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l Paper IF Citations

776 xultiplexGpeptideGstableGisotopeGdimethylGlabelingGforGquantitativeGproteomicsUGNaturebProtocolsSG
2009SG[SG[c[Td[ 18.8 1072

775 wgr]GhomologuesGassociateGwithGWntGreceptorsGandGmediateGRTspondinGsignallingUGNatureSG2011SG
[baSGYdZTb 50.4 903

774 äheGnRl–omeeGaGcontaminantGrepositoryGforGaffinityGpurificationTmassGspectrometryGdataUGNatureb
MethodsSG2013SGXWSGbZWTa 21.6 894

773 ßelectiveGisolationGatGtheGfemtomoleGlevelGofGphosphopeptidesGfromGproteolyticGdigestsGusingG
YoTyanownTpßtTxßVxßGandGtitaniumGoxideGprecolumnsUGAnalyticalbChemistrySG2004SGbaSGZdZ]T[Z 7.8 835

772 WntGsignalingGthroughGinhibitionGofG˛†TcateninGdegradationGinGanGintactGlxinXGcomplexUGCellSG2012SG
X[dSGXY[]T]a 56.2 619

771 äumourGsuppressorGRyq[ZGisGaGstemTcellGpZGligaseGthatGinducesGendocytosisGofGWntGreceptorsUG
NatureSG2012SG[ccSGaa]Td 50.4 599

770 äheGminimumGinformationGaboutGaGproteomicsGexperimentGOxtl–pPUGNaturebBiotechnologySG2007SGY]SGccbTdZ44.5 583

769 yativeGmassGspectrometryeGaGbridgeGbetweenGinteractomicsGandGstructuralGbiologyUGNaturebMethodsSG
2008SG]SGdYbTZZ 21.6 577

768 yextTgenerationGproteomicseGtowardsGanGintegrativeGviewGofGproteomeGdynamicsUGNaturebReviewsb
GeneticsSG2013SGX[SGZ]T[c 30.1 530

767  uantitativeGphosphoproteomicsGofGearlyGelicitorGsignalingGinGlrabidopsisUGMolecularbandbCellularb
ProteomicsSG2007SGaSGXXdcTYX[ 7.6 528

766 äheGwgr]GintestinalGstemGcellGsignatureeGrobustGexpressionGofGproposedGquiescentGNR[NGcellGmarkersUG
EMBObJournalSG2012SGZXSGZWbdTdX 13 523

765 tnvestigationGofGintactGproteinGcomplexesGbyGmassGspectrometryUGMassbSpectrometrybReviewsSG2004SG
YZSGZacTcd 11 503

764 ßtructuralGbasisGforGnRtß–RGRylTguidedGoylGrecognitionGbyGnascadeUGNaturebStructuralbandb
MolecularbBiologySG2011SGXcSG]YdTZa 17.6 425

763 nomplementGisGactivatedGbyGtgrGhexamersGassembledGatGtheGcellGsurfaceUGScienceSG2014SGZ[ZSGXYaWTZ 33.3 424

762 tonGmobilityGmassGspectrometryGofGproteinsGandGproteinGassembliesUGChemicalbSocietybReviewsSG2010SG
ZdSGXaZZT]] 58.5 369

761 xetabolicGlabelingGofGnUGelegansGandGoUGmelanogasterGforGquantitativeGproteomicsUGNatureb
BiotechnologySG2003SGYXSGdYbTZX 44.5 362

760
pfficientGbiotinylationGandGsingleTstepGpurificationGofGtaggedGtranscriptionGfactorsGinGmammalianG
cellsGandGtransgenicGmiceUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2003SGXWWSGb[cWT]

11.5 347
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759
RylTguidedGcomplexGfromGaGbacterialGimmuneGsystemGenhancesGtargetGrecognitionGthroughGseedG
sequenceGinteractionsUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2011SGXWcSGXWWdYTb

11.5 345

758 RegulationGofGretromerGrecruitmentGtoGendosomesGbyGsequentialGactionGofGRab]GandGRabbUGJournalb
ofbCellbBiologySG2008SGXcZSG]XZTYa 7.3 328

757 xassGspectrometryTbasedGproteomicsGandGnetworkGbiologyUGAnnualbReviewbofbBiochemistrySG2012SG
cXSGZbdT[W] 29.1 326

756 yativeGxassGßpectrometryeGWhatGisGinGtheGyamejUGJournalbofbthebAmericanbSocietybforbMassb
SpectrometrySG2017SGYcSG]TXZ 3.5 320

755 tdentificationGofGnxäxaGandGnxäx[GasG–oTwXGproteinGregulatorsUGNatureSG2017SG][dSGXWaTXXW 50.4 309

754 sighTsensitivityGzrbitrapGmassGanalysisGofGintactGmacromolecularGassembliesUGNaturebMethodsSG2012SG
dSGXWc[Ta 21.6 303

753 –roteomeTwideGprofilingGofGproteinGassembliesGbyGcrossTlinkingGmassGspectrometryUGNaturebMethods
SG2015SGXYSGXXbdTc[ 21.6 302

752 ßequentialGwavesGofGfunctionallyGrelatedGproteinsGareGexpressedGwhenGmGcellsGprepareGforGantibodyG
secretionUGImmunitySG2003SGXcSGY[ZT]Z 32.3 300

751
ßevereGacuteGrespiratoryGsyndromeGcoronavirusGOßlRßTnoüPGinfectionGinhibitionGusingGspikeGproteinG
heptadGrepeatTderivedGpeptidesUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaSG2004SGXWXSGc[]]TaW

11.5 291

750 –hosphopeptideGfragmentationGandGanalysisGbyGmassGspectrometryUGJournalbofbMassbSpectrometrySG
2009SG[[SGcaXTbc 2.2 290

749 tmagingGtechniquesGforGtheGstudyGofGchemicalGreactionGdynamicsUGAnnualbReviewbofbPhysicalb
ChemistrySG1995SG[aSGZZ]TbY 15.7 289

748 äowardGaGcomprehensiveGcharacterizationGofGaGhumanGcancerGcellGphosphoproteomeUGJournalbofb
ProteomebResearchSG2013SGXYSGYaWTbX 5.6 276

747 –hosphorylationGdynamicsGduringGearlyGdifferentiationGofGhumanGembryonicGstemGcellsUGCellbStemb
CellSG2009SG]SGYX[TYa 18 271

746 RobustGphosphoproteomeGenrichmentGusingGmonodisperseGmicrosphereTbasedGimmobilizedG
titaniumGOtüPGionGaffinityGchromatographyUGNaturebProtocolsSG2013SGcSG[aXTcW 18.8 270

745 wipidGttGisGanGintrinsicGcomponentGofGtheGporeGinducedGbyGnisinGinGbacterialGmembranesUGJournalbofb
BiologicalbChemistrySG2003SGYbcSGXdcdcTdWZ 5.4 251

744 yqT˛”mTtndependentGRoleGofGtvv˛–Vtvv˛†GinG–reventingGRt–vXGvinaseToependentGlpoptoticGandG
yecroptoticGnellGoeathGduringGäyqGßignalingUGMolecularbCellSG2015SGaWSGaZTba 17.6 250

743 tmprovedGpeptideGidentificationGbyGtargetedGfragmentationGusingGntoSGsnoGandGpäoGonGanG
wä TzrbitrapGüelosUGJournalbofbProteomebResearchSG2011SGXWSGYZbbTcc 5.6 248

742 yativeGproteinGmassGspectrometryeGfromGintactGoligomersGtoGfunctionalGmachineriesUGCurrentbOpinionb
inbChemicalbBiologySG2004SGcSG]XdTYa 9.7 247

(2004-2011)
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741 ßixGalternativeGproteasesGforGmassGspectrometryTbasedGproteomicsGbeyondGtrypsinUGNaturebProtocols
SG2016SGXXSGddZTXWWa 18.8 245

740 lGlargeGfractionGofGswlGclassGtGligandsGareGproteasomeTgeneratedGsplicedGpeptidesUGScienceSG2016SG
Z][SGZ][TZ]c 33.3 232

739 lGhighTqualityGcatalogGofGtheGorosophilaGmelanogasterGproteomeUGNaturebBiotechnologySG2007SGY]SG]baTcZ44.5 230

738
wargeTscaleGquantitativeGassessmentGofGdifferentGinTsolutionGproteinGdigestionGprotocolsGrevealsG
superiorGcleavageGefficiencyGofGtandemGwysTnVtrypsinGproteolysisGoverGtrypsinGdigestionUGJournalbofb
ProteomebResearchSG2012SGXXSG]X[]T]a

5.6 227

737 wysTyGandGtrypsinGcoverGcomplementaryGpartsGofGtheGphosphoproteomeGinGaGrefinedGßnXTbasedG
approachUGAnalyticalbChemistrySG2009SGcXSG[[dZT]WX 7.8 226

736 xß uantSGanGopenGsourceGplatformGforGmassGspectrometryTbasedGquantitativeGproteomicsUGJournalb
ofbProteomebResearchSG2010SGdSGZdZT[WZ 5.6 225

735 rlälTXGformsGdistinctGactivatingGandGrepressiveGcomplexesGinGerythroidGcellsUGEMBObJournalSG2005SG
Y[SGYZ][Taa 13 223

734 RecommendationsGforGperformingSGinterpretingGandGreportingGhydrogenGdeuteriumGexchangeGmassG
spectrometryGOsoXTxßPGexperimentsUGNaturebMethodsSG2019SGXaSG]d]TaWY 21.6 216

733 tmprovingGtheGperformanceGofGaGquadrupoleGtimeTofTflightGinstrumentGforGmacromolecularGmassG
spectrometryUGAnalyticalbChemistrySG2006SGbcSGb[bZTcZ 7.8 213

732 rx–GsynthetaseGstimulatesGhistoneGsYmGdeubiquitylationGbyGtheGepigeneticGsilencerGöß–bUG
MolecularbCellSG2005SGXbSGad]TbWb 17.6 208

731 znGterminalGalkynesGthatGcanGreactGwithGactiveTsiteGcysteineGnucleophilesGinGproteasesUGJournalbofb
thebAmericanbChemicalbSocietySG2013SGXZ]SGYcabTbW 16.4 207

730 sydrophilicGinteractionGliquidGchromatographyGOstwtnPGinGproteomicsUGAnalyticalbandbBioanalyticalb
ChemistrySG2008SGZdXSGX]XTd 4.4 206

729 äowardGfullGpeptideGsequenceGcoverageGbyGdualGfragmentationGcombiningGelectronTtransferGandG
higherTenergyGcollisionGdissociationGtandemGmassGspectrometryUGAnalyticalbChemistrySG2012SGc[SGdaacTbZ 7.8 203

728 tnterrogatingGviralGcapsidGassemblyGwithGionGmobilityTmassGspectrometryUGNaturebChemistrySG2011SGZSGXYaTZY17.6 203

727 RylGtargetingGbyGtheGtypeGtttTlGnRtß–RTnasGnsmGcomplexGofGähermusGthermophilusUGMolecularbCellSG
2014SG]aSG]XcTZW 17.6 202

726
oirectGoeterminationGofGßolutionGmindingGnonstantsGforGyoncovalentGnomplexesGbetweenGmacterialG
nellGWallG–eptideGlnaloguesGandGüancomycinGrroupGlntibioticsGbyGplectrosprayGtonizationGxassG
ßpectrometryUGAnalyticalbChemistrySG1998SGbWSG[[YbT[[ZY

7.8 201

725 äheGgeneratingGfunctionGofGntoSGpäoSGandGntoVpäoGpairsGofGtandemGmassGspectraeGapplicationsGtoG
databaseGsearchUGMolecularbandbCellularbProteomicsSG2010SGdSGYc[WT]Y 7.6 193

724
äheGfluxesGthroughGglycolyticGenzymesGinGßaccharomycesGcerevisiaeGareGpredominantlyGregulatedGatG
posttranscriptionalGlevelsUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2007SGXW[SGX]b]ZTc

11.5 192
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723 xsnGclassGttTassociatedGproteinsGinGmTcellGexosomesGandGpotentialGfunctionalGimplicationsGforG
exosomeGbiogenesisUGImmunologybandbCellbBiologySG2010SGccSGc]XTa 5 186

722
äheGeffectGofGtheGsourceGpressureGonGtheGabundanceGofGionsGofGnoncovalentGproteinGassembliesGinGanG
electrosprayGionizationGorthogonalGtimeTofTflightGinstrumentUGRapidbCommunicationsbinbMassb
SpectrometrySG2001SGX]SG]daTaWX

2.2 182

721
sighTresolutionGmassGspectrometryGofGviralGassemblieseGmolecularGcompositionGandGstabilityGofG
dimorphicGhepatitisGmGvirusGcapsidsUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaSG2008SGXW]SGdYXaTYW

11.5 181

720 –roteomicsGbeyondGtrypsinUGFEBSbJournalSG2015SGYcYSGYaXYTYa 5.7 180

719 xuncXZT[GisGanGeffectorGofGrabYbaGandGcontrolsGsecretionGofGlysosomesGinGhematopoieticGcellsUG
MolecularbBiologybofbthebCellSG2005SGXaSGbZXT[X 3.5 179

718 xicrotubuleGminusTendGstabilizationGbyGpolymerizationTdrivenGnlxßl–GdepositionUGDevelopmentalb
CellSG2014SGYcSGYd]TZWd 10.2 175

717 äriplexGproteinGquantificationGbasedGonGstableGisotopeGlabelingGbyGpeptideGdimethylationGappliedGtoG
cellGandGtissueGlysatesUGProteomicsSG2008SGcSG[aY[TZY 4.8 174

716 ßtructureGandGactivityGofGtheGRylTtargetingGäypeGtttTmGnRtß–RTnasGcomplexGofGähermusG
thermophilusUGMolecularbCellSG2013SG]YSGXZ]TX[] 17.6 173

715 pvaluationGandGoptimizationGofGΣtnTstwtnTR–GasGanGalternativeGxud–täGstrategyUGJournalbofbProteomeb
ResearchSG2007SGaSGdZbT[a 5.6 169

714 sighlyGrobustSGautomatedSGandGsensitiveGonlineGäizYTbasedGphosphoproteomicsGappliedGtoGstudyG
endogenousGphosphorylationGinGorosophilaGmelanogasterUGJournalbofbProteomebResearchSG2008SGbSGacbTdb5.6 164

713
nomprehensiveGanalysisGofGtheGsecretedGproteinsGofGtheGparasiteGsaemonchusGcontortusGrevealsG
extensiveGsequenceGvariationGandGdifferentialGimmuneGrecognitionUGJournalbofbBiologicalbChemistrySG
2003SGYbcSGXad[XT]X

5.4 164

712 äheGdiverseGandGexpandingGroleGofGmassGspectrometryGinGstructuralGandGmolecularGbiologyUGEMBOb
JournalSG2016SGZ]SGYaZ[TYa]b 13 160

711 renomeTwideGcharacterizationGofGtheGroutesGtoGpluripotencyUGNatureSG2014SG]XaSGXdcTYWa 50.4 153

710 yuclearG–tdtns]–GasGaGtransducerGofGstressGsignalingeGanGinGvivoGroleGforG–t–[vbetaUGMolecularbCellSG
2006SGYZSGac]Td] 17.6 147

709
pxpandingGtheGdetectableGswlGpeptideGrepertoireGusingGelectronTtransferVhigherTenergyGcollisionG
dissociationGOpähcoPUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2014SGXXXSG[]WbTXY

11.5 145

708 äheGphosphoproteomicsGdataGexplosionUGCurrentbOpinionbinbChemicalbBiologySG2009SGXZSG[X[TYW 9.7 145

707 zptimizedGfragmentationGschemesGandGdataGanalysisGstrategiesGforGproteomeTwideGcrossTlinkG
identificationUGNaturebCommunicationsSG2017SGcSGX][bZ 17.4 144

706 nrossTtalkGbetweenGphosphorylationGandGlysineGacetylationGinGaGgenomeTreducedGbacteriumUG
MolecularbSystemsbBiologySG2012SGcSG]bX 12.2 144

(2012-2010)
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705
tnTdepthGqualitativeGandGquantitativeGprofilingGofGtyrosineGphosphorylationGusingGaGcombinationGofG
phosphopeptideGimmunoaffinityGpurificationGandGstableGisotopeGdimethylGlabelingUGMolecularbandb
CellularbProteomicsSG2010SGdSGc[Tdd

7.6 142

704 ßtudyingGXcGxoaGvirusGassembliesGwithGnativeGmassGspectrometryUGAngewandtebChemiebpb
InternationalbEditionSG2013SG]YSG[WYWTZ 16.4 140

703 oifferentialGtargetingGofGtwoGdistinctGßWtVßyqTrelatedGorosophilaGchromatinTremodelingG
complexesUGMolecularbandbCellularbBiologySG2004SGY[SGZWbbTcc 4.8 140

702 xassGspectrometricGanalysisGofGtheGßchistosomaGmansoniGtegumentalGsubTproteomeUGJournalbofb
ProteomebResearchSG2005SG[SGd]cTaa 5.6 139

701 sumanGncr[TyotGcomplexesGcontainGvariableGdeadenylaseGsubunitsUGBiochemicalbJournalSG2009SG[YYSG[[ZT]Z3.8 134

