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ARTICLE IF CITATIONS
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Rare variants implicate NMDA receptor signaling and cerebellar gene networks in risk for bipolar 79 5
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Combining schizophrenia and depression polygenic risk scores improves the genetic prediction of
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A functional variant in the serotonin receptor 7 gene (HTR7), rs7905446, is associated with good
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Interaction between adverse childhood experiences and polygenic risk in patients with bipolar
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