssociationLvonsortium_LHumang
MoleculargGeneticsXL2011XLdbXLfhleYibh

5.6 66

89 uRvtdLPolymorphicLStopLvodonLKeedhXLandLtheLRiskLofLureastXLProstateXLandLOvarianLvancers_L
JournalgofgthegNationalgCancergInstituteXL2016XLcbkXL 9.7 65

88 IdentificationLofLfourLnovelLsusceptibilityLlociLforLoestrogenLreceptorLnegativeLbreastLcancer_LNatureg
CommunicationsXL2016XLiXLcceig 17.4 64
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87 yineYscaleLmappingLofLtheLgqcc_dLbreastLcancerLlocusLrevealsLatLleastLthreeLindependentLriskL
variantsLregulatingLMtPeKc_LAmericangJournalgofgHumangGeneticsXL2015XLlhXLgYdb 11 59

86  eterozygousLmutationsLinLPtLudLcauseLwNtLreplicationLandLdamageLresponseLdefects_LNatureg
CommunicationsXL2013XLfXLdgik 17.4 56

85 yineYmappingLofLcgbLbreastLcancerLriskLregionsLidentifiesLclcLlikelyLtargetLgenes_LNaturegGeneticsXL
2020XLgdXLghYie 36.3 56

84 yunctionalLmechanismsLunderlyingLpleiotropicLriskLallelesLatLtheLclpce_cLbreastYovarianLcancerL
susceptibilityLlocus_LNaturegCommunicationsXL2016XLiXLcdhig 17.4 53

83 tssociationsLofLobesityLandLcirculatingLinsulinLandLglucoseLwithLbreastLcancerLriskmLaLMendelianL
randomizationLanalysis_LInternationalgJournalgofgEpidemiologyXL2019XLfkXLilgYkbh 7.8 52

82  ypomorphicLMissenseLVariantsLvonferLModerateLRisksLofLureastLvancer_LCancergResearchXL2017XL
iiXLdiklYdill 10.1 49

81 vomparisonLofLhqdgLbreastLcancerLhitsLfromLtsianLandLxuropeanLzenomeLWideLtssociationLStudiesL
inLtheLureastLvancerLtssociationLvonsortiumLTuvtvU_LPLoSgONEXL2012XLiXLefdekb 3.7 49

80 vommonLnonYsynonymousLSNPsLassociatedLwithLbreastLcancerLsusceptibilitymLfindingsLfromLtheL
ureastLvancerLtssociationLvonsortium_LHumangMoleculargGeneticsXL2014XLdeXLhblhYccc 5.6 48

79 yurtherLevidenceLforLtheLcontributionLofLtheLRtwgcvLgeneLinLhereditaryLbreastLandLovarianLcancerL
susceptibility_LBreastgCancergResearchgandgTreatmentXL2011XLcebXLcbbeYcb 4.4 46

78 ureastLcancerYassociatedLtbraxasLmutationLdisruptsLnuclearLlocalizationLandLwNtLdamageLresponseL
functions_LSciencegTranslationalgMedicineXL2012XLfXLcddrade 17.5 43

77
xvidenceLthatLtheLgpcdLVariantLrscblfchilLvonfersLSusceptibilityLtoLxstrogenYReceptorYPositiveL
ureastLvancerLthroughLyzycbLandLMRPSebLRegulation_LAmericangJournalgofgHumangGeneticsXL2016XL
llXLlbeYlcc

11 43

76 IdentificationLofLnovelLgeneticLmarkersLofLbreastLcancerLsurvival_LJournalgofgthegNationalgCancerg
InstituteXL2015XLcbiXL 9.7 38

75 zeneticLpredispositionLtoLinLsituLandLinvasiveLlobularLcarcinomaLofLtheLbreast_LPLoSgGeneticsXL2014XL
cbXLecbbfdkg 6 38

74 MicroRNtLrelatedLpolymorphismsLandLbreastLcancerLrisk_LPLoSgONEXL2014XLlXLecbllie 3.7 37

73 tnalysisLofLlargeLdeletionsLinLuRvtcXLuRvtdLandLPtLudLgenesLinLyinnishLbreastLandLovarianLcancerL
families_LBMCgCancerXL2008XLkXLcfh 4.8 37

72 yineYmappingLidentifiesLtwoLadditionalLbreastLcancerLsusceptibilityLlociLatLlqec_d_LHumangMolecularg
GeneticsXL2015XLdfXLdlhhYkf 5.6 36