700 lGlargeGsyntheticGpeptideGandGphosphopeptideGreferenceGlibraryGforGmassGspectrometryTbasedG
proteomicsUGNaturebBiotechnologySG2013SGZXSG]]bTa[ 44.5 132

699 nhaperoninGcomplexesGmonitoredGbyGionGmobilityGmassGspectrometryUGJournalbofbthebAmericanb
ChemicalbSocietySG2009SGXZXSGX[]YTd 16.4 132

698 äheGkinaseGäytvGisGanGessentialGactivatorGofGWntGtargetGgenesUGEMBObJournalSG2009SGYcSGZZYdT[W 13 130

697 önambiguousGphosphositeGlocalizationGusingGelectronTtransferVhigherTenergyGcollisionGdissociationG
OpähcoPUGJournalbofbProteomebResearchSG2013SGXYSGX]YWT] 5.6 125

696 RecentGadvancesGinGpeptideGseparationGbyGmultidimensionalGliquidGchromatographyGforGproteomeG
analysisUGJournalbofbProteomicsSG2012SGb]SGZbdXTcXZ 3.9 124

695 somodimericGgalectinTbGOp]ZTinducedGgeneGXPGisGaGnegativeGgrowthGregulatorGforGhumanG
neuroblastomaGcellsUGOncogeneSG2003SGYYSGaYbbTcc 9.2 123

694 ärendsGinGultrasensitiveGproteomicsUGCurrentbOpinionbinbChemicalbBiologySG2012SGXaSGYWaTXZ 9.7 120

693  uantitativeGproteomicsGbyGmetabolicGlabelingGofGmodelGorganismsUGMolecularbandbCellularb
ProteomicsSG2010SGdSGXXTY[ 7.6 120

692 lnGexperimentalGcorrectionGforGarginineTtoTprolineGconversionGartifactsGinGßtwlnTbasedGquantitativeG
proteomicsUGNaturebMethodsSG2007SG[SGabbTc 21.6 120

691 pxploringGanGorbitrapGanalyzerGforGtheGcharacterizationGofGintactGantibodiesGbyGnativeGmassG
spectrometryUGAngewandtebChemiebpbInternationalbEditionSG2012SG]XSGXYddYTa 16.4 117

690 ΣwitterionicGhydrophilicGinteractionGliquidGchromatographyGOΣtnTstwtnGandGΣtnTcstwtnPGprovideGhighG
resolutionGseparationGandGincreaseGsensitivityGinGproteomeGanalysisUGAnalyticalbChemistrySG2011SGcZSGZ[[WTb7.8 117

689 pncapsulationGofGphthalocyanineGsupramolecularGstacksGintoGvirusTlikeGparticlesUGJournalbofbtheb
AmericanbChemicalbSocietySG2011SGXZZSGacbcTcX 16.4 116

688 lctivationGofGqoxxXGduringGrYGrequiresGcyclinGlVndkTdependentGreliefGofGautorepressionGbyGtheG
qoxxXGyTterminalGdomainUGMolecularbandbCellularbBiologySG2008SGYcSGZWbaTcb 4.8 116
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687 ruestGencapsulationGandGselfTassemblyGofGmolecularGcapsulesGinGpolarGsolventsGviaGmultipleGionicG
interactionsUGJournalbofbthebAmericanbChemicalbSocietySG2002SGXY[SGa]adTb] 16.4 112

686
xassTspecificGselectionGofGionsGinGqourierTtransformGionGcyclotronGresonanceGmassGspectrometryUG
önintentionalGoffTresonanceGcyclotronGexcitationGofGselectedGionsUGRapidbCommunicationsbinbMassb
SpectrometrySG1991SG]SG[WaT[X[

2.2 112

685 sighTfidelityGmassGanalysisGunveilsGheterogeneityGinGintactGribosomalGparticlesUGNaturebMethodsSG
2017SGX[SGYcZTYca 21.6 111

684 prqRGoynamicsGnhangeGduringGlctivationGinGyativeGxembranesGasGRevealedGbyGyxRUGCellSG2016SG
XabSGXY[XTXY]XUeXX 56.2 110

683 oisZTlikeGXeGaGnovelGexoribonucleaseGassociatedGwithGtheGhumanGexosomeUGEMBObJournalSG2010SGYdSGYZ]cTab13 109

682 oefiningGtheGstoichiometryGandGcargoGloadGofGviralGandGbacterialGnanoparticlesGbyGzrbitrapGmassG
spectrometryUGJournalbofbthebAmericanbChemicalbSocietySG2014SGXZaSGbYd]Td 16.4 108

681 lGquestGforGhumanGandGmouseGembryonicGstemGcellTspecificGproteinsUGMolecularbandbCellularb
ProteomicsSG2006SG]SGXYaXTbZ 7.6 107

680 RevealingGpromiscuousGdrugTtargetGinteractionsGbyGchemicalGproteomicsUGDrugbDiscoverybTodaySG
2009SGX[SGXWYXTd 8.8 106

679 sybridGmassGspectrometryGapproachesGinGglycoproteinGanalysisGandGtheirGusageGinGscoringG
biosimilarityUGNaturebCommunicationsSG2016SGbSGXZZdb 17.4 105

678 –robingGtheGbiophysicalGinterplayGbetweenGaGviralGgenomeGandGitsGcapsidUGNaturebChemistrySG2013SG]SG]WYTd17.6 104

677 äheGquantitativeGproteomesGofGhumanTinducedGpluripotentGstemGcellsGandGembryonicGstemGcellsUG
MolecularbSystemsbBiologySG2011SGbSG]]W 12.2 104

676 RylGpolymeraseGtGcontainsGaGäqttqTrelatedGoylTbindingGsubcomplexUGMolecularbCellSG2010SGZdSG]cZTd[ 17.6 103

675 ßtraightforwardGladderGsequencingGofGpeptidesGusingGaGwysTyGmetalloendopeptidaseUGNatureb
MethodsSG2008SG]SG[W]Tb 21.6 103

674 –roteomeGanalysisGofGyeastGresponseGtoGvariousGnutrientGlimitationsUGMolecularbSystemsbBiologySG
2006SGYSGYWWaUWWYa 12.2 103

673 yorwalkGvirusGassemblyGandGstabilityGmonitoredGbyGmassGspectrometryUGMolecularbandbCellularb
ProteomicsSG2010SGdSGXb[YT]X 7.6 102

672
lnalysisGofGtheGcrx–Vclx–GinteractomeGusingGaGchemicalGproteomicsGapproachGinGmammalianGheartG
tissueGvalidatesGsphingosineGkinaseGtypeGXTinteractingGproteinGasGaGgenuineGandGhighlyGabundantG
lvl–UGJournalbofbProteomebResearchSG2006SG]SGX[Z]T[b

5.6 101

671 tnTgelGisoelectricGfocusingGofGpeptidesGasGaGtoolGforGimprovedGproteinGidentificationUGJournalbofb
ProteomebResearchSG2006SG]SGXbYXTZW 5.6 101

670 menchmarkingGstableGisotopeGlabelingGbasedGquantitativeGproteomicsUGJournalbofbProteomicsSG2013SG
ccSGX[TYa 3.9 100

(2013-2002)
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669 –lasmaGmembraneGproteomicsGofGhumanGembryonicGstemGcellsGandGhumanGembryonalGcarcinomaG
cellsUGJournalbofbProteomebResearchSG2008SGbSGYdZaT]X 5.6 100

668 oifferentialGoxidationGofGproteinTtyrosineGphosphatasesUGJournalbofbBiologicalbChemistrySG2005SGYcWSGXWYdcTZW[5.4 100

667 lGyovelG–latformGforGtheG–otentiationGofGäherapeuticGlntibodiesGmasedGonGlntigenToependentG
qormationGofGtgrGsexamersGatGtheGnellGßurfaceUGPLoSbBiologySG2016SGX[SGeXWWYZ[[ 9.7 100

666 äalinTvlyvXGinteractionGcontrolsGtheGrecruitmentGofGcorticalGmicrotubuleGstabilizingGcomplexesGtoG
focalGadhesionsUGELifeSG2016SG]SG 8.9 100

665 ßtabilityGandGshapeGofGhepatitisGmGvirusGcapsidsGinGvacuoUGAngewandtebChemiebpbInternationalbEditionSG
2008SG[bSGaY[bT]X 16.4 99

664  uantitativeGproteomicsGandGtranscriptomicsGofGanaerobicGandGaerobicGyeastGculturesGrevealsG
postTtranscriptionalGregulationGofGkeyGcellularGprocessesUGMicrobiologybkUnitedbKingdomlSG2007SGX]ZSGZca[TZcbc2.9 99

663 qactorsGaffectingGgasTphaseGdeuteriumGscramblingGinGpeptideGionsGandGtheirGimplicationsGforGproteinG
structureGdeterminationUGJournalbofbthebAmericanbChemicalbSocietySG2002SGXY[SGXXXdXTc 16.4 99

662 –roteinGacetylationGaffectsGacetateGmetabolismSGmotilityGandGacidGstressGresponseGinGpscherichiaGcoliUG
MolecularbSystemsbBiologySG2014SGXWSGbaY 12.2 98

661 yTterminalGdomainGofGhumanGsspdWGtriggersGbindingGtoGtheGcochaperoneGpYZUGProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2011SGXWcSG]cWT] 11.5 98

660 pxploringGtheGmembraneGproteomeTTchallengesGandGanalyticalGstrategiesUGJournalbofbProteomicsSG
2010SGbZSGcacTbc 3.9 98

659 ßpeciesTspecificGdeterminantsGinGtheGtgrGnsZGdomainGenableGqabTarmGexchangeGbyGaffectingGtheG
noncovalentGnsZTnsZGinteractionGstrengthUGJournalbofbImmunologySG2011SGXcbSGZYZcT[a 5.3 97

658 –ersonalizedG–roteomeG–rofilesGofGsealthyGandGäumorGsumanGnolonGzrganoidsGRevealGmothG
tndividualGoiversityGandGmasicGqeaturesGofGnolorectalGnancerUGCellbReportsSG2017SGXcSGYaZTYb[ 10.6 96

657  uantitativeGandGqualitativeGproteomeGcharacteristicsGextractedGfromGinTdepthGintegratedG
genomicsGandGproteomicsGanalysisUGCellbReportsSG2013SG]SGX[adTbc 10.6 96

656
äheG–RoteomicsGtopntificationGO–RtopPGnonverterGYGframeworkeGanGimprovedGsuiteGofGtoolsGtoG
facilitateGdataGsubmissionGtoGtheG–RtopGdatabaseGandGtheG–roteomeXchangeGconsortiumUGMolecularb
andbCellularbProteomicsSG2012SGXXSGXacYTd

7.6 96

655 oeGnovoGdiscoveryGofGphenotypicGintratumourGheterogeneityGusingGimagingGmassGspectrometryUG
JournalbofbPathologySG2015SGYZ]SGZTXZ 9.4 95

654 oetailedGmassGanalysisGofGstructuralGheterogeneityGinGmonoclonalGantibodiesGusingGnativeGmassG
spectrometryUGNaturebProtocolsSG2014SGdSGdabTba 18.8 95

653 WidespreadGbacterialGproteinGhistidineGphosphorylationGrevealedGbyGmassGspectrometryTbasedG
proteomicsUGNaturebMethodsSG2018SGX]SGXcbTXdW 21.6 94

652 ßtructureGofGtheGyeastGvacuolarGlä–aseUGJournalbofbBiologicalbChemistrySG2008SGYcZSGZ]dcZTd] 5.4 93
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651 moundariesGofGmassGresolutionGinGnativeGmassGspectrometryUGJournalbofbthebAmericanbSocietybforb
MassbSpectrometrySG2014SGY]SGdWaTXb 3.5 92

650 –rofilingGofGyTacetylatedGproteinGterminiGprovidesGinTdepthGinsightsGintoGtheGyTterminalGnatureGofG
theGproteomeUGMolecularbandbCellularbProteomicsSG2010SGdSGdYcTZd 7.6 92

649 xolecularGmasisGofGlssemblyGandGlctivationGofGnomplementGnomponentGnXGinGnomplexGwithG
tmmunoglobulinGrXGandGlntigenUGMolecularbCellSG2016SGaZSGXZ]T[] 17.6 91

648 äheGinteractomeGofGintactGmitochondriaGbyGcrossTlinkingGmassGspectrometryGprovidesGevidenceGforG
coexistingGrespiratoryGsupercomplexesUGMolecularbandbCellularbProteomicsSG2018SGXbSGYXaTYZY 7.6 91

647 rlycoproteomicseGlGmalanceGbetweenGsighTähroughputGandGtnToepthGlnalysisUGTrendsbinb
BiotechnologySG2017SGZ]SG]dcTaWd 15.1 89

646 plucidatingGcrosstalkGmechanismsGbetweenGphosphorylationGandGzTrlcylcylationUGProceedingsbofb
thebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2017SGXX[SGpbY]]TpbYaX 11.5 89

645 xassGspectrometricGanalysisGofGintactGhumanGmonoclonalGantibodyGaggregatesGfractionatedGbyG
sizeTexclusionGchromatographyUGPharmaceuticalbResearchSG2010SGYbSGYXdbTYW[ 4.5 88

644 menchmarkingGmultipleGfragmentationGmethodsGonGanGorbitrapGfusionGforGtopTdownG
phosphoTproteoformGcharacterizationUGAnalyticalbChemistrySG2015SGcbSG[X]YTc 7.8 87

643 äheGßystexsnGltlasGprojectUGNucleicbAcidsbResearchSG2018SG[aSGoXYZbToXY[b 20.1 87

642 nurrentGchallengesGinGsoftwareGsolutionsGforGmassGspectrometryTbasedGquantitativeGproteomicsUG
AminobAcidsSG2012SG[ZSGXWcbTXWc 3.5 87

641 xonitoringGmacromolecularGcomplexesGinvolvedGinGtheGchaperoninTassistedGproteinGfoldingGcycleGbyG
massGspectrometryUGNaturebMethodsSG2005SGYSGZbXTa 21.6 87

640 tnGvivoGprofilingGandGvisualizationGofGcellularGproteinTlipidGinteractionsGusingGbifunctionalGfattyGacidsUG
AngewandtebChemiebpbInternationalbEditionSG2013SG]YSG[WZZTc 16.4 86

639 xicrotubuleGminusTendGregulationGatGspindleGpolesGbyGanGlß–xTkataninGcomplexUGNaturebCellb
BiologySG2017SGXdSG[cWT[dY 23.4 85

638 –roteasomeGlctivationGbyGßmallGxoleculesUGCellbChemicalbBiologySG2017SGY[SGbY]TbZaUeb 8.2 85

637 äargetedGanalysisGofGproteinGterminiUGJournalbofbProteomebResearchSG2007SGaSG[aZ[T[] 5.6 85

636 äheGtwoGbiosyntheticGroutesGleadingGtoGphosphatidylcholineGinGyeastGproduceGdifferentGsetsGofG
molecularGspeciesUGpvidenceGforGlipidGremodelingUGBiochemistrySG2003SG[YSGZW][Td 3.2 85

635 wipaseGactiveTsiteTdirectedGanchoringGofGorganometallicseGmetallopincerVproteinGhybridsUGChemistrybpb
AbEuropeanbJournalSG2005SGXXSGacadTbb 4.8 85

634 ßqueezingGproteinGshellseGhowGcontinuumGelasticGmodelsSGmolecularGdynamicsGsimulationsSGandG
experimentsGcoalesceGatGtheGnanoscaleUGBiophysicalbJournalSG2010SGddSGXXb]TcX 2.9 84

(2010-2014)
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633 tdentificationGofGcellGsurfaceGproteinsGforGantibodyTbasedGselectionGofGhumanGembryonicGstemG
cellTderivedGcardiomyocytesUGJournalbofbProteomebResearchSG2010SGdSGXaXWTc 5.6 84

632 oetectionGofGintactGmegaoaltonGproteinGassembliesGofGvanillylTalcoholGoxidaseGbyGmassG
spectrometryUGProteinbScienceSG2000SGdSG[Z]Td 6.3 84

631
oepletionGofGphosphatidylcholineGinGyeastGinducesGshorteningGandGincreasedGsaturationGofGtheGlipidG
acylGchainseGevidenceGforGregulationGofGintrinsicGmembraneGcurvatureGinGaGeukaryoteUGMolecularb
BiologybofbthebCellSG2006SGXbSGXWWaTXb

3.5 83

630 xolecularGmasisGofGäranscriptionTnoupledG–reTmRylGnappingUGMolecularbCellSG2015SG]cSGXWbdTcd 17.6 81

629 tnterrogatingGtheGarchitectureGofGproteinGassembliesGandGproteinGinteractionGnetworksGbyG
crossTlinkingGmassGspectrometryUGCurrentbOpinionbinbStructuralbBiologySG2015SGZ]SGXWWTc 8.1 81

628 ßtoichiometryGofGtheGperipheralGstalkGsubunitsGpGandGrGofGyeastGüXTlä–aseGdeterminedGbyGmassG
spectrometryUGJournalbofbBiologicalbChemistrySG2008SGYcZSGZZYdTZZZb 5.4 81

