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ARTICLE IF CITATIONS

Transient rest restores functionality in exhausted CAR-T cells through epigenetic remodeling.

Science, 2021, 372, .
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The Transcription Factor STAT6 Mediates Direct Repression of Inflammatory Enhancers and Limits
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The Nuclear Receptor PPARI3 Controls Progressive Macrophage Polarization as a Ligand-Insensitive
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Genome-wide CRISPR screens of TAcell exhaustion identify chromatin remodeling factors that limit
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The active enhancer network operated by liganded RXR supports angiogenic activity in macrophages.
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Retinoid X receptor suppresses a metastasis-promoting transcriptional program in myeloid cells via a
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