71 IdentificationLandLcharacterizationLofLnovelLassociationsLinLtheLvtSPkatLSdvRcdLregionLonL
chromosomeLdLwithLbreastLcancerLrisk_LHumangMoleculargGeneticsXL2015XLdfXLdkgYlk 5.6 35

70 tssociationLofLcommonLtTMLpolymorphismLwithLbilateralLbreastLcancer_LInternationalgJournalgofg
CancerXL2005XLcchXLhlYid 7.5 34
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69 ccqceLisLaLsusceptibilityLlocusLforLhormoneLreceptorLpositiveLbreastLcancer_LHumangMutationXL2012XL
eeXLccdeYed 4.7 33

68 InactivationLofLPalbdLgeneLleadsLtoLmesodermLdifferentiationLdefectLandLearlyLembryonicLlethalityL
inLmice_LHumangMoleculargGeneticsXL2010XLclXLebdcYl 5.6 31

67 zeneticLpredispositionLtoLductalLcarcinomaLinLsituLofLtheLbreast_LBreastgCancergResearchXL2016XLckXLdd 8.3 31

66 MachineLlearningLidentifiesLinteractingLgeneticLvariantsLcontributingLtoLbreastLcancerLriskmLtLcaseL
studyLinLyinnishLcasesLandLcontrols_LScientificgReportsXL2018XLkXLcecfl 4.9 31

65 KxtPcLzeneticLPolymorphismsLtssociateLwithLureastLvancerLRiskLandLSurvivalLOutcomes_LClinicalg
CancergResearchXL2015XLdcXLcglcYhbc 12.9 29

64 zenomeYwideLassociationLstudyLofLgermlineLvariantsLandLbreastLcancerYspecificLmortality_LBritishg
JournalgofgCancerXL2019XLcdbXLhfiYhgi 8.7 28

63
tLlargeYscaleLassessmentLofLtwoYwayLSNPLinteractionsLinLbreastLcancerLsusceptibilityLusingLfhXfgbL
casesLandLfdXfhcLcontrolsLfromLtheLbreastLcancerLassociationLconsortium_LHumangMolecularg
GeneticsXL2014XLdeXLclefYfh

5.6 28

62 uodyLmassLindexLandLbreastLcancerLsurvivalmLaLMendelianLrandomizationLanalysis_LInternationalg
JournalgofgEpidemiologyXL2017XLfhXLckcfYckdd 7.8 27

61 vonfirmationLofLgpcdLasLaLsusceptibilityLlocusLforLprogesteroneYreceptorYpositiveXLlowerLgradeL
breastLcancer_LCancergEpidemiologygBiomarkersgandgPreventionXL2011XLdbXLddddYec 4 27

60 ReproductiveLprofilesLandLriskLofLbreastLcancerLsubtypesmLaLmultiYcenterLcaseYonlyLstudy_LBreastg
CancergResearchXL2017XLclXLccl 8.3 26

59 PatientLsurvivalLandLtumorLcharacteristicsLassociatedLwithLv xKdmp_IcgiTLYLfindingsLfromLtheLureastL
vancerLtssociationLvonsortium_LBreastgCancergResearchXL2016XLckXLlk 8.3 26

58 RareLcopyLnumberLvariantsLobservedLinLhereditaryLbreastLcancerLcasesLdisruptLgenesLinLestrogenL
signalingLandLTPgeLtumorLsuppressionLnetwork_LPLoSgGeneticsXL2012XLkXLecbbdief 6 25

57 tnLintergenicLriskLlocusLcontainingLanLenhancerLdeletionLinLdqegLmodulatesLbreastLcancerLriskLbyL
deregulatingLIzyuPgLexpression_LHumangMoleculargGeneticsXL2016XLdgXLekheYekih 5.6 24

56 vommonLgermlineLpolymorphismsLassociatedLwithLbreastLcancerYspecificLsurvival_LBreastgCancerg
ResearchXL2015XLciXLgk 8.3 24

55 PrimaryLMyocardialLyibrosisLasLanLtlternativeLPhenotypeLPathwayLofLInheritedLvardiacLStructuralL
wisorders_LCirculationXL2018XLceiXLdichYdidh 16.7 22

54 tssociationLofLbreastLcancerLriskLwithLgeneticLvariantsLshowingLdifferentialLallelicLexpressionmL
IdentificationLofLaLnovelLbreastLcancerLsusceptibilityLlocusLatLfqdc_LOncotargetXL2016XLiXLkbcfbYkbche 3.3 21