627 ßtructuralGbiologyGofGRylGpolymeraseGttteGmassGspectrometryGelucidatesGsubcomplexGarchitectureUG
StructureSG2007SGX]SGXYZbT[] 5.2 81

626
ßingleTstepGenrichmentGbyGäi[RTtxlnGandGlabelTfreeGquantitationGenablesGinTdepthGmonitoringGofG
phosphorylationGdynamicsGwithGhighGreproducibilityGandGtemporalGresolutionUGMolecularbandbCellularb
ProteomicsSG2014SGXZSGY[YaTZ[

7.6 80

625
oeterminationGofGstructuralGandGfunctionalGoverlapVdivergenceGofGfiveGprotoTtypeGgalectinsGbyG
analysisGofGtheGgrowthTregulatoryGinteractionGwithGgangliosideGrxXGinGsilicoGandGinGvitroGonGhumanG
neuroblastomaGcellsUGInternationalbJournalbofbCancerSG2005SGXX[SG[aT]b

7.5 79

624 lnGlugmentedGxultipleT–roteaseTmasedGsumanG–hosphopeptideGltlasUGCellbReportsSG2015SGXXSGXcZ[T[Z 10.6 78

623 ßtructuresGofGtheGcyanobacterialGcircadianGoscillatorGfrozenGinGaGfullyGassembledGstateUGScienceSG2017SG
Z]]SGXXcXTXXc[ 33.3 77

622 tmprovingGßRxGassayGdevelopmenteGaGglobalGcomparisonGbetweenGtripleGquadrupoleSGionGtrapSGandG
higherGenergyGntoGpeptideGfragmentationGspectraUGJournalbofbProteomebResearchSG2011SGXWSG[ZZ[T[X 5.6 77

621 pnhancingGtheGidentificationGofGphosphopeptidesGfromGputativeGbasophilicGkinaseGsubstratesGusingG
äiGOtüPGbasedGtxlnGenrichmentUGMolecularbandbCellularbProteomicsSG2011SGXWSGxXXWUWWa[]Y 7.6 77

620 äandemGmassGspectrometryGofGintactGrropwTsubstrateGcomplexesGrevealsGsubstrateTspecificG
conformationalGchangesGinGtheGtransGringUGJournalbofbthebAmericanbChemicalbSocietySG2006SGXYcSG[ad[TbWY 16.4 77

619 pfficientGandGrobustGproteomeTwideGapproachesGforGcrossTlinkingGmassGspectrometryUGNatureb
ProtocolsSG2018SGXZSGYda[TYddW 18.8 77

618  uantitativeGphosphoproteomicsGafterGauxinTstimulatedGlateralGrootGinductionGidentifiesGanGßyXXG
proteinGphosphorylationGsiteGrequiredGforGgrowthUGMolecularbandbCellularbProteomicsSG2013SGXYSGXX]cTad 7.6 76

617 ßtructureGandGassemblyGofGscalableGporousGproteinGcagesUGNaturebCommunicationsSG2017SGcSGX[aaZ 17.4 75

616 ßelfTsortingGofGforeignGproteinsGinGaGbacterialGnanocompartmentUGJournalbofbthebAmericanbChemicalb
SocietySG2014SGXZaSGZcYcTZY 16.4 75
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615  uantitativeGanalysisGofGtheGinteractionGstrengthGandGdynamicsGofGhumanGtgr[GhalfGmoleculesGbyG
nativeGmassGspectrometryUGStructureSG2011SGXdSGXYb[TcY 5.2 75

614 yeuronGspecificGRab[GeffectorGrRlß–TXGcoordinatesGmembraneGspecializationGandGmaturationGofG
recyclingGendosomesUGPLoSbBiologySG2010SGcSGeXWWWYcZ 9.7 75

613 ooubleGstandardsGinGquantitativeGproteomicseGdirectGcomparativeGassessmentGofGdifferenceGinGgelG
electrophoresisGandGmetabolicGstableGisotopeGlabelingUGMolecularbandbCellularbProteomicsSG2005SG[SGY]]Taa7.6 75

612 RecentGliquidGchromatographicTOtandemPGmassGspectrometricGapplicationsGinGproteomicsUGJournalbofb
ChromatographybASG2003SGXWWWSG]cdTaWc 4.5 73

611 xolecularGbasisGofGRrnZTregulatedGRylGpolymeraseGtGinitiationGandGcellGgrowthUGGenesbandb
DevelopmentSG2011SGY]SGYWdZTXW] 12.6 72

610 ßpacerGcaptureGandGintegrationGbyGaGtypeGtTqGnasXTnasYTZGnRtß–RGadaptationGcomplexUGProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2017SGXX[SGp]XYYTp]XYc 11.5 71

609 pndogenousGphosphatidylcholineGandGaGlongGspacerGligandGstabilizeGtheGlipidTbindingGgrooveGofG
noXbUGEMBObJournalSG2006SGY]SGZac[TdY 13 71

608
äandemGyativeGxassTßpectrometryGonGlntibodyTorugGnonjugatesGandGßubmillionGoaG
lntibodyTlntigenG–roteinGlssembliesGonGanGzrbitrapGpxRGpquippedGwithGaGsighTxassG uadrupoleG
xassGßelectorUGAnalyticalbChemistrySG2015SGcbSGaWd]TXWY

7.8 70

607 äheGleukemiaTassociatedGxlltXWVlfXWTootXlGareGäcf[V˛†TcateninGcoactivatorsGessentialGforGintestinalG
homeostasisUGPLoSbBiologySG2010SGcSGeXWWW]Zd 9.7 70

606
pxploringGtheGhumanGleukocyteGphosphoproteomeGusingGaGmicrofluidicG
reversedTphaseTäizYTreversedTphaseGhighTperformanceGliquidGchromatographyGphosphochipG
coupledGtoGaGquadrupoleGtimeTofTflightGmassGspectrometerUGAnalyticalbChemistrySG2010SGcYSGcY[TZY

7.8 70

605 oechargingGofGglobularGproteinsGandGproteinGcomplexesGinGelectrosprayUGChemistrybpbAbEuropeanb
JournalSG2005SGXXSGdaWTc 4.8 70

604 ßerineGY]GphosphorylationGinhibitsGRt–vXGkinaseTdependentGcellGdeathGinGmodelsGofGinfectionGandG
inflammationUGNaturebCommunicationsSG2019SGXWSGXbYd 17.4 69

603 sighGprecisionGplateletGreleasateGdefinitionGbyGquantitativeGreversedGproteinGprofilingTTbriefGreportUG
ArteriosclerosisobThrombosisobandbVascularbBiologySG2013SGZZSGXaZ]Tc 9.4 69

602 xodernGbiomolecularGmassGspectrometryGandGitsGroleGinGstudyingGvirusGstructureSGdynamicsSGandG
assemblyUGAngewandtebChemiebpbInternationalbEditionSG2011SG]WSGcY[cTaY 16.4 69

601 xassGspectrometryTbasedGquantitativeGproteomicsUGExpertbReviewbofbProteomicsSG2004SGXSGZXbTYa 4.2 69

600
yativeGtandemGandGionGmobilityGmassGspectrometryGhighlightGstructuralGandGmodularGsimilaritiesGinG
clusteredTregularlyTinterspacedGshotTpalindromicTrepeatsGOnRtß–RPTassociatedGproteinGcomplexesG
fromGpscherichiaGcoliGandG–seudomonasGaeruginosaUGMolecularbandbCellularbProteomicsSG2012SGXXSGX[ZWT[X

7.6 68

599 noupledGactivationGandGdegradationGofGepqYvGregulatesGproteinGsynthesisGinGresponseGtoGgenotoxicG
stressUGSciencebSignalingSG2012SG]SGra[W 8.8 68

598 crx–TbindingGpreparesG–vrGforGsubstrateGbindingGbyGdisclosingGtheGnTterminalGdomainUGJournalbofb
MolecularbBiologySG2008SGZb]SGXZcWTdZ 6.5 68

(2008-2011)
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597 znlineGautomatedGinGvivoGzebrafishGphosphoproteomicseGfromGlargeTscaleGanalysisGdownGtoGaGsingleG
embryoUGJournalbofbProteomebResearchSG2008SGbSGX]]]Ta[ 5.6 68

596 ßtructuralGbasisGofGmyelinTassociatedGglycoproteinGadhesionGandGsignallingUGNaturebCommunicationsSG
2016SGbSGXZ]c[ 17.4 68

595 pxpandingGtheGstructuralGanalysisGcapabilitiesGonGanGzrbitrapTbasedGmassGspectrometerGforGlargeG
macromolecularGcomplexesUGAnalystobTheSG2017SGX[ZSGXWWTXW] 5 68

594 äowardGanGzptimizedGWorkflowGforGxiddleToownG–roteomicsUGAnalyticalbChemistrySG2017SGcdSGZZXcTZZY]7.8 67

593 ldenovirusGcompositionSGproteolysisSGandGdisassemblyGstudiedGbyGinTdepthGqualitativeGandG
quantitativeGproteomicsUGJournalbofbBiologicalbChemistrySG2014SGYcdSGXX[YXTXX[ZW 5.4 67

592 –roteaseGbiasGinGabsoluteGproteinGquantitationUGNaturebMethodsSG2012SGdSG]Y[T] 21.6 67

591
tnTdepthGqualitativeGandGquantitativeGanalysisGofGcompositeGglycosylationGprofilesGandGotherG
microTheterogeneityGonGintactGmonoclonalGantibodiesGbyGhighTresolutionGnativeGmassGspectrometryG
usingGaGmodifiedGzrbitrapUGMAbsSG2013SG]SGdXbTY[

6.6 67

590 ßtrongGcationGexchangeGOßnXPGbasedGanalyticalGmethodsGforGtheGtargetedGanalysisGofGproteinG
postTtranslationalGmodificationsUGCurrentbOpinionbinbBiotechnologySG2011SGYYSGdTXa 11.4 67

589
pxpressionGclusteringGrevealsGdetailedGcoTexpressionGpatternsGofGfunctionallyGrelatedGproteinsG
duringGmGcellGdifferentiationeGaGproteomicGstudyGusingGaGcombinationGofGoneTdimensionalGgelG
electrophoresisSGwnTxßVxßSGandGstableGisotopeGlabelingGbyGaminoGacidsGinGcellGcultureGOßtwlnPUG
MolecularbandbCellularbProteomicsSG2005SG[SGXYdbTZXW

7.6 66

588 äargetedGlargeTscaleGanalysisGofGproteinGacetylationUGProteomicsSG2011SGXXSG]bXTcd 4.8 65

587 ßphingosineGkinaseGinteractingGproteinGisGanGlTkinaseGanchoringGproteinGspecificGforGtypeGtG
clx–TdependentGproteinGkinaseUGChemBioChemSG2010SGXXSGdaZTbX 3.8 65

586 sighlyGefficientGdepletionGstrategyGforGtheGtwoGmostGabundantGerythrocyteGsolubleGproteinsG
improvesGproteomeGcoverageGdramaticallyUGJournalbofbProteomebResearchSG2008SGbSGZWaWTZ 5.6 65

585 ßuctionGblisterGfluidGasGpotentialGbodyGfluidGforGbiomarkerGproteinsUGProteomicsSG2007SGbSGZaZcT]W 4.8 65

584 nomparativeGproteomeGanalysisGofGßaccharomycesGcerevisiaeGgrownGinGchemostatGculturesGlimitedG
forGglucoseGorGethanolUGMolecularbandbCellularbProteomicsSG2005SG[SGXTXX 7.6 65

583 RobustSGßensitiveSGandGlutomatedG–hosphopeptideGpnrichmentGzptimizedGforGwowGßampleG
lmountsGlppliedGtoG–rimaryGsippocampalGyeuronsUGJournalbofbProteomebResearchSG2017SGXaSGbYcTbZb 5.6 64

582 ßtrongGcationGexchangeTbasedGfractionationGofGwysTyTgeneratedGpeptidesGfacilitatesGtheGtargetedG
analysisGofGpostTtranslationalGmodificationsUGMolecularbandbCellularbProteomicsSG2009SGcSGXdWTYWW 7.6 64

581 nomparativeGphosphoproteomicsGrevealsGevolutionaryGandGfunctionalGconservationGofG
phosphorylationGacrossGeukaryotesUGGenomebBiologySG2008SGdSGRX[[ 18.3 64

580  uantitativeGproteomicsGrevealsGregulationGofGdynamicGcomponentsGwithinGälälTbindingGproteinG
Oäm–PGtranscriptionGcomplexesUGMolecularbandbCellularbProteomicsSG2008SGbSGc[]T]Y 7.6 64
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579 ßtructureGofGtheGinnerGkinetochoreGnnlyGcomplexGassembledGontoGaGcentromericGnucleosomeUG
NatureSG2019SG]b[SGYbcTYcY 50.4 63

578 oeterminationGofGstoichiometryGandGconformationalGchangesGinGtheGfirstGstepGofGtheG–YYGtailG
assemblyUGJournalbofbMolecularbBiologySG2008SGZbdSGZc]Tda 6.5 63

577 lutomatedGonlineGsequentialGisotopeGlabelingGforGproteinGquantitationGappliedGtoGproteasomeG
tissueTspecificGdiversityUGMolecularbandbCellularbProteomicsSG2008SGbSGXb]]TaY 7.6 63

576 ßtructuralGstudiesGonGflavinGreductaseG–helYGrevealGbindingGofGyloGinGanGunusualGfoldedG
conformationGandGsupportGnovelGmechanismGofGactionUGJournalbofbBiologicalbChemistrySG2004SGYbdSGXYcaWTb5.4 63

575 lGcentralGroleGforGäqttoGinGtheGpluripotentGtranscriptionGcircuitryUGNatureSG2013SG[d]SG]XaTd 50.4 62

574 olΣwGlimitsGpluripotencySGdifferentiationSGandGapoptosisGinGdevelopingGprimordialGgermGcellsUGStemb
CellbReportsSG2014SGZSGcdYTdW[ 8 62

573
tnterfacialGpositioningGandGstabilityGofGtransmembraneGpeptidesGinGlipidGbilayersGstudiedGbyG
combiningGhydrogenVdeuteriumGexchangeGandGmassGspectrometryUGJournalbofbBiologicalbChemistrySG
2001SGYbaSGZ[]WXTc

5.4 62

572 –arsimoniousGnhargeGoeconvolutionGforGyativeGxassGßpectrometryUGJournalbofbProteomebResearchSG
2018SGXbSGXYXaTXYYa 5.6 61

571 –erturbationGofGtheGyeastGyTacetyltransferaseGyatmGinducesGelevationGofGproteinGphosphorylationG
levelsUGBMCbGenomicsSG2010SGXXSGac] 4.5 61

570 nhipTmasedGpnrichmentGandGyanownTxßVxßGlnalysisGofG–hosphopeptidesGfromGWholeGwysatesUG
JournalbofbProteomebResearchSG2008SGbSGX]a]TbX 5.6 61

569 –hotofragmentGimagingGofGmethaneUGJournalbofbChemicalbPhysicsSG1996SGXW[SG[WXdT[WZW 3.9 61

568 pxtendedGzTrlcylcGonGswlGnlassTtTmoundG–eptidesUGJournalbofbthebAmericanbChemicalbSocietySG2015SG
XZbSGXWdYYTXWdY] 16.4 60

567 –roteomeTwideGproteinGconcentrationsGinGtheGhumanGheartUGMolecularbBioSystemsSG2010SGaSGXdXbTYb 60

566 xetalTfreeGandGpsTcontrolledGintroductionGofGazidesGinGproteinsUGChemicalbScienceSG2011SGYSGbWX 9.4 60

565
ltypicalGbehaviorGinGtheGelectronGcaptureGinducedGdissociationGofGbiologicallyGrelevantGtransitionG
metalGionGcomplexesGofGtheGpeptideGhormoneGoxytocinUGInternationalbJournalbofbMassbSpectrometrySG
2006SGY]ZSGYXbTYY[

1.9 60

564 äheGbenefitsGofGhybridGfragmentationGmethodsGforGglycoproteomicsUGTrACbpbTrendsbinbAnalyticalb
ChemistrySG2018SGXWcSGYaWTYac 14.6 60

563 lnalyticalGapproachesGforGsizeGandGmassGanalysisGofGlargeGproteinGassembliesUGAnnualbReviewbofb
AnalyticalbChemistrySG2014SGbSG[ZTa[ 12.5 59

562 ReorganizedG–vlTlvl–GassociationsGinGtheGfailingGhumanGheartUGJournalbofbMolecularbandbCellularb
CardiologySG2012SG]YSG]XXTc 5.8 59

(2012-2019)
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561 sumanGnoaYwGneutrophilsGidentifiedGasGaGseparateGsubsetGbyGproteomeGprofilingGandGinGvivoG
pulseTchaseGlabelingUGBloodSG2017SGXYdSGZ[baTZ[c] 2.2 58

560 ßimilarGisGnotGtheGsameeGdifferencesGinGtheGfunctionGofGtheGOhemiTPcellulolyticGregulatorGXlnRG
OXlrXVXyrXPGinGfilamentousGfungiUGFungalbGeneticsbandbBiologySG2014SGbYSGbZTcX 3.9 58

559 RecommendationsGfromGtheGYWWcGtnternationalGßummitGonG–roteomicsGoataGReleaseGandGßharingG
–olicyeGtheGlmsterdamGprinciplesUGJournalbofbProteomebResearchSG2009SGcSGZacdTdY 5.6 58