53 SNPYSNPLinteractionLanalysisLofLNyY˛”uLsignalingLpathwayLonLbreastLcancerLsurvival_LOncotargetXL
2015XLhXLeililYlf 3.3 19

52 ytNvMLmutationLc_gilcvqTLisLaLriskLfactorLforLtripleYnegativeLbreastLcancerLinLtheLyinnishL
population_LBreastgCancergResearchgandgTreatmentXL2017XLchhXLdciYddh 4.4 17
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51
lqec_dYrskhghkhLasLaLsusceptibilityLlocusLforLestrogenLreceptorYpositiveLbreastLcancermLevidenceL
fromLtheLureastLvancerLtssociationLvonsortium_LCancergEpidemiologygBiomarkersgandgPreventionXL
2012XLdcXLcikeYlc

4 17

50 ScreeningLforLlargeLgenomicLrearrangementsLinLtheLytNvtLgeneLrevealsLextensiveLdeletionLinLaL
yinnishLbreastLcancerLfamily_LCancergLettersXL2011XLebdXLcceYk 9.9 17

49 TargetedLNextYzenerationLSequencingLIdentifiesLaLRecurrentLMutationLinLMvP cLtssociatingLwithL
 ereditaryLureastLvancerLSusceptibility_LPLoSgGeneticsXL2016XLcdXLecbbgkch 6 17

48 TheLuRvtdLc_hkYiT´ q´ tLvariantLisLnotLpathogenicmLtLmodelLforLclinicalLcalibrationLofLspliceogenicity_L
HumangMutationXL2018XLelXLidlYifc 4.7 16

47 yineLscaleLmappingLofLtheLciqddLbreastLcancerLlocusLusingLdenseLSNPsXLgenotypedLwithinLtheL
vollaborativeLOncologicalLzeneYxnvironmentLStudyLTvOzsU_LScientificgReportsXL2016XLhXLedgcd 4.9 16

46 xvaluationLofLtheLroleLofLyinnishLataxiaYtelangiectasiaLmutationsLinLhereditaryLpredispositionLtoL
breastLcancer_LCarcinogenesisXL2007XLdkXLcbfbYg 4.6 16

45  ematopoieticLmosaicLchromosomalLalterationsLincreaseLtheLriskLforLdiverseLtypesLofLinfection_L
NaturegMedicineXL2021XLdiXLcbcdYcbdf 50.5 16

44 zenomeYwideLsearchLforLbreastLcancerLlinkageLinLlargeLIcelandicLnonYuRvtcadLfamilies_LBreastg
CancergResearchXL2010XLcdXLRgb 8.3 15

43 tssociationLofLgeneticLsusceptibilityLvariantsLforLtypeLdLdiabetesLwithLbreastLcancerLriskLinLwomenL
ofLxuropeanLancestry_LCancergCausesgandgControlXL2016XLdiXLhilYle 2.8 15

42 yinnishLyanconiLanemiaLmutationsLandLhereditaryLpredispositionLtoLbreastLandLprostateLcancer_L
ClinicalgGeneticsXL2015XLkkXLhkYie 4 13

41 dqeh_eLisLassociatedLwithLprognosisLforLoestrogenLreceptorYnegativeLbreastLcancerLpatientsLtreatedL
withLchemotherapy_LNaturegCommunicationsXL2014XLgXLfbgc 17.4 13

40 ScreeningLforLRtwgcLandLuRvtdLuRvLrepeatLmutationsLinLbreastLandLovarianLcancerLfamilies_L
CancergLettersXL2006XLdehXLcfdYi 9.9 13

39 InheritedLvariantsLinLtheLinnerLcentromereLproteinLTINvxNPULgeneLofLtheLchromosomalLpassengerL
complexLcontributeLtoLtheLsusceptibilityLofLxRYnegativeLbreastLcancer_LCarcinogenesisXL2015XLehXLdghYic 4.6 12

38 zeneticLvariationLatLvYPetLisLassociatedLwithLageLatLmenarcheLandLbreastLcancerLriskmLaL
caseYcontrolLstudy_LBreastgCancergResearchXL2014XLchXLRgc 8.3 12