558 nooperativeGactionGofGynYGandGxotXpGtoGregulateGälälTbindingGproteinGfunctionGacrossGtheG
genomeUGGenesbandbDevelopmentSG2008SGYYSGYZ]dTad 12.6 58

557 zptimizingGmacromolecularGtandemGmassGspectrometryGofGlargeGnonTcovalentGcomplexesGusingG
heavyGcollisionGgasesUGInternationalbJournalbofbMassbSpectrometrySG2007SGYacSGXdcTYWa 1.9 58

556 plectronGcaptureGdissociationGatGlowGtemperaturesGrevealsGselectiveGdissociationsUGJournalbofbtheb
AmericanbSocietybforbMassbSpectrometrySG2004SGX]SGXcadTbZ 3.5 58

555 äowardsGtheGunderstandingGofGmolecularGmechanismsGinGtheGearlyGstagesGofGheatTinducedG
aggregationGofGbetaTlactoglobulinGlmUGJournalbofbChromatographybASG2002SGdbWSGYb]Tc] 4.5 58

554 oevelopmentGofGaGnovelGchemicalGprobeGforGtheGselectiveGenrichmentGofGphosphorylatedGserineTGandG
threonineTcontainingGpeptidesUGChemBioChemSG2005SGaSGYYbXTcW 3.8 58

553 qirstGnommunityTWideSGnomparativeGnrossTwinkingGxassGßpectrometryGßtudyUGAnalyticalbChemistrySG
2019SGdXSGad]ZTadaX 7.8 57

552 lpplicationsGofGstableGisotopeGdimethylGlabelingGinGquantitativeGproteomicsUGAnalyticalbandb
BioanalyticalbChemistrySG2012SG[W[SGddXTXWWd 4.4 57

551 lGsmallGnovelGlTkinaseGanchoringGproteinGOlvl–PGthatGlocalizesGspecificallyGproteinGkinaseG
lTregulatoryGsubunitGtGO–vlTRtPGtoGtheGplasmaGmembraneUGJournalbofbBiologicalbChemistrySG2012SGYcbSG[ZbcdTdb5.4 57

550 noY[GtracksGdivergentGpluripotentGstatesGinGmouseGandGhumanGcellsUGNaturebCommunicationsSG2015SG
aSGbZYd 17.4 56

549 tmplementationGofGöltravioletG–hotodissociationGonGaGmenchtopG GpxactiveGxassGßpectrometerGandG
ttsGlpplicationGtoG–hosphoproteomicsUGAnalyticalbChemistrySG2016SGccSGYZWZTXW 7.8 56

548 sistoneGtnteractionGwandscapesGüisualizedGbyGnrosslinkingGxassGßpectrometryGinGtntactGnellGyucleiUG
MolecularbandbCellularbProteomicsSG2018SGXbSGYWXcTYWZZ 7.6 56

547 –roteinGbiomarkerGdiscoveryGforGheadGandGneckGcancerUGJournalbofbProteomicsSG2010SGbZSGXbdWTcWZ 3.9 56

546 –hotodissociationGofGyYzeGuTdependentGanisotropyGrevealedGinGyYGphotofragmentGimagesUGJournalb
ofbChemicalbPhysicsSG1999SGXXWSGZ[XXTZ[Xb 3.9 56

545 –hoXeGlnGtxlnTpnrichableGnrossTwinkingGReagentUGACSbCentralbScienceSG2019SG]SGX]X[TX]YY 16.8 55

544
oailyGrhythmsGinGtheGcyanobacteriumGsynechococcusGelongatusGprobedGbyGhighTresolutionGmassG
spectrometryTbasedGproteomicsGrevealsGaGsmallGdefinedGsetGofGcyclicGproteinsUGMolecularbandb
CellularbProteomicsSG2014SGXZSGYW[YT]]

7.6 55
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543
pfficientGtgxGassemblyGandGsecretionGrequireGtheGplasmaGcellGinducedGendoplasmicGreticulumG
proteinGppRpXUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG
2009SGXWaSGXbWXdTY[

11.5 55

542 a–vnGphosphorylatesGyuxlTrelatedGwtyT]GtoGpositionGtheGmitoticGspindleGduringGasymmetricG
divisionUGNaturebCellbBiologySG2011SGXZSGXXZYTc 23.4 55

541
xetastableGionGformationGandGdisparateGchargeGseparationGinGtheGgasTphaseGdissectionGofGproteinG
assembliesGstudiedGbyGorthogonalGtimeTofTflightGmassGspectrometryUGJournalbofbthebAmericanbSocietyb
forbMassbSpectrometrySG2001SGXYSGZYdTZa

3.5 55

540 xutationGofGΙ[WbGinGtheGnsZGdomainGdramaticallyGaltersGglycosylationGandGstructureGofGhumanGtgrUG
MAbsSG2013SG]SGYXdTYc 6.6 54

539 zptimizingGidentificationGandGquantitationGofGX]yTlabeledGproteinsGinGcomparativeGproteomicsUG
AnalyticalbChemistrySG2008SGcWSGbbdaTcWZ 7.8 54

538 xacromolecularGassemblyGofGselicobacterGpyloriGureaseGinvestigatedGbyGmassGspectrometryUGJournalb
ofbMassbSpectrometrySG2003SGZcSGZX]TYW 2.2 54

537 nhemoenzymaticGlpproachGforGtheG–reparationGofGlsymmetricGmiTSGäriTSGandGäetraTlntennaryG
yTrlycansGfromGaGnommonG–recursorUGJournalbofbthebAmericanbChemicalbSocietySG2017SGXZdSGXWXXTXWXc 16.4 53

536  uantitativeGproteomicsGanalysisGrevealsGsimilarGreleaseGprofilesGfollowingGspecificG–lRTXGorG–lRT[G
stimulationGofGplateletsUGCardiovascularbResearchSG2014SGXWZSGX[WTa 9.9 53

535 äyrosineGphosphorylationGprofilingGinGqrqTYGstimulatedGhumanGembryonicGstemGcellsUGPLoSbONESG
2011SGaSGeXb]Zc 3.7 53

534 oifferentialG–roteomicsGtdentifiesG–roteinGmiomarkersGähatG–redictGwocalGRelapseGofGseadGandGyeckG
ßquamousGnellGnarcinomasUGClinicalbCancerbResearchSG2009SGX]SGbaaaTbab] 12.9 53

533  uantitativeGerythrocyteGmembraneGproteomeGanalysisGwithGmlueTnativeVßoßG–lrpUGJournalbofb
ProteomicsSG2010SGbZSG[]aTa] 3.9 53

532 pvidenceGofGnoncovalentGdimerizationGofGcalmodulinUGFEBSbJournalSG1999SGYaXSGZZbT[[ 53

531 yativeGxassGßpectrometryeGWhatGisGinGtheGyamejUGJournalbofbthebAmericanbSocietybforbMassb
SpectrometrySG2017SGYcSG]TXZ 3.5 53

530
qacilitatingGproteinGdisulfideGmappingGbyGaGcombinationGofGpepsinGdigestionSGelectronGtransferG
higherGenergyGdissociationGOpähcoPSGandGaGdedicatedGsearchGalgorithmGßlinkßUGMolecularbandbCellularb
ProteomicsSG2014SGXZSGYbbaTca

7.6 52

529 plevatedGlevelsGofGfibrinogenTderivedGendogenousGcitrullinatedGpeptidesGinGsynovialGfluidGofG
rheumatoidGarthritisGpatientsUGArthritisbResearchbandbTherapySG2012SGX[SGRXX[ 5.7 52

528 –erformingGnativeGmassGspectrometryGanalysisGonGtherapeuticGantibodiesUGMethodsSG2014SGa]SGXXTb 4.6 51

527 –robingGgenuineGstrongGinteractionsGandGpostTtranslationalGmodificationsGinGtheGheterogeneousG
yeastGexosomeGproteinGcomplexUGMolecularbandbCellularbProteomicsSG2006SG]SGX]cXTdY 7.6 51

526 macterialGencapsulinsGasGorthogonalGcompartmentsGforGmammalianGcellGengineeringUGNatureb
CommunicationsSG2018SGdSGXddW 17.4 51

(2018-2009)
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525 nrosstalkGbetweenGphosphorylationGandGzTrlcylcylationeGfriendGorGfoeUGFEBSbJournalSG2018SGYc]SGZX]YTZXab5.7 50

524 sighlyGsensitiveGproteomeGanalysisGofGqlnßTsortedGadultGcolonGstemGcellsUGJournalbofbProteomeb
ResearchSG2011SGXWSGZcX[Td 5.6 50

523 ßubunitGexchangeGratesGinGsepatitisGmGvirusGcapsidsGareGgeometryTGandGtemperatureTdependentUG
PhysicalbChemistrybChemicalbPhysicsSG2010SGXYSGXZZacTbX 3.6 50

522 nomparativeGphosphoproteomicsGofGzebrafishGqynVΙesGmorpholinoGknockdownGembryosUGMolecularb
andbCellularbProteomicsSG2008SGbSGYXbaTcb 7.6 50

521 pndogenousGphosphotyrosineGsignalingGinGzebrafishGembryosUGMolecularbandbCellularbProteomicsSG
2007SGaSGYWccTdd 7.6 50

520 lssemblyGandGxechanicalG–ropertiesGofGtheGnargoTqreeGandGnargoTwoadedGmacterialG
yanocompartmentGpncapsulinUGBiomacromoleculesSG2016SGXbSGY]YYTd 6.9 50

519 tnsightGintoGcyanobacterialGcircadianGtimingGfromGstructuralGdetailsGofGtheGvaimTvainGinteractionUG
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2014SGXXXSGXZbdTc[ 11.5 49

518
tnteractionsGofGvidTvisGtoxinTantitoxinGcomplexesGwithGtheGparoGoperatorTpromoterGregionGofG
plasmidGRXGareGpilotedGbyGtheGvisGantitoxinGandGtunedGbyGtheGstoichiometryGofGvidTvisGoligomersUG
NucleicbAcidsbResearchSG2007SGZ]SGXbZbT[d

20.1 49

517 xetalGbindingGofGwissoclinumGpatellaGmetabolitesUG–artGXeG–atellamidesGlSGnGandGulithiacyclamideGlUG
TetrahedronSG2001SG]bSGZXc]TZXdb 2.4 49

516
plectrosprayGionizationGmassGspectrometryGasGaGtoolGtoGanalyzeGhydrogenVdeuteriumGexchangeG
kineticsGofGtransmembraneGpeptidesGinGlipidGbilayersUGProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaSG2000SGdbSGZXcdTd[

11.5 49

515 –hosphopeptideGqragmentationGandGßiteGwocalizationGbyGxassGßpectrometryeGlnGöpdateUGAnalyticalb
ChemistrySG2019SGdXSGXYaTX[X 7.8 49

514 ytßäGtnterlaboratoryGßtudyGonGrlycosylationGlnalysisGofGxonoclonalGlntibodieseGnomparisonGofG
ResultsGfromGoiverseGlnalyticalGxethodsUGMolecularbandbCellularbProteomicsSG2020SGXdSGXXTZW 7.6 49

513 –hospho–atheGüisualizationGofG–hosphositeTcentricGoynamicsGinGäemporalGxolecularGyetworksUG
JournalbofbProteomebResearchSG2015SGX[SG[ZZYT[X 5.6 48

512 ßamplingGqromGtheG–roteomeGtoGtheGsumanGweukocyteGlntigenToRGOswlToRPGwigandomeG–roceedsG
üiaGsighGßpecificityUGMolecularbandbCellularbProteomicsSG2016SGX]SGX[XYTYZ 7.6 48

511 –restressGstrengthensGtheGshellGofGyorwalkGvirusGnanoparticlesUGNanobLettersSG2011SGXXSG[ca]Td 11.5 48

510 lGsequestrationGfeedbackGdeterminesGdynamicsGandGtemperatureGentrainmentGofGtheGvailmnG
circadianGclockUGMolecularbSystemsbBiologySG2010SGaSGZcd 12.2 48

509
ßtructuralGreorganizationGofGtheGantigenTbindingGgrooveGofGhumanGnoXbGforGpresentationGofG
mycobacterialGsulfoglycolipidsUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesb
ofbAmericaSG2011SGXWcSGXbb]]TaW

11.5 48

508  uantitativeGxapGofG–roteomeGoynamicsGduringGyeuronalGoifferentiationUGCellbReportsSG2017SGXcSGX]YbTX][Y10.6 47
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507 ResolvingGheterogeneousGmacromolecularGassembliesGbyGzrbitrapTbasedGsingleTparticleGchargeG
detectionGmassGspectrometryUGNaturebMethodsSG2020SGXbSGZd]TZdc 21.6 47

506 önbiasedGselectiveGisolationGofGproteinGyTterminalGpeptidesGfromGcomplexGproteomeGsamplesGusingG
phosphoGtaggingGO–älrPGandGäizOYPTbasedGdepletionUGMolecularbandbCellularbProteomicsSG2012SGXXSGcZYT[Y7.6 46

505 tmprovingGdepthGinGphosphoproteomicsGbyGusingGaGstrongGcationGexchangeTweakGanionG
exchangeTreversedGphaseGmultidimensionalGseparationGapproachUGAnalyticalbChemistrySG2011SGcZSGbXZbT[Z7.8 46

504 –robingGmetalGionGbindingGandGconformationalGpropertiesGofGtheGcolicinGpdGendonucleaseGbyG
electrosprayGionizationGtimeTofTflightGmassGspectrometryUGProteinbScienceSG2002SGXXSGXbZcT]Y 6.3 46

503 nomparativeGmultiplexedGmassGspectrometricGanalysesGofGendogenouslyGexpressedGyeastGnuclearG
andGcytoplasmicGexosomesUGJournalbofbMolecularbBiologySG2009SGZc]SGXZWWTXZ 6.5 46

502 pvaluationGofGcornulinSGkeratinG[SGkeratinGXZGexpressionGandGgradeGofGdysplasiaGforGpredictingG
malignantGprogressionGofGoralGleukoplakiaUGOralbOncologySG2010SG[aSGXYZTb 4.4 46

501 sydroquinoneGdioxygenaseGfromGpseudomonasGfluorescensGlnmeGaGnovelGmemberGofGtheGfamilyGofG
nonhemeTironOttPTdependentGdioxygenasesUGJournalbofbBacteriologySG2008SGXdWSG]XddTYWd 3.5 46

500 tnteractionGofGtheGvRGchannelGvcslGwithGmembraneGphospholipidsGasGstudiedGbyGpßtGmassG
spectrometryUGFEBSbLettersSG2003SG][XSGYcTZY 3.8 46

499 oefeatingGxajorGnontaminantsGinGqeTGtmmobilizedGxetalGtonGlffinityGnhromatographyGOtxlnPG
–hosphopeptideGpnrichmentUGMolecularbandbCellularbProteomicsSG2018SGXbSGXWYcTXWZ[ 7.6 45

498 öltraGacidicGstrongGcationGexchangeGenablingGtheGefficientGenrichmentGofGbasicGphosphopeptidesUG
AnalyticalbChemistrySG2012SGc[SGXcW[Tc 7.8 45

497 –eptideGorientationGaffectsGselectivityGinGionTexchangeGchromatographyUGAnalyticalbChemistrySG2010SG
cYSG]Y]ZTd 7.8 45

496 lGcovalentGmodificationGofGylo–RGrevealedGbyGtheGatomicGresolutionGstructureGofGqprlSGaG
xycobacteriumGtuberculosisGoxidoreductaseUGBiochemistrySG2002SG[XSGccWbTXc 3.2 45

495 oissectingGribosomalGparticlesGthroughoutGtheGkingdomsGofGlifeGusingGadvancedGhybridGmassG
spectrometryGmethodsUGNaturebCommunicationsSG2018SGdSGY[dZ 17.4 45

494 oirectGqualityGcontrolGofGglycoengineeredGerythropoietinGvariantsUGNaturebCommunicationsSG2018SGdSGZZ[Y17.4 44

493 ßelfTassemblyGandGcharacterizationGofGsmallGandGmonodisperseGdyeGnanospheresGinGaGproteinGcageUG
ChemicalbScienceSG2014SG]SG]b]T]cX 9.4 44

492
lnalyzingGproteinGmicroTheterogeneityGinGchickenGovalbuminGbyGhighTresolutionGnativeGmassG
spectrometryGexposesGqualitativelyGandGsemiTquantitativelyG]dGproteoformsUGAnalyticalbChemistrySG
2013SGc]SGXYWZbT[]

7.8 44

491 RecoveryGfromGaGoylTdamageTinducedGrYGarrestGrequiresGndkTdependentGactivationGofGqoxxXUG
EMBObReportsSG2010SGXXSG[]YTc 6.5 44

490 xappingGofGcitrullinatedGfibrinogenGmTcellGepitopesGinGrheumatoidGarthritisGbyGimagingGsurfaceG
plasmonGresonanceUGArthritisbResearchbandbTherapySG2010SGXYSGRYXd 5.7 44

(2010-2020)

17



489 nleavageGspecificitiesGofGtheGbrotherGandGsisterGproteasesGwysTnGandGwysTyUGChemicalb
CommunicationsSG2010SG[aSGccYbTd 5.8 44

488 lGpracticalGguideGforGtheGidentificationGofGmembraneGandGplasmaGmembraneGproteinsGinGhumanG
embryonicGstemGcellsGandGhumanGembryonalGcarcinomaGcellsUGProteomicsSG2008SGcSG[WZaT]Z 4.8 44

487
ResolvingGstoichiometriesGandGoligomericGstatesGofGglutamateGsynthaseGproteinGcomplexesGwithG
curveGfittingGandGsimulationGofGelectrosprayGmassGspectraUGRapidbCommunicationsbinbMassb
SpectrometrySG2006SGYWSGY[dWTa

2.2 44

486 äheGimpactGofGmassGspectrometryGonGtheGstudyGofGintactGantibodieseGfromGpostTtranslationalG
modificationsGtoGstructuralGanalysisUGChemicalbCommunicationsSG2013SG[dSG]ZcT[c 5.8 43

485 ßmallGRylGchangesGenGrouteGtoGdistinctGcellularGstatesGofGinducedGpluripotencyUGNatureb
CommunicationsSG2014SG]SG]]YY 17.4 43

484 ßtructureSGstabilityGandGdynamicsGofGnorovirusG–GdomainGderivedGproteinGcomplexesGstudiedGbyG
nativeGmassGspectrometryUGJournalbofbStructuralbBiologySG2012SGXbbSGYbZTcY 3.4 43

483 ßequenceTspecificGconformationalGflexibilityGofGßylRpGtransmembraneGhelicesGprobedGbyG
hydrogenVdeuteriumGexchangeUGBiophysicalbJournalSG2008SGd]SGXZYaTZ] 2.9 43

482 –roteinTtyrosineGkinaseGactivityGprofilingGinGknockGdownGzebrafishGembryosUGPLoSbONESG2007SGYSGe]cX 3.7 43

481 nrystalGstructureGofGhumanGnoXeGrevealsGaGgrooveGsuitedGforGlipidTexchangeGprocessesUGProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2011SGXWcSGXZYZWT] 11.5 42

480 oiversityGofGclx–TdependentGproteinGkinaseGisoformsGandGtheirGanchoringGproteinsGinGmouseG
ventricularGtissueUGJournalbofbProteomebResearchSG2007SGaSGXbW]TXb 5.6 42

479 lGversatileGpeptideGptGcalculatorGforGphosphorylatedGandGyTterminalGacetylatedGpeptidesG
experimentallyGtestedGusingGpeptideGisoelectricGfocusingUGProteomicsSG2008SGcSG[cdcTdWa 4.8 42

478 sighTResolutionGmRylGandGßecretomeGltlasGofGsumanGpnteroendocrineGnellsUGCellSG2020SGXcXSGXYdXTXZWaUeXd56.2 41

477 ßtochasticGpalmitoylationGofGaccessibleGcysteinesGinGmembraneGproteinsGrevealedGbyGnativeGmassG
spectrometryUGNaturebCommunicationsSG2017SGcSGXYcW 17.4 41

476 tnThouseGconstructionGofGaGös–wnGsystemGenablingGtheGidentificationGofGoverG[WWWGproteinGgroupsGinG
aGsingleGanalysisUGAnalystobTheSG2012SGXZbSGZ][XTc 5 41

475
xacromolecularGmassGspectrometryGandGelectronGmicroscopyGasGcomplementaryGtoolsGforG
investigationGofGtheGheterogeneityGofGbacteriophageGportalGassembliesUGJournalbofbStructuralbBiology
SG2007SGX]bSGZbXTcZ

3.4 41

474 plectronGcaptureGdissociationGasGstructuralGprobeGforGnoncovalentGgasTphaseGproteinGassembliesUG
AnalyticalbChemistrySG2006SGbcSGbXdXTa 7.8 41

473 ResolvingGtheGmicroTheterogeneityGandGstructuralGintegrityGofGmonoclonalGantibodiesGbyGhybridG
massGspectrometricGapproachesUGMAbsSG2017SGdSGaZcTa[] 6.6 40

472
qindingGtheGsameGneedlesGinGtheGhaystackjGlGcomparisonGofGphosphotyrosineGpeptidesGenrichedGbyG
immunoTaffinityGprecipitationGandGmetalTbasedGaffinityGchromatographyUGJournalbofbProteomicsSG
2013SGdXSGZZXTb

3.9 40
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471 oeepGproteomeGprofilingGofGärichoplaxGadhaerensGrevealsGremarkableGfeaturesGatGtheGoriginGofG
metazoanGmulticellularityUGNaturebCommunicationsSG2013SG[SGX[Wc 17.4 40

470 qromGtheGhumanGgenomeGtoGtheGhumanGproteomeUGAngewandtebChemiebpbInternationalbEditionSG2014SG
]ZSGXWca[Ta 16.4 39

469 RbGandGqΣRXVndhXGdetermineGnov[VaTcyclinGoGrequirementGinGnUGelegansGandGhumanGcancerGcellsUG
NaturebCommunicationsSG2015SGaSG]dWa 17.4 39

468 äargetedGquantitativeGphosphoproteomicsGapproachGforGtheGdetectionGofGphosphoTtyrosineG
signalingGinGplantsUGJournalbofbProteomebResearchSG2012SGXXSG[ZcT[c 5.6 39

467 –rogressiveGmethylationGofGageingGhistonesGbyGootXGfunctionsGasGaGtimerUGEMBObReportsSG2011SGXYSGd]aTaY6.5 39

466 ßtraightforwardGandGdeGnovoGpeptideGsequencingGbyGxlwotTxßVxßGusingGaGwysTyG
metalloendopeptidaseUGMolecularbandbCellularbProteomicsSG2009SGcSGa]WTaW 7.6 39

465 ßpeedToependentGllignmentGandGlngularGoistributionsGofGzOXoYPfromGtheGöltravioletG
–hotodissociationGofGyYzUGJournalbofbPhysicalbChemistrybASG1999SGXWZSGXWZccTXWZdb 2.8 39

464 znGtheGstructureGofGprotonatedGmethaneUGJournalbofbthebAmericanbSocietybforbMassbSpectrometrySG
1991SGYSG[]ZTc 3.5 39

463 pxploringGpnoGonGaGmenchtopG GpxactiveGzrbitrapGxassGßpectrometerUGJournalbofbProteomeb
ResearchSG2018SGXbSGdYaTdZZ 5.6 38

462 RznvXGisGaGpotentialGcombinatorialGdrugGtargetGforGmRlqGmutantGmelanomaUGMolecularbSystemsb
BiologySG2014SGXWSGbbY 12.2 38

461 –robingGtheGproteomeGresponseGtoGtolueneGexposureGinGtheGsolventGtolerantG–seudomonasGputidaG
ßXYUGJournalbofbProteomebResearchSG2011SGXWSGZd[T[WZ 5.6 38

460 tnGvivoGstableGisotopeGlabelingGofGfruitGfliesGrevealsGpostTtranscriptionalGregulationGinGtheG
maternalTtoTzygoticGtransitionUGMolecularbandbCellularbProteomicsSG2009SGcSGX]aaTbc 7.6 38

459 ralactonolactoneGdehydrogenaseGrequiresGaGredoxTsensitiveGthiolGforGoptimalGproductionGofGvitaminG
nUGPlantbPhysiologySG2009SGX]WSG]daTaW] 6.6 38

458 äheGyeastGßkiGcomplexGisGaGheteroTtetramerUGProteinbScienceSG2008SGXbSGXXdTY] 6.3 38

457
ßtableGisotopeGtaggingGofGepitopeseGaGhighlyGselectiveGstrategyGforGtheGidentificationGofGmajorG
histocompatibilityGcomplexGclassGtTassociatedGpeptidesGinducedGuponGviralGinfectionUGMolecularbandb
CellularbProteomicsSG2006SG]SGdWYTXZ

7.6 38

456 wungGproteomeGalterationsGinGaGmouseGmodelGforGnonallergicGasthmaUGProteomicsSG2003SGZSGYWWcTXc 4.8 38

455 wocalizationGofGintramolecularGmonosulfideGbridgesGinGlantibioticsGdeterminedGwithGelectronGcaptureG
inducedGdissociationUGAnalyticalbChemistrySG2003SGb]SGZYXdTY] 7.8 38

454 oevelopmentGandGapplicationGofGproteomicsGtechnologiesGinGßaccharomycesGcerevisiaeUGTrendsbinb
BiotechnologySG2005SGYZSG]dcTaW[ 15.1 38

(2005-2013)
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453 lssessmentGofGßRxSGxRxOZPGSGandGotlGforGtheGtargetedGanalysisGofGphosphorylationGdynamicsGinG
nonTsmallGcellGlungGcancerUGProteomicsSG2016SGXaSGYXdZTYW] 4.8 38

452 ßymmetryGofGnhargeG–artitioningGinGnollisionalGandGöüG–hotonTtnducedGoissociationGofG–roteinG
lssembliesUGJournalbofbthebAmericanbChemicalbSocietySG2016SGXZcSGXWcaWTc 16.4 37

451 tdentificationGofGenrichedG–äxGcrosstalkGmotifsGfromGlargeTscaleGexperimentalGdataGsetsUGJournalbofb
ProteomebResearchSG2014SGXZSGY[dT]d 5.6 37

450 öncoveringGtheGabilitiesGofGlgaricusGbisporusGtoGdegradeGplantGbiomassGthroughoutGitsGlifeGcycleUG
EnvironmentalbMicrobiologySG2015SGXbSGZWdcTXWd 5.2 37

449 –roteomeGadaptationGinGcellGreprogrammingGproceedsGviaGdistinctGtranscriptionalGnetworksUGNatureb
CommunicationsSG2014SG]SG]aXZ 17.4 37

448 äheGproteomeGofGtheGinsolubleGßchistosomaGmansoniGeggshellGskeletonUGInternationalbJournalbforb
ParasitologySG2011SG[XSG]YZTZY 4.3 37

447
ßelectivityGinGenrichmentGofGclx–TdependentGproteinGkinaseGregulatoryGsubunitsGtypeGtGandGtypeGttG
andGtheirGinteractorsGusingGmodifiedGclx–GaffinityGresinsUGMolecularbandbCellularbProteomicsSG2009SG
cSGXWXaTYc

7.6 37

446 pffectGofGchemicalGmodificationsGonGpeptideGfragmentationGbehaviorGuponGelectronGtransferG
inducedGdissociationUGAnalyticalbChemistrySG2009SGcXSGbcX[TYY 7.8 37

445 lGroleGforG–tdtnsO[S]P–YGandG–t–]valphaGinGregulatingGstressTinducedGapoptosisUGCurrentbBiologySG
2006SGXaSGXc]WTa 6.3 37

444 äheGdetectionGofGintermediatesGinGtheGrutheniumOttPGcatalysedGasymmetricGhydrogenationGofG
ketonesGusingGelectrosprayGionisationGmassGspectrometryUGChemicalbCommunicationsSG2000SGddTXWW 5.8 37

443 oeletionGofGflblGresultsGinGincreasedGsecretomeGcomplexityGandGreducedGsecretionGheterogeneityGinG
coloniesGofGlspergillusGnigerUGJournalbofbProteomebResearchSG2013SGXYSGXcWcTXd 5.6 36

442 qcxweGanGexchangeGformatGforGqualityGcontrolGmetricsGfromGmassGspectrometryGexperimentsUG
MolecularbandbCellularbProteomicsSG2014SGXZSGXdW]TXZ 7.6 36

441
öniversalGquantitativeGkinaseGassayGbasedGonGdiagonalGßnXGchromatographyGandGstableGisotopeG
dimethylGlabelingGprovidesGhighTdefinitionGkinaseGconsensusGmotifsGforG–vlGandGhumanGxpsXUG
JournalbofbProteomebResearchSG2013SGXYSGYYX[TY[

5.6 36

440 –reparationGandGtopologyGofGtheGxediatorGmiddleGmoduleUGNucleicbAcidsbResearchSG2010SGZcSGZXcaTd] 20.1 36

439 ßtat uanteGaGpostTquantificationGanalysisGtoolboxGforGimprovingGquantitativeGmassGspectrometryUG
BioinformaticsSG2009SGY]SGX[bYTZ 7.2 36

438
nomparativeGassessmentGofGsiteGassignmentsGinGntoGandGelectronGtransferGdissociationGspectraGofG
phosphopeptidesGdisclosesGlimitedGrelocationGofGphosphateGgroupsUGMolecularbandbCellularb
ProteomicsSG2010SGdSGYX[WTc

7.6 36

437
rasTphaseGnoncovalentGinteractionsGbetweenGvancomycinTgroupGantibioticsGandGbacterialGcellTwallG
precursorGpeptidesGprobedGbyGhydrogenVdeuteriumGexchangeUGJournalbofbthebAmericanbSocietybforb
MassbSpectrometrySG1998SGdSGXY]]TXYaa

3.5 36

436 äracingGglycoproteinGstructureseGelectrosprayGionizationGtandemGmassGspectrometricGanalysisGofG
sugarTpeptideGadductsUGJournalbofbMassbSpectrometrySG2002SGZbSGcWZTXX 2.2 36
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435 oeterminationGofGtheGstabilityGofGtheGnoncovalentGphospholipidGtransferGproteinTlipidGcomplexGbyG
electrosprayGtimeTofTflightGmassGspectrometryUGBiochemistrySG2002SG[XSGcWXZTc 3.2 36

434 önravelingGtheGxacromolecularG–athwaysGofGtgrGzligomerizationGandGnomplementGlctivationGonG
lntigenicGßurfacesUGNanobLettersSG2019SGXdSG[bcbT[bda 11.5 35

433
nharacterizationGofGbiasesGinGphosphopeptideGenrichmentGbyGäiO[RPTimmobilizedGmetalGaffinityG
chromatographyGandGäizYGusingGaGmassiveGsyntheticGlibraryGandGhumanGcellGdigestsUGAnalyticalb
ChemistrySG2014SGcaSGcZXYTYW

7.8 35

432 vinesinT[GvtqYXmGisGaGpotentGmicrotubuleGpausingGfactorUGELifeSG2017SGaSG 8.9 35

431 lGsystemsTwideGscreenGidentifiesGsubstratesGofGtheGßnq˛†ärn–GubiquitinGligaseUGSciencebSignalingSG
2014SGbSGrsc 8.8 35

430  ualitativeGandGsemiquantitativeGanalysisGofGcompositeGmixturesGofGantibodiesGbyGnativeGmassG
spectrometryUGAnalyticalbChemistrySG2012SGc[SGbYYbTZY 7.8 35

429 ßpatiallyGresolvingGtheGsecretomeGwithinGtheGmyceliumGofGtheGcellGfactoryGlspergillusGnigerUGJournalb
ofbProteomebResearchSG2012SGXXSGYcWbTXc 5.6 35

428 xultiplexedGproteomicsGmappingGofGyeastGRylGpolymeraseGttGandGtttGallowsGnearTcompleteGsequenceG
coverageGandGrevealsGseveralGnovelGphosphorylationGsitesUGAnalyticalbChemistrySG2008SGcWSGZ]c[TdY 7.8 35

427 xodificationGandGinhibitionGofGvancomycinGgroupGantibioticsGbyGformaldehydeGandGacetaldehydeUG
ChemistrybpbAbEuropeanbJournalSG2001SGbSGdXWTa 4.8 35

426 lGroleGforGmlq]bGinGcellGcycleTdependentGtranscriptionalGregulationGbyGtheGßWtVßyqGchromatinG
remodelingGcomplexUGCancerbResearchSG2010SGbWSG[[WYTXX 10.1 34

425 oisulfideGbondGcleavagesGobservedGinGßzRtTntoGofGthreeGnonapeptidesGcomplexedGwithGdivalentG
transitionTmetalGcationsUGJournalbofbMassbSpectrometrySG2007SG[YSG[]WTc 2.2 34

424 pmbryonicGstemGcellGproteomicsUGExpertbReviewbofbProteomicsSG2006SGZSG[YbTZb 4.2 34

423 rasTphaseGdissociationGofGhemoglobinUGInternationalbJournalbofbMassbSpectrometrySG2001SGYXWTYXXSGaZbTa[d1.9 34

422 napillaryGelectrophoreticGbioanalysisGofGtherapeuticallyGactiveGpeptidesGwithGöüGandGmassG
spectrometricGdetectionGafterGonTcapillaryGpreconcentrationUGElectrophoresisSG2001SGYYSGYbWdTXa 3.6 34

421 –roteoformG–rofileGxappingGofGtheGsumanGßerumGnomplementGnomponentGndGRevealingG
önexpectedGyewGqeaturesGofGyTSGzTSGandGnTrlycosylationUGAnalyticalbChemistrySG2017SGcdSGZ[cZTZ[dX 7.8 33

420 wysineGconjugationGpropertiesGinGhumanGtgrsGstudiedGbyGintegratingGhighTresolutionGnativeGmassG
spectrometryGandGbottomTupGproteomicsUGProteomicsSG2015SGX]SGYb]aTa] 4.8 33

419 oecipheringGtheGmolecularGmechanismsGunderlyingGseaGurchinGreversibleGadhesioneGlGquantitativeG
proteomicsGapproachUGJournalbofbProteomicsSG2016SGXZcSGaXTbX 3.9 33