37 RecurrentLvYPdvclLdeletionLalleleLisLassociatedLwithLtripleYnegativeLbreastLcancer_LBMCgCancerXL
2014XLcfXLlbd 4.8 12

36 MutationLscreeningLofLtheLMxRITfbLgeneLencodingLaLnovelLuRvtcLandLRtPkbLinteractingLproteinLinL
breastLcancerLfamilies_LBreastgCancergResearchgandgTreatmentXL2010XLcdbXLchgYk 4.4 12

35 ScreeningLforLlargeLgenomicLrearrangementsLofLtheLuRIPcLandLv KcLgenesLinLyinnishLbreastLcancerL
families_LFamilialgCancerXL2010XLlXLgeiYfb 3 12

34 ureastLvancerLPolygenicLRiskLScoreLandLvontralateralLureastLvancerLRisk_LAmericangJournalgofg
HumangGeneticsXL2020XLcbiXLkeiYkfk 11 12
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33 NovelLvariantsLandLphenotypesLwidenLtheLphenotypicLspectrumLofLztuRzdYrelatedLdisorders_L
Seizure:gthegJournalgofgthegBritishgEpilepsygAssociationXL2019XLhlXLllYcbf 3.2 11

32 RareLmissenseLmutationsLinLRxvQLLandLPOLzLassociateLwithLinheritedLpredispositionLtoLbreastL
cancer_LInternationalgJournalgofgCancerXL2018XLcfdXLddkhYddld 7.5 11

31 zeneticLvariationLinLmitoticLregulatoryLpathwayLgenesLisLassociatedLwithLbreastLtumorLgrade_L
HumangMoleculargGeneticsXL2014XLdeXLhbefYfh 5.6 11

30 zermlineLalterationsLinLtheLgeuPcLgeneLinLbreastLandLovarianLcancerLfamilies_LCancergLettersXL2007XL
dfgXLeeiYfb 9.9 11

29 vaseYcontrolLanalysisLofLtruncatingLmutationsLinLwNtLdamageLresponseLgenesLconnectsLTxXcgLandL
ytNvwdLwithLhereditaryLbreastLcancerLsusceptibility_LScientificgReportsXL2017XLiXLhkc 4.9 10

28 ytNvMLc_gcbcvqTLmutationLassociatesLwithLbreastLcancerLsurvivalLandLtreatmentLoutcome_L
InternationalgJournalgofgCancerXL2016XLcelXLdihbYdiib 7.5 10

27 zermlineLalterationsLinLtheLvLSPNLgeneLinLbreastLcancerLfamilies_LCancergLettersXL2008XLdhcXLleYi 9.9 10

26 TranscriptomeYwideLassociationLstudyLofLbreastLcancerLriskLbyLestrogenYreceptorLstatus_LGeneticg
EpidemiologyXL2020XLffXLffdYfhk 2.6 9

25 xvaluationLofLtheLneedLforLroutineLclinicalLtestingLofLPtLudLc_cglddelTLmutationLinLuRvtLnegativeL
NorthernLyinnishLbreastLcancerLfamilies_LBMCgMedicalgGeneticsXL2013XLcfXLkd 2.1 9

24 TheLUzTcth_cl_zzLgenotypeLisLaLbreastLcancerLriskLfactor_LFrontiersgingGeneticsXL2013XLfXLcbf 4.5 7

23 tssessmentLofLtargetedLandLnonYtargetedLresponsesLinLcellsLdeficientLinLtTMLfunctionLfollowingL
exposureLtoLlowLandLhighLdoseLXYrays_LPLoSgONEXL2014XLlXLeledcc 3.7 7

22 MutationLanalysisLofLtheLttTyLgeneLinLbreastLcancerLfamilies_LBMCgCancerXL2009XLlXLfgi 4.8 5

21  aplotypesLofLtheLIcgiTLv xKdLgermlineLmutationLinLethnicallyLdiverseLpopulations_LFamilialgCancer
XL2009XLkXLfieYk 3 5

20 MutationLanalysisLofLtheLgeneLencodingLtheLPtLudYbindingLproteinLMRzcgLinLuRvtcadYnegativeL
breastLcancerLfamilies_LJournalgofgHumangGeneticsXL2010XLggXLkfdYe 4.3 4

19 TumorLsuppressorLMvP cLregulatesLgeneLexpressionLprofilesLrelatedLtoLmalignantLconversionLandL
chromosomalLassembly_LInternationalgJournalgofgCancerXL2019XLcfgXLdbibYdbkc 7.5 3