418 tnterrogatingGclx–TdependentGkinaseGsignalingGinGuurkatGäGcellsGviaGaGproteinGkinaseGlGtargetedG
immuneTprecipitationGphosphoproteomicsGapproachUGMolecularbandbCellularbProteomicsSG2013SGXYSGZZ]WTd7.6 33

(2013-2002)
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417 ßiteTspecificGmethionineGoxidationGinGcalmodulinGaffectsGstructuralGintegrityGandGinteractionGwithG
naYRVcalmodulinTdependentGproteinGkinaseGttUGJournalbofbStructuralbBiologySG2011SGXb[SGXcbTd] 3.4 33

416 tdentificationGofGhostGfactorsGinvolvedGinGcoronavirusGreplicationGbyGquantitativeGproteomicsG
analysisUGProteomicsSG2011SGXXSGa[TcW 4.8 33

415 lGthreeTwayGproteomicsGstrategyGallowsGdifferentialGanalysisGofGyeastGmitochondrialGmembraneG
proteinGcomplexesGunderGanaerobicGandGaerobicGconditionsUGProteomicsSG2009SGdSG[bcbTdc 4.8 33

414 sighTresolutionGmappingGofGprostaglandinGpYTdependentGsignalingGnetworksGidentifiesGaG
constitutivelyGactiveG–vlGsignalingGnodeGinGnocRno[]RzRGäGcellsUGBloodSG2010SGXXaSGYY]ZTa] 2.2 33

413 nooperativeGinductionGofGapoptosisGinGyRlßGmutantGmelanomaGbyGinhibitionGofGxpvGandGRznvUG
PigmentbCellbandbMelanomabResearchSG2015SGYcSGZWbTXb 4.5 32

412
ßurfaceTplasmonTresonanceTbasedGchemicalGproteomicseGefficientGspecificGextractionGandG
semiquantitativeGidentificationGofGcyclicGnucleotideTbindingGproteinsGfromGcellularGlysatesGbyGusingGaG
combinationGofGsurfaceGplasmonGresonanceSGsequentialGelutionGandGliquidGchromatographyTtandemG
massGspectrometryUGChemBioChemSG2007SGcSGYdcTZW]

3.8 32

411 novalentGflavinylationGofGvanillylTalcoholGoxidaseGisGanGautocatalyticGprocessUGFEBSbJournalSG2008SG
Yb]SG]XdXTYWW 5.7 32

410 xetalGbindingGofGwissoclinumGpatellaGmetabolitesUG–artGYeGwissoclinamidesGdGandGXWUGTetrahedronSG
2001SG]bSGZXddTZYWb 2.4 32

409
ßubtleGdifferencesGinGmolecularGrecognitionGbetweenGmodifiedGglycopeptideGantibioticsGandG
bacterialGreceptorGpeptidesGidentifiedGbyGelectrosprayGionizationGmassGspectrometryUGJournalbofbtheb
ChemicalbSocietybPerkinbTransactionsbIISG1999SGXc]dTXcaZ

32

408 pxaminingGtheGseterogeneousGrenomeGnontentGofGxultipartiteGüirusesGmxüGandGnnxüGbyGyativeG
xassGßpectrometryUGJournalbofbthebAmericanbSocietybforbMassbSpectrometrySG2016SGYbSGXWWWTd 3.5 32

407 sigherTzrderGlssemblyGofGmRnnZaTvtllWX]bGtsGRequiredGforGoömGlctivityGandGmiologicalGqunctionUG
MolecularbCellSG2015SG]dSGdbWTcZ 17.6 31

406
narbohydrateGchainGofGgangliosideGrxXGasGaGligandeGidentificationGofGtheGbindingGstrategiesGofGthreeG
X]GmerGpeptidesGandGtheirGdivergenceGfromGtheGbindingGmodesGofGgrowthTregulatoryGgalectinTXGandG
choleraGtoxinUGChemistrybpbAbEuropeanbJournalSG2005SGXYSGZccT[WY

4.8 31

405
äheGyeastGphospholipidGyTmethyltransferasesGcatalyzingGtheGsynthesisGofGphosphatidylcholineG
preferentiallyGconvertGdiTnXaeXGsubstratesGbothGinGvivoGandGinGvitroUGJournalbofbBiologicalbChemistrySG
2004SGYbdSG[WZX[Td

5.4 31

404
–robingGnoncovalentGproteinTligandGinteractionsGofGtheGcrx–TdependentGproteinGkinaseGusingG
electrosprayGionizationGtimeGofGflightGmassGspectrometryUGJournalbofbthebAmericanbSocietybforbMassb
SpectrometrySG2004SGX]SGXZdYTXZdd

3.5 31

403 yonTcovalentGsynthesisGofGcalixα[γareneTcappedGporphyrinsGinGpolarGsolventsGviaGionicGinteractionsUG
TetrahedronSG2002SG]cSGb]bTba[ 2.4 31

402
lpplicationGofGhighGperformanceGanionGexchangeGchromatographyGtoGstudyGinvertaseTcatalysedG
hydrolysisGofGsucroseGandGformationGofGintermediateGfructanGproductsUGAppliedbMicrobiologybandb
BiotechnologySG2001SG]]SG]]TaW

5.7 31

401 lrchitectureGofGaGdsoylGviralGcapsidGinGcomplexGwithGitsGmaturationGproteaseUGStructureSG2014SGYYSGYZWTb 5.2 30

400 lnalysisGofGaGcommonGcoldGvirusGandGitsGsubviralGparticlesGbyGgasTphaseGelectrophoreticGmobilityG
molecularGanalysisGandGnativeGmassGspectrometryUGAnalyticalbChemistrySG2015SGcbSGcbWdTXb 7.8 30

AlbertsJsRsHeck
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399 nomplexGmixturesGofGantibodiesGgeneratedGfromGaGsingleGproductionGqualitativelyGandG
quantitativelyGevaluatedGbyGnativeGzrbitrapGmassGspectrometryUGMAbsSG2014SGaSGXdbTYWZ 6.6 30

398 –hotoTcrosslinkingGanalysisGofGpreferentialGinteractionsGbetweenGaGtransmembraneGpeptideGandG
matchingGlipidsUGBiochemistrySG2004SG[ZSG[[cYTd 3.2 30

397 –roteinGflexibilityGandGligandGrigidityeGaGthermodynamicGandGkineticGstudyGofGtälxTbasedGligandG
bindingGtoGßykGtandemGßsYUGChemBioChemSG2005SGaSGYYaXTbW 3.8 30

396 wowGpressureGionVmoleculeGclusteringGreactionsGtowardsGcationicGdimersUGInternationalbJournalbofb
MassbSpectrometrybandbIonbProcessesSG1990SGXWWSGaXXTaY[ 30

395 yucleotideTdependentGconformationalGchangesGofGtheGlllRGlä–aseGpdbGrevisitedUGFEBSbLettersSG
2016SG]dWSG]d]TaW[ 3.8 30

394 lGxolecularGmasisGforGtheG–resentationGofG–hosphorylatedG–eptidesGbyGswlTmGlntigensUGMolecularb
andbCellularbProteomicsSG2017SGXaSGXcXTXdZ 7.6 29

393 pnhancedGluminescenceGofGlgGnanoclustersGviaGsurfaceGmodificationUGNanotechnologySG2013SGY[SGWb]bWZ 3.4 29

392 ΣtnTcstwtnGasGaGfractionationGmethodGforGsensitiveGandGpowerfulGshotgunGproteomicsUGNatureb
ProtocolsSG2012SGbSGYW[XT]] 18.8 29

391
xonitoringGtheGinteractionGbetweenG˛†YTmicroglobulinGandGtheGmolecularGchaperoneG˛–mTcrystallinGbyG
yxRGandGmassGspectrometryeG˛–mTcrystallinGdissociatesG˛†YTmicroglobulinGoligomersUGJournalbofb
BiologicalbChemistrySG2013SGYccSGXbc[[T]c

5.4 29

390 xl–ZvXGfunctionallyGinteractsGwithGlxinXGinGtheGcanonicalGWntGsignallingGpathwayUGBiologicalb
ChemistrySG2010SGZdXSGXbXTXcW 4.5 29

389 pvaluationGofGmetalloendopeptidaseGwysTyGproteaseGperformanceGunderGdifferentGsampleGhandlingG
conditionsUGJournalbofbProteomebResearchSG2010SGdSG[YcYTc 5.6 29

388 yativeGmassGspectrometryGprovidesGdirectGevidenceGforGoylGmismatchTinducedGregulationGofG
asymmetricGnucleotideGbindingGinGmismatchGrepairGproteinGxutßUGNucleicbAcidsbResearchSG2011SGZdSGcW]YTa[20.1 29

387
öltrahighGxassGlccuracyGinGtsotopeTßelectiveGnollisionTtnducedGoissociationGösingGnorrelatedG
ßweepGpxcitationGandGßustainedGzffTResonanceGtrradiationeGGlGqourierGäransformGtonGnyclotronG
ResonanceGxassGßpectrometryGnaseGßtudyGonGtheGαxGRGYsγOYRPGtonGofGmradykininUGAnalyticalb
ChemistrySG1997SGadSGZaWZTb

7.8 29

386 tnteractionsGbetweenGtheGtoxinGvidGofGtheGbacterialGparoGsystemGandGtheGantitoxinsGvisGandGxazpUG
Proteins:bStructureobFunctionbandbBioinformaticsSG2007SGabSGYXdTZX 4.2 29

385
lnalysisGofGproteinTproteinGinteractionGsurfacesGusingGaGcombinationGofGefficientGlysineGacetylationG
andGnanownTxlwotTxßVxßGappliedGtoGtheGpdetmdGbacteriotoxinTTimmunityGproteinGcomplexUGJournalb
ofbthebAmericanbSocietybforbMassbSpectrometrySG2006SGXbSGdcZTdd[

3.5 29

384 nofactorTdependentGassemblyGofGtheGflavoenzymeGvanillylTalcoholGoxidaseUGJournalbofbBiologicalb
ChemistrySG2002SGYbbSGZa[Y]TZY 5.4 29

383
lnalysisGofGproteinTcarbohydrateGinteractionGatGtheGlowerGsizeGlimitGofGtheGproteinGpartGOX]TmerG
peptidePGbyGyxRGspectroscopySGelectrosprayGionizationGmassGspectrometrySGandGmolecularG
modelingUGBiochemistrySG2002SG[XSGdbWbTXb

3.2 29

382 wossGofG–roteinG–hosphataseGXGRegulatoryGßubunitG–––XRZlG–romotesGltrialGqibrillationUGCirculation
SG2019SGX[WSGacXTadZ 16.7 28

(2019-2014)

23



381 ppitopeTdistalGeffectsGaccompanyGtheGbindingGofGtwoGdistinctGantibodiesGtoGhepatitisGmGvirusGcapsidsUG
JournalbofbthebAmericanbChemicalbSocietySG2013SGXZ]SGa]W[TXY 16.4 28

380 RockermoxeGanalysisGandGfilteringGofGmassiveGproteomicsGsearchGresultsUGJournalbofbProteomeb
ResearchSG2011SGXWSGX[YWT[ 5.6 28

379 –roteomicsGandGhumanGembryonicGstemGcellsUGStembCellbResearchSG2008SGXSGXadTcY 1.6 28

378 noenzymeGbindingGduringGcatalysisGisGbeneficialGforGtheGstabilityGofG[ThydroxyacetophenoneG
monooxygenaseUGJournalbofbBiologicalbChemistrySG2005SGYcWSGZYXX]TYX 5.4 28

377 RobustGandGcostTeffectiveGcapillaryGelectrophoresisTmassGspectrometryGinterfacesGsuitableGforG
combinationGwithGonTlineGanalyteGpreconcentrationUGElectrophoresisSG2001SGYYSGYbWXTc 3.6 28

376 äoGnleaveGorGyotGäoGnleaveGinGXwTxßjUGJournalbofbthebAmericanbSocietybforbMassbSpectrometrySG2020SG
ZXSGXdaTYWa 3.5 28

375 lGsearchGforGceramideGbindingGproteinsGusingGbifunctionalGlipidGanalogsGyieldsGnpRäTrelatedGproteinG
ßtarobUGJournalbofbLipidbResearchSG2018SG]dSG]X]T]ZW 6.3 27

374 ßignalGäransductionGReactionGxonitoringGoeciphersGßiteTßpecificG–tZvTmäzRVxl–vG–athwayG
oynamicsGinGzncogeneTtnducedGßenescenceUGJournalbofbProteomebResearchSG2015SGX[SGYdWaTX[ 5.6 27

373 nollagenGstimulationGofGplateletsGinducesGaGrapidGspatialGresponseGofGclx–GandGcrx–GsignalingG
scaffoldsUGMolecularbBioSystemsSG2011SGbSGYZXXTd 27

372 lGchemicalGproteomicsGbasedGenrichmentGtechniqueGtargetingGtheGinteractomeGofGtheG–op]G
inhibitorG–qT[][WXY[UGMolecularbBioSystemsSG2009SG]SG[bYTcY 27

371 ˛‡d˛·YäGcellGdiversityGandGtheGreceptorGinterfaceGwithGtumorGcellsUGJournalbofbClinicalbInvestigationSG
2020SGXZWSG[aZbT[a]X 15.9 27

370 yaturalGproductsGtriptolideSGcelastrolSGandGwithaferinGlGinhibitGtheGchaperoneGactivityGofG
peroxiredoxinGtUGChemicalbScienceSG2015SGaSG[XY[T[XZW 9.4 26

369 äxpx]dGpotentiatesGWntGsignalingGbyGpromotingGsignalosomeGformationUGProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2018SGXX]SGpZddaTp[WW] 11.5 26

368 qlexibilityGinGcrosstalkGbetweenGsYmGubiquitinationGandGsZGmethylationGinGvivoUGEMBObReportsSG2014SG
X]SGXWbbTc[ 6.5 26

367 äheGßolubleG–eriplasmicGoomainsGofGpscherichiaGcoliGnellGoivisionG–roteinsGqts VqtsmVqtswGqormGaG
ärimericGnomplexGwithGßubmicromolarGlffinityUGJournalbofbBiologicalbChemistrySG2015SGYdWSGYX[dcT]Wd 5.4 26

366 tnvestigatingGtheGroleGofGqrqTYGinGstemGcellGmaintenanceGbyGglobalGphosphoproteomicsGprofilingUG
ProteomicsSG2011SGXXSGZdaYTbX 4.8 26

365 RegulatedGincreaseGinGfoldingGcapacityGpreventsGunfoldedGproteinGstressGinGtheGpRUGJournalbofbCellb
ScienceSG2010SGXYZSGbcbTd[ 5.3 26

364 lGdockingGmodelGbasedGonGmassGspectrometricGandGbiochemicalGdataGdescribesGphageGpackagingG
motorGincorporationUGMolecularbandbCellularbProteomicsSG2010SGdSGXba[TbZ 7.6 26

AlbertsJsRsHeck
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363 tdentificationGofGsecretedGcysteineGproteasesGfromGtheGparasiticGnematodeGsaemonchusGcontortusG
detectedGbyGbiotinylatedGinhibitorsUGInfectionbandbImmunitySG2006SGb[SGXdcdTdZ 3.7 26

362 äargetedGlnalysisGofGwysosomalGoirectedG–roteinsGandGäheirGßitesGofGxannoseTaTphosphateG
xodificationUGMolecularbandbCellularbProteomicsSG2019SGXcSGXaTYb 7.6 26

361 tnGvivoGphosphoproteomicsGrevealsGkinaseGactivityGprofilesGthatGpredictGtreatmentGoutcomeGinG
tripleTnegativeGbreastGcancerUGNaturebCommunicationsSG2018SGdSGZ]WX 17.4 26

360 rlycoproteogenomicseGlGqrequentGreneG–olymorphismGlffectsGtheGrlycosylationG–atternGofGtheG
sumanGßerumGqetuinV˛–TYTsßTrlycoproteinUGMolecularbandbCellularbProteomicsSG2019SGXcSGX[bdTX[dW 7.6 25

359 RegulatingGtheGregulatoreGtnsightsGintoGtheGcardiacGproteinGphosphataseGXGinteractomeUGJournalbofb
MolecularbandbCellularbCardiologySG2016SGXWXSGXa]TXbY 5.8 25

358 ßimplyGpxtendingGtheGxassGRangeGinGplectronGäransferGsigherGpnergyGnollisionalGoissociationG
tncreasesGnonfidenceGinGyTrlycopeptideGtdentificationUGAnalyticalbChemistrySG2019SGdXSGXW[WXTXW[Wa 7.8 25

357
ßizingGupGlargeGproteinGcomplexesGbyGelectrosprayGionisationTbasedGelectrophoreticGmobilityGandG
nativeGmassGspectrometryeGmorphologyGselectiveGbindingGofGqabsGtoGhepatitisGmGvirusGcapsidsUG
AnalyticalbandbBioanalyticalbChemistrySG2014SG[WaSGX[ZbT[a

4.4 25

356 –ΣRGcoordinatesGßhpYGyoonanGandGwpz–lRoGsyndromeGsignalingGinGzebrafishGandGmiceUGMolecularb
andbCellularbBiologySG2014SGZ[SGYcb[Tcd 4.8 25

355
pvaluationGofGtheGdeuteriumGisotopeGeffectGinGzwitterionicGhydrophilicGinteractionGliquidG
chromatographyGseparationsGforGimplementationGinGaGquantitativeGproteomicGapproachUGAnalyticalb
ChemistrySG2011SGcZSGcZ]YTa

7.8 25

354 tnTdepthGquantitativeGcardiacGproteomicsGcombiningGelectronGtransferGdissociationGandGtheG
metalloendopeptidaseGwysTyGwithGtheGßtwlnGmouseUGMolecularbandbCellularbProteomicsSG2011SGXWSGzXXXUWWc[b[7.6 25

353 qeederTfreeGmonolayerGculturesGofGhumanGembryonicGstemGcellsGexpressGanGepithelialGplasmaG
membraneGproteinGprofileUGStembCellsSG2008SGYaSGYbbbTcX 5.8 25

352 rettingGcloserGtoGtheGrealGbacterialGcellGwallGtargeteGbiomolecularGinteractionsGofGwaterTsolubleGlipidG
ttGwithGglycopeptideGantibioticsUGChemistrybpbAbEuropeanbJournalSG2003SGdSGX]]aTa] 4.8 25

351 äheGselectiveGutilizationGofGsubstratesGinGvivoGbyGtheGphosphatidylethanolamineGandG
phosphatidylcholineGbiosyntheticGenzymesGpptXpGandGnptXpGinGyeastUGFEBSbLettersSG2004SG]adSGXbZTb 3.8 25

350
novalentGandGnonTcovalentGdissociationsGofGgasTphaseGcomplexesGofGavoparcinGandGbacterialG
receptorGmimickingGprecursorGpeptidesGstudiedGbyGcollisionallyGactivatedGdecompositionGmassG
spectrometryUGJournalbofbMassbSpectrometrySG1999SGZ[SGcXZTd

2.2 25

349 xetaTheterogeneityeGpvaluatingGandGoescribingGtheGoiversityGinGrlycosylationGmetweenGßitesGonGtheG
ßameGrlycoproteinUGMolecularbandbCellularbProteomicsSG2020SGYWSGXWWWXW 7.6 25

348 äheGdiversityGofGproteinGturnoverGandGabundanceGunderGnitrogenTlimitedGsteadyTstateGconditionsGinG
ßaccharomycesGcerevisiaeUGMolecularbBioSystemsSG2011SGbSGZZXaTYa 24

347 tnTdepthGprofilingGofGpostTtranslationalGmodificationsGonGtheGrelatedGtranscriptionGfactorGcomplexesG
äqttoGandGßlrlUGJournalbofbProteomebResearchSG2009SGcSG]WYWTZW 5.6 24

346
äheGinfluenceGofGtheGacylGchainGcompositionGofGcardiolipinGonGtheGstabilityGofGmitochondrialG
complexesfGanGunexpectedGeffectGofGcardiolipinGinGalphaTketoglutarateGdehydrogenaseGandG
prohibitinGcomplexesUGJournalbofbProteomicsSG2010SGbZSGcWaTX[

3.9 24

(2010-2006)

25



345 lGmultiTangularGmassGspectrometricGviewGatGcyclicGnucleotideGdependentGproteinGkinaseseGinGvivoG
characterizationGandGstructureVfunctionGrelationshipsUGMassbSpectrometrybReviewsSG2008SGYbSGZZXT]Z 11 24

344 –roteinGexpressionGdynamicsGduringGreplicativeGsenescenceGofGendothelialGcellsGstudiedGbyGYToG
differenceGinTgelGelectrophoresisUGElectrophoresisSG2006SGYbSGXaadTcY 3.6 24

343 RealTtimeGmonitoringGofGenzymaticGoylGhydrolysisGbyGelectrosprayGionizationGmassGspectrometryUG
NucleicbAcidsbResearchSG2005SGZZSGeda 20.1 24

342 äheGformationGofGheterodimersGbyGvancomycinGgroupGantibioticsUGChemistrybpbAbEuropeanbJournalSG
2000SGaSG]W[Td 4.8 24

341 mindingGofGselectedGcarbohydratesGtoGapoTconcanavalinGlGstudiedGbyGelectrosprayGionizationGmassG
spectrometryUGAnalystobTheSG2000SGXY]SG]cZT]cd 5 24

340 äRpxTXGmultimerizationGisGessentialGforGitsGactivationGonGmonocytesGandGneutrophilsUGCellularbandb
MolecularbImmunologySG2019SGXaSG[aWT[bY 15.4 24

339 sighTResolutionGyativeGxassGßpectrometryUGChemicalbReviewsSG2021SG 68.1 24

338 üertexTßpecificG–roteinsGpöwXbGandGpöwY]GxechanicallyGReinforceGserpesGßimplexGüirusGnapsidsUG
JournalbofbVirologySG2017SGdXSG 6.6 23

337 oecipheringGtheGtnterplayGamongGxultisiteG–hosphorylationSGtnteractionGoynamicsSGandG
nonformationalGäransitionsGinGaGäripartiteG–roteinGßystemUGACSbCentralbScienceSG2016SGYSG[[]T]] 16.8 23

336 lxinGcancerGmutantsGformGnanoaggregatesGtoGrewireGtheGWntGsignalingGnetworkUGNaturebStructuralb
andbMolecularbBiologySG2016SGYZSGZY[TZY 17.6 23

335 ßimultaneousGassessmentGofGkineticSGsiteTspecificSGandGstructuralGaspectsGofGenzymaticGproteinG
phosphorylationUGAngewandtebChemiebpbInternationalbEditionSG2014SG]ZSGdaaWT[ 16.4 23

334 äheGcleavedGyTterminusGofGpütGbindsGperipentonalGhexonsGinGmatureGadenovirusUGJournalbofb
MolecularbBiologySG2014SG[YaSGXdbXTd 6.5 23

333 tdentificationGofG–ep[pGasGtheGproteaseGresponsibleGforGformationGofGtheGßlrlTrelatedGßwtvGproteinG
complexUGJournalbofbBiologicalbChemistrySG2010SGYc]SGYYbdZTd 5.4 23

332
tmprovedGidentificationGofGendogenousGpeptidesGfromGmurineGnervousGtissueGbyGmultiplexedG
peptideGextractionGmethodsGandGmultiplexedGmassGspectrometricGanalysisUGJournalbofbProteomeb
ResearchSG2009SGcSGcbWTa

5.6 23

331 lGuniqueGresidueGinGrabZcGdeterminesGtheGinteractionGwithGnovelGbindingGproteinGΣwintTXUGFEBSb
LettersSG2008SG]cYSGYcZcT[Y 3.8 23

330 ßurfaceGplasmonGresonanceGmassGspectrometryGinGproteomicsUGExpertbReviewbofbProteomicsSG2008SG]SG[Y]TZZ4.2 23

329 tdentificationGofGproteinsGinGactivatedGhumanGneutrophilsGsusceptibleGtoGtyrosylGradicalGattackUGlG
proteomicGstudyGusingGaGtyrosylatingGfluorophoreUGProteomicsSG2004SG[SGYZdbT[Wb 4.8 23

328 nharacterizationGofGaGphosphorylatedGpeptideGandGpeptoidGandGpeptoidTpeptideGhybridsGbyGmassG
spectrometryUGJournalbofbMassbSpectrometrySG2002SGZbSG[bT]] 2.2 23

AlbertsJsRsHeck
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327 qormationGandGefficacyGofGvancomycinGgroupGglycopeptideGantibioticGstereoisomersGstudiedGbyG
capillaryGelectrophoresisGandGbioaffinityGmassGspectrometryUGAnalyticalbBiochemistrySG2001SGYdWSGYdYTZWX 3.1 23

326 lGtissueTspecificGproteinGpurificationGapproachGinGnaenorhabditisGelegansGidentifiesGnovelG
interactionGpartnersGofGowrTXVoiscsGlargeUGBMCbBiologySG2016SGX[SGaa 7.3 23

325 wabelTfreeGtargetedGwnTpßtTxßGanalysisGofGhumanGmilkGoligosaccharidesGOsxzßPGandGrelatedGhumanG
milkGgroupsGwithGenhancedGstructuralGselectivityUGAnalyticalbandbBioanalyticalbChemistrySG2019SG[XXSGYZXTY]W4.4 23

324 pnhancingGlccuracyGinGxolecularGWeightGoeterminationGofGsighlyGseterogeneouslyGrlycosylatedG
–roteinsGbyGyativeGäandemGxassGßpectrometryUGAnalyticalbChemistrySG2017SGcdSG[bdZT[bdb 7.8 22

323 lnGtntegratedGrlobalGlnalysisGofGnompartmentalizedGsRlßGßignalingUGCellbReportsSG2019SGYaSGZXWWTZXX]Ueb10.6 22

322 nontrolGofGepithelialGcellGmigrationGandGinvasionGbyGtheGtvv˛†TGandGnvX˛–TmediatedGdegradationGofG
Rl–rpqYUGDevelopmentalbCellSG2013SGYbSG]b[Tc] 10.2 22

321 önravelingGtheGubiquitinTregulatedGsignalingGnetworksGbyGmassGspectrometryTbasedGproteomicsUG
ProteomicsSG2013SGXZSG]YaTZb 4.8 22

320 lspergillusGnigerG–rolylGpndoproteaseGforGsydrogenToeuteriumGpxchangeGxassGßpectrometryGandG
–roteinGßtructuralGßtudiesUGAnalyticalbChemistrySG2017SGcdSGbdaaTbdbZ 7.8 22

319 tnterpretingGtheGchargeGstateGassignmentGinGelectrosprayGmassGspectraGofGbioparticlesUGAnalyticalb
ChemistrySG2011SGcZSGXdaWTc 7.8 22

318 oimethylGisotopeGlabelingGassistedGdeGnovoGpeptideGsequencingUGJournalbofbthebAmericanbSocietybforb
MassbSpectrometrySG2010SGYXSGXd]bTa] 3.5 22

317
nombinedGinfraredGmultiphotonGdissociationGandGelectronTcaptureGdissociationGusingGcoTlinearGandG
overlappingGbeamsGinGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryUGRapidb
CommunicationsbinbMassbSpectrometrySG2006SGYWSGXcZcT[[

2.2 22

316 xitochondrialGnaxvttGcausesGadverseGmetabolicGreprogrammingGandGdilatedGcardiomyopathyUG
NaturebCommunicationsSG2020SGXXSG[[Xa 17.4 22

315 ldenoTassociatedGvirusGcapsidGassemblyGisGdivergentGandGstochasticUGNaturebCommunicationsSG2021SG
XYSGXa[Y 17.4 22

314 nhaperoninGnnäGcheckpointGfunctionGinGbasalGtranscriptionGfactorGäqttoGassemblyUGNaturebStructuralb
andbMolecularbBiologySG2018SGY]SGXXXdTXXYb 17.6 22

313 pxpandingGtheGmassGrangeGforGöü–oTbasedGnativeGtopTdownGmassGspectrometryUGChemicalbScienceSG
2019SGXWSGbXaZTbXbX 9.4 21

312 –rofilingGofGdietTinducedGneuropeptideGchangesGinGratGbrainGbyGquantitativeGmassGspectrometryUG
AnalyticalbChemistrySG2013SGc]SG[]d[TaW[ 7.8 21

311 luroraGlSGxnlvSGandGvifXcbGpromoteGpg]TindependentGspindleGformationUGChromosomaSG2017SGXYaSG[bZT[ca2.8 21

310 ßpatioTtemporalGanalysisGofGmolecularGdeterminantsGofGneuronalGdegenerationGinGtheGagingGmouseG
cerebellumUGMolecularbandbCellularbProteomicsSG2013SGXYSGXZ]WTaY 7.6 21

(2013-2001)

27



309 nhangesGinGstructuralGdynamicsGofGtheGrrbYGadaptorGproteinGuponGbindingGofGphosphotyrosineG
ligandGtoGitsGßsYGdomainUGBiochimicabEtbBiophysicabActabpbProteinsbandbProteomicsSG2004SGXbWWSG]ZTa[ 4 21

308 xolecularGinteractionsGofGglycopeptideGantibioticsGinvestigatedGbyGaffinityGcapillaryGelectrophoresisG
andGbioaffinityGelectrosprayGionizationTmassGspectrometryUGElectrophoresisSG2002SGYZSGcacTbd 3.6 21

307 nomprehensiveG–roteoformGnharacterizationGofG–lasmaGnomplementGnomponentGnc˛–˛†˛‡GbyGsybridG
xassGßpectrometryGlpproachesUGJournalbofbthebAmericanbSocietybforbMassbSpectrometrySG2018SGYdSGXWddTXXXW3.5 20

306 yovelGidentifiedGaluminumGhydroxideTinducedGpathwaysGproveGmonocyteGactivationGandG
proTinflammatoryGpreparednessUGJournalbofbProteomicsSG2018SGXb]SGX[[TX]] 3.9 20

305 yeutrophilGmyeloperoxidaseGharborsGdistinctGsiteTspecificGpeculiaritiesGinGitsGglycosylationUGJournalb
ofbBiologicalbChemistrySG2019SGYd[SGYWYZZTYWY[] 5.4 20

304 wowGpsTinducedGconformationalGchangeGandGdimerizationGofGsortilinGtriggersGendocytosedGligandG
releaseUGNaturebCommunicationsSG2017SGcSGXbWc 17.4 20

303 zxidationGofGrecombinantGhumanGinterleukinTYGbyGpotassiumGperoxodisulfateUGPharmaceuticalb
ResearchSG2001SGXcSGX[aXTb 4.5 20

302 sVoGfragmentGratioGinGwymanT˛–GphotolysisGofGnsYoYUGJournalbofbChemicalbPhysicsSG1996SGXW[SGZZddTZ[WY 3.9 20

301
äranslationalGenergyTresolvedGcollisionallyGactivatedGmethylGcationGtransferGfromGprotonatedG
methaneGtoGargonSGkryptonSGandGxenonGandGfromGprotonatedGfluoromethaneGtoGargonGandG
molecularGoxygenUGThebJournalbofbPhysicalbChemistrySG1992SGdaSGccbWTccba

20

300 rasTphaseGbimolecularGchemistryGofGisomericGcyclicGethylenehaloniumGandG˛–ThaloethylGcationsUG
OrganicbMassbSpectrometrySG1993SGYcSGYZ]TY[[ 20

299 wossGofGß–prGtnhibitoryG–hosphorylationGofGRyanodineGReceptorGäypeTYG–romotesGltrialGqibrillationUG
CirculationSG2020SGX[YSGXX]dTXXbY 16.7 20

298 nultivationGofG–odosporaGanserinaGonGsoybeanGhullsGresultsGinGanGefficientGenzymeGcocktailGforGplantG
biomassGhydrolysisUGNewbBiotechnologySG2017SGZbSGXaYTXbX 6.4 19

297 rameTtheoryTbasedGsearchGengineGtoGautomateGtheGmassGassignmentGinGcomplexGnativeG
electrosprayGmassGspectraUGAnalyticalbChemistrySG2013SGc]SGXXYb]TcZ 7.8 19

296 lrginineGOoiPmethylatedGsumanGweukocyteGlntigenGnlassGtG–eptidesGlreGqavorablyG–resentedGbyG
swlTmQWbUGJournalbofbProteomebResearchSG2017SGXaSGZ[T[[ 5.6 19

295 olΣwGregulatesGäetXGtranslationGinGmurineGembryonicGstemGcellsUGEMBObReportsSG2015SGXaSGbdXTcWY 6.5 19

294 oeconvolutionGofGoverlappingGisotopicGclustersGimprovesGquantificationGofGstableGisotopeTlabeledG
peptidesUGJournalbofbProteomicsSG2011SGb[SGYYW[Td 3.9 19

293 –roteinGsignaturesGassociatedGwithGtumorGcellGdisseminationGinGheadGandGneckGcancerUGJournalbofb
ProteomicsSG2011SGb[SG]]cTaa 3.9 19

292 tnterconversionGbetweenGactiveGandGinactiveGälälTbindingGproteinGtranscriptionGcomplexesGinGtheG
mouseGgenomeUGNucleicbAcidsbResearchSG2012SG[WSGX[[aT]d 20.1 19

AlbertsJsRsHeck
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291 lnalysisGofGnisinGlGandGsomeGofGitsGvariantsGusingGqourierGtransformGionGcyclotronGresonanceGmassG
spectrometryUGAnalyticalbBiochemistrySG1998SGY]]SGb[Tcd 3.1 19

290 üancomycinGinGvacuoUGInternationalbJournalbofbMassbSpectrometrySG2004SGYZaSGXXTYZ 1.9 19

289 äwoTcolorGresonantGfourTwaveGmixingGspectroscopyGofGammoniaUGChemicalbPhysicsSG1995SGYWXSGYZbTY[[ 2.3 19

288 lnGlnT]GcathepsinGmTlikeGproteaseGpurifiedGfromGsaemonchusGcontortusGexcretoryGsecretoryG
productsGshowsGprotectiveGantigenGpotentialGforGlambsUGVeterinarybResearchSG2009SG[WSG[X 3.8 19