18 MutationLscreeningLofLtheLRNykXLUuvceLandLMMSdLgenesLinLNorthernLyinnishLbreastLcancerL
families_LBMCgMedicalgGeneticsXL2011XLcdXLlk 2.1 3

17 vommonLvariantsLinLbreastLcancerLriskLlociLpredisposeLtoLdistinctLtumorLsubtypes__LBreastgCancerg
ResearchXL2022XLdfXLd 8.3 3

16 YLaLnovelLcandidateLbreastLcancerLsusceptibilityLlocusLonLhqcf_c_LOncotargetXL2017XLkXLcbdihlYcbdikd 3.3 3
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15 xvaluatingLtheLroleLofLNT LcLp_QlbVLalleleLinLinheritedLbreastLcancerLpredisposition_LMolecularg
Geneticsgnamp;gGenomicgMedicineXL2020XLkXLecfle 2.3 3

14 rsdiegekeXLlocatedLatLaLmicroRNtLbindingLsiteLinLtheLeSUTRLofLNuScXLisLnotLassociatedLwithLbreastL
cancerLrisk_LScientificgReportsXL2016XLhXLehkif 4.9 2

13 uRvtcLmislocalizationLleadsLtoLaberrantLwNtLdamageLresponseLinLheterozygousLtuRtXtScL
mutationLcarrierLcells_LHumangMoleculargGeneticsXL2019XLdkXLfcfkYfchb 5.6 2

12 yineYmappingLofLcgbLbreastLcancerLriskLregionsLidentifiesLcikLhighLconfidenceLtargetLgenes 2

11 vYPetiVcvLallelemLlinkingLpremenopausalLoestroneLandLprogesteroneLlevelsLwithLriskLofLhormoneL
receptorYpositiveLbreastLcancers_LBritishgJournalgofgCancerXL2021XLcdfXLkfdYkgf 8.7 2

10 tLnovelLvariantLinLSMzlLcausesLintellectualLdisabilityXLconfirmingLaLroleLforLnonsenseYmediatedL
decayLcomponentsLinLneurocognitiveLdevelopment__LEuropeangJournalgofgHumangGeneticsXL2022XL 5.3 1

9 vommonLvariantsLinLbreastLcancerLriskLlociLpredisposeLtoLdistinctLtumorLsubtypes 1

8 NovelLRareLSORLcLVariantsLinLxarlyYOnsetLwementia_LJournalgofgAlzheimerosgDiseaseXL2021XLkdXLihcYiib 4.3 1

7
yunctionalLannotationLofLtheLdqegLbreastLcancerLriskLlocusLimplicatesLaLstructuralLvariantLinL
influencingLactivityLofLaLlongYrangeLenhancerLelement_LAmericangJournalgofgHumangGeneticsXL2021XL
cbkXLcclbYcdbe

11 1

6 xxomeLsequencingLidentifiesLaLrecurrentLvariantLinLSxRPINteLassociatingLwithLhereditaryL
susceptibilityLtoLbreastLcancer_LEuropeangJournalgofgCancerXL2021XLcfeXLfhYgc 7.5 1

5 RareLgermlineLcopyLnumberLvariantsLTvNVsULandLbreastLcancerLrisk__LCommunicationsgBiologyXL2022XL
gXLhg 6.7 0

4
zeneticLVariantsLtssociatedLWithLSuddenLvardiacLweathLinLVictimsLWithLSingleLVesselLvoronaryL
trteryLwiseaseLandLLeftLVentricularL ypertrophyLWithLorLWithoutLyibrosis__LFrontiersging
CardiovasculargMedicineXL2021XLkXLiggbhd

5.4 0

3 LargeYScaleLzenomicLtnalysesLLinkLReproductiveLtgingLtoL ypothalamicLSignalingXLureastLvancerL
SusceptibilityXLandLuRvtcYMediatedLwNtLRepair_LObstetricalgandgGynecologicalgSurveyXL2015XLibXLigkYihd2.4

2 xvaluatingLtheLroleLofLML eLp_SercckkTerLvariantLinLinheritedLbreastLcancerLpredisposition_L
GeneticsgingMedicineXL2020XLddXLhheYhhf 8.1

1 zeneticLcontributionsLtoLtheLexpressionLofLacquiredLcausesLofLcardiacLhypertrophyLinLnonYischemicL
suddenLcardiacLdeathLvictims_LScientificgReportsXL2021XLccXLcccic 4.9
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