287 nonnectingGcolorGwithGassemblyGinGtheGfluorescentGmTphycoerythrinGproteinGcomplexUGFEBSbJournalSG
2018SGYc]SGXbcTXcb 5.7 19

286 ßimilarGllbeitGyotGtheGßameeGtnToepthGlnalysisGofG–roteoformsGofGsumanGßerumSGmovineGßerumSGandG
RecombinantGsumanGqetuinUGJournalbofbProteomebResearchSG2018SGXbSGYcaXTYcad 5.6 19

285 ßtructuralGlnalysisGofGaGäemperatureTtnducedGäransitionGinGaGüiralGnapsidG–robedGbyGsoXTxßUG
BiophysicalbJournalSG2017SGXXYSGXX]bTXXa] 2.9 18

284 ReductiveGmethylationGlabelingSGfromGquantitativeGtoGstructuralGproteomicsUGTrACbpbTrendsbinb
AnalyticalbChemistrySG2019SGXXcSGbbXTbbc 14.6 18

283 –roteasomeTdependentGdegradationGofGtranscriptionGfactorGactivatingGenhancerTbindingGproteinG[G
Oäql–[PGcontrolsGmitoticGdivisionUGJournalbofbBiologicalbChemistrySG2014SGYcdSGbbZWTb 5.4 18

282 lssessmentGofGdifferencesGinGtheGconformationalGflexibilityGofGhepatitisGmGvirusGcoreTantigenGandG
eTantigenGbyGhydrogenGdeuteriumGexchangeTmassGspectrometryUGProteinbScienceSG2014SGYZSGcc[Tda 6.3 18

281 lGsystematicGevaluationGofGproteinGkinaseGlTlTkinaseGanchoringGproteinGinteractionGmotifsUG
BiochemistrySG2015SG][SGXXTYX 3.2 18

280 öß–XbTGandGßnq˛†ärn–TTregulatedGdegradationGofGopnXGcontrolsGtheGoylGdamageGresponseUG
MolecularbandbCellularbBiologySG2014SGZ[SG[XbbTc] 4.8 18

279 äargetedGanalysisGofGtyrosineGphosphorylationGbyGimmunoTaffinityGenrichmentGofGtyrosineG
phosphorylatedGpeptidesGpriorGtoGmassGspectrometricGanalysisUGMethodsSG2012SG]aSGYacTb[ 4.6 18

278 tmagingGmassGspectrometryTbasedGmolecularGhistologyGdifferentiatesGmicroscopicallyGidenticalGandG
heterogeneousGtumorsUGJournalbofbProteomebResearchSG2013SGXYSGXc[bT]] 5.6 18

277 äargetedGphosphotyrosineGprofilingGofGglycoproteinGütGsignalingGimplicatesGoligophreninTXGinG
plateletGfilopodiaGformationUGArteriosclerosisobThrombosisobandbVascularbBiologySG2013SGZZSGX]ZcT[Z 9.4 18

276  uantitativeGproteomicGidentificationGofGhostGfactorsGinvolvedGinGtheGßalmonellaGtyphimuriumG
infectionGcycleUGProteomicsSG2011SGXXSG[[bbTdX 4.8 18

275  uantifyingGcrossTtissueGdiversityGinGproteasomeGcomplexesGbyGmassGspectrometryUGMolecularb
BioSystemsSG2010SGaSGX[]WTZ 18

274
tnteractionsGofGalphaTGandGbetaTavoparcinGwithGbacterialGcellTwallGreceptorTmimickingGpeptidesG
studiedGbyGelectrosprayGionizationGmassGspectrometryUGJournalbofbAntimicrobialbChemotherapySG1999SG
[[SG]dZTd

5.1 18

(1999-1998)

29



273 sumanGxilkGfromG–reviouslyGnzütoTXdTtnfectedGxotherseGäheGpffectGofG–asteurizationGonGßpecificG
lntibodiesGandGyeutralizationGnapacityUGNutrientsSG2021SGXZSG 6.7 18

272 tdentificationGofGaGtumorTspecificGalloTswlTrestrictedG˛‡˛·änRUGBloodbAdvancesSG2019SGZSGYcbWTYccY 7.8 18

271 lrchitectureGofGtheGnomplexGqormedGbyGwargeGandGßmallGäerminaseGßubunitsGfromGmacteriophageG
–YYUGJournalbofbMolecularbBiologySG2015SG[YbSGZYc]TZYdd 6.5 17

270 lGwealthGofGgenotypeTspecificGproteoformsGfineTtunesGhemoglobinGscavengingGbyGhaptoglobinUG
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2020SGXXbSGX]]][TX]]a[11.5 17

269 tdentificationGofGdifferentiallyGexpressedGpeptidesGinGhighTthroughputGproteomicsGdataUGBriefingsbinb
BioinformaticsSG2018SGXdSGdbXTdcX 13.4 17

268 –hosphorylationGdependenceGandGstoichiometryGofGtheGcomplexGformedGbyGtyrosineGhydroxylaseG
andGX[TZTZ˛‡UGMolecularbandbCellularbProteomicsSG2014SGXZSGYWXbTZW 7.6 17

267 –hosphoproteomicsGstudyGbasedGonGinGvivoGinhibitionGrevealsGsitesGofGcalmodulinTdependentGproteinG
kinaseGttGregulationGinGtheGheartUGJournalbofbthebAmericanbHeartbAssociationSG2013SGYSGeWWWZXc 6 17

266 lccurateGmolecularGweightGanalysisGofGhistonesGusingGqqpGandGR–Ts–wnGonGmonolithicGcapillaryG
columnsUGJournalbofbSeparationbScienceSG2009SGZYSGYadXTc 3.4 17

265 äargetGprofilingGofGaGsmallGlibraryGofGphosphodiesteraseG]GO–op]PGinhibitorsGusingGchemicalG
proteomicsUGChemMedChemSG2010SG]SGXdYbTZa 3.7 17

264 äheGtimeGisGrighteGproteomeGbiologyGofGstemGcellsUGCellbStembCellSG2008SGYSGYX]Tb 18 17

263 ßelectiveGenrichmentGofGßerTVährTphosphorylatedGpeptidesGinGtheGpresenceGofGßerTVährTglycosylatedG
peptidesUGProteomicsSG2006SGaSGaZd[Td 4.8 17

262 lGcommonGoriginGforGtheGbacterialGtoxinTantitoxinGsystemsGparoGandGccdSGsuggestedGbyGanalysesGofG
toxinVtargetGandGtoxinVantitoxinGinteractionsUGPLoSbONESG2012SGbSGe[a[dd 3.7 17

261 lG–roteomicsGlpproachGtoGtdentifyGyewG–utativeGnardiacGtntercalatedGoiskG–roteinsUGPLoSbONESG
2016SGXXSGeWX]YYZX 3.7 17

260 ßingleTcellGderivedGtumorGorganoidsGdisplayGdiversityGinGswlGclassGtGpeptideGpresentationUGNatureb
CommunicationsSG2020SGXXSG]ZZc 17.4 17

259 tnhibitionGofGtheGintegratedGstressGresponseGbyGviralGproteinsGthatGblockGpTetqYTetqYmGassociationUG
NaturebMicrobiologySG2020SG]SGXZaXTXZbZ 26.6 17

258 lssociationGofGnellGldhesionGxoleculesGnontactinTaGandGwatrophilinTXGRegulatesGyeuronalG
lpoptosisUGFrontiersbinbMolecularbNeuroscienceSG2016SGdSGX[Z 6.1 17

257 xtnlwZGqlavoproteinGxonooxygenaseGqormsGaGnomplexGwithGnentralspindlinGandGRegulatesG
nytokinesisUGJournalbofbBiologicalbChemistrySG2016SGYdXSGYWaXbTYd 5.4 17

256 oirectGxonitoringGofG–roteinGzTrlcylcylationGbyGsighTResolutionGyativeGxassGßpectrometryUGACSb
ChemicalbBiologySG2017SGXYSGYWbcTYWc[ 4.9 16
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255 rainingGnonfidenceGinGtheGplusiveGsistidineG–hosphoproteomeUGAnalyticalbChemistrySG2019SGdXSG]][YT]][b7.8 16

254
oeepGproteomeGprofilingGofGcirculatingGgranulocytesGrevealsGbactericidalVpermeabilityTincreasingG
proteinGasGaGbiomarkerGforGsevereGatheroscleroticGcoronaryGstenosisUGJournalbofbProteomebResearchSG
2012SGXXSG]YZ]T[[

5.6 16

253 äacklingGtheGincreasingGcomplexityGofGtherapeuticGmonoclonalGantibodiesGwithGmassGspectrometryUG
TrACbpbTrendsbinbAnalyticalbChemistrySG2013SG[cSGbYTcW 14.6 16

252 oYpSGqX˛£RgGOvjGhGWGandGXPTXX˛£RgGOvGhGWT]PGäransitionGpnergiesGforGujGhGujGhGWTYaeGnomparisonGofG
pxperimentGandGäheoryUGJournalbofbMolecularbSpectroscopySG1995SGXbZSG[]YT[aY 1.3 16

251 –reTfractionationGpxtendsGbutGalsoGnreatesGaGmiasGinGtheGoetectableGswlGnlassG˛�GwigandomeUGJournalb
ofbProteomebResearchSG2019SGXcSGXaZ[TXa[Z 5.6 16

250 lGnewGperspectiveGonGfungalGmetaboliteseGidentificationGofGbioactiveGcompoundsGfromGfungiGusingG
zebrafishGembryogenesisGasGreadToutUGScientificbReportsSG2019SGdSGXb][a 4.9 16

249 oiscoveryGandG uantificationGofGyonhumanG–roteinsGinGsumanGxilkUGJournalbofbProteomebResearchSG
2019SGXcSGYY]TYZc 5.6 16

248 ßubstrateGoccupancyGatGtheGonsetGofGoligomericGtransitionsGofGoeg–UGStructureSG2014SGYYSGYcXTdW 5.2 15

247
zppositeGplectronTäransferGoissociationGandGsigherTpnergyGnollisionalGoissociationGqragmentationG
nharacteristicsGofG–roteolyticGvVROXPGandGOXPvVRG–eptidesG–rovideGmenefitsGforG–eptideGßequencingG
inG–roteomicsGandG–hosphoproteomicsUGJournalbofbProteomebResearchSG2017SGXaSGc]YTcaX

5.6 15

246 lnalyticalGutilityGofGmassGspectralGbinningGinGproteomicGexperimentsGbyGß–ectralGtmmoniumGtonG
oetectionGOß–ttoPUGMolecularbandbCellularbProteomicsSG2014SGXZSGXdX[TY[ 7.6 15

245 qullyGautomatedGisotopicGdimethylGlabelingGandGphosphopeptideGenrichmentGusingGaGmicrofluidicG
s–wnGphosphochipUGAnalyticalbandbBioanalyticalbChemistrySG2012SG[W[SGY]WbTXY 4.4 15

244 tmatinibTdependentGtyrosineGphosphorylationGprofilingGofGmcrTlblTpositiveGchronicGmyeloidG
leukemiaGcellsUGLeukemiaSG2013SGYbSGb[ZTa 10.7 15

243 nrystalGstructureGofGbovineGnoXbZGwithGendogenouslyGboundGligandsUGJournalbofbImmunologySG2010SG
Xc]SGZbaTca 5.3 15

242 xodeGofGactionGofGcrx–TdependentGproteinGkinaseTspecificGinhibitorsGprobedGbyGphotoaffinityG
crossTlinkingGmassGspectrometryUGJournalbofbBiologicalbChemistrySG2009SGYc[SGXaZ][TXaZac 5.4 15

241 ßtructureGofGtheGribosomeGassociatingGrä–aseGsflXUGProteins:bStructureobFunctionbandbBioinformaticsSG
2010SGbcSGbW]TXZ 4.2 15

240  uantitativeGmassGspectrometryGofGälälGbindingGproteinTcontainingGcomplexesGandGsubunitG
phosphorylationsGduringGtheGcellGcycleUGProteomebScienceSG2009SGbSG[a 2.6 15

239 zrthogonalGseparationGtechniquesGforGtheGcharacterizationGofGtheGyeastGnuclearGproteomeUGJournalb
ofbProteomebResearchSG2009SGcSGZ[]XTaZ 5.6 15

238 tnterTringGcommunicationGallowsGtheGrropwGchaperoninGcomplexGtoGdistinguishGbetweenGdifferentG
substratesUGProteinbScienceSG2007SGXaSGd]aTa] 6.3 15

(2007-2019)
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237 ähermalGactivationGofGtheGcoTchaperoninsGrropßGandGgpZXGprobedGbyGmassGspectrometryUGRapidb
CommunicationsbinbMassbSpectrometrySG2008SGYYSGZaZZT[X 2.2 15

236
mindingGofGaGdiphosphorylatedTtälxGpeptideGtoGspleenGtyrosineGkinaseGOßykPGinducesGdistalG
conformationalGchangeseGaGhydrogenGexchangeGmassGspectrometryGstudyUGJournalbofbthebAmericanb
SocietybforbMassbSpectrometrySG2005SGXaSGXWZdT]X

3.5 15

235 ßtructureGelucidationGofGaplidineGmetabolitesGformedGinGvitroGbyGhumanGliverGmicrosomesGusingG
tripleGquadrupoleGmassGspectrometryUGJournalbofbMassbSpectrometrySG2005SG[WSGcYXTZX 2.2 15

234
ßtaphylococcalGproteinGlGinhibitsGcomplementGactivationGbyGinterferingGwithGtgrGhexamerG
formationUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2021SG
XXcSG

11.5 15

233
xissingGregionsGwithinGtheGmolecularGarchitectureGofGhumanGfibrinGclotsGstructurallyGresolvedGbyG
XwTxßGandGintegrativeGstructuralGmodelingUGProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaSG2020SGXXbSGXdbaTXdcb

11.5 14

232 ßtructureGofGsmlvl–GandGitsGregulationGbyG–vlTmediatedGphosphorylationUGFEBSbJournalSG2016SGYcZSGYXZYT[c5.7 14

231 ReconcilingGproteomicsGwithGnextGgenerationGsequencingUGCurrentbOpinionbinbChemicalbBiologySG2016
SGZWSGX[TYW 9.7 14

230 nharacterizationGandGusageGofGtheGplßΙTsprayGtechnologyGasGpartGofGanGonlineGYoGßnXTR–GultraThighG
pressureGsystemUGAnalystobTheSG2014SGXZdSGa]YWTc 5 14

229 –roteomeGadaptationGofGßaccharomycesGcerevisiaeGtoGsevereGcalorieGrestrictionGinGRetentostatG
culturesUGJournalbofbProteomebResearchSG2014SGXZSGZ][YT]Z 5.6 14

228 pvaluatingGtheGpromiscuousGnatureGofGtyrosineGkinaseGinhibitorsGassessedGinGl[ZXGepidermoidG
carcinomaGcellsGbyGbothGchemicalTGandGphosphoproteomicsUGACSbChemicalbBiologySG2014SGdSGX[dWTc 4.9 14

227 –roteomicGanalysesGuncoverGaGnewGfunctionGandGmodeGofGactionGforGmouseGhomologGofGoiaphanousG
YGOmoiaYPUGMolecularbandbCellularbProteomicsSG2015SGX[SGXWa[Tbc 7.6 14

226
öseGofGstableGisotopeGdimethylGlabelingGcoupledGtoGselectedGreactionGmonitoringGtoGenhanceG
throughputGbyGmultiplexingGrelativeGquantitationGofGtargetedGproteinsUGAnalyticalbChemistrySG2012SG
c[SG[dddT]WWa

7.8 14

225 mifunktionalisierteGqettsˆ⁄urenGzurGüisualisierungGundGtdentifizierungGvonG
–roteinTwipidTtnteraktionenGinGlebendenGΣellenUGAngewandtebChemieSG2013SGXY]SG[XY]T[XZW 3.6 14

224 –recursorGofGetherGphospholipidsGisGsynthesizedGbyGaGflavoenzymeGthroughGcovalentGcatalysisUG
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2012SGXWdSGXcbdXTa 11.5 14

223 pssentialGenrichmentGstrategiesGinGphosphoproteomicsUGDrugbDiscoverybToday:bTechnologiesSG2006SGZSGZZXTb7.1 14

222
 uantitativeGanalysisGofGtheGnovelGanticancerGdrugGlmäT]XcSGaGmatrixGmetalloproteinaseGinhibitorSG
plusGtheGscreeningGofGsixGmetabolitesGinGhumanGplasmaGusingGhighTperformanceGliquidG
chromatographyGcoupledGwithGelectrosprayGtandemGmassGspectrometryUGJournalbofbMassb
SpectrometrySG2004SGZdSGYbbTcc

2.2 14

221
ßeparationGandGidentificationGofGenzymaticGsucroseGhydrolysisGproductsGbyGhighTperformanceG
anionTexchangeGchromatographyGwithGpulsedGamperometricGdetectionUGJournalbofbChromatographyb
ASG2001SGdYWSGYddTZWc

4.5 14

220 ßelectiveGfragmentationGofGsingleGisotopicGionsGofGproteinsGupGtoGXbGkoaGusingGdU[GäeslaGqourierG
transformGionGcyclotronGresonanceUGEuropeanbJournalbofbMassbSpectrometrySG1998SG[SGXcX 14
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219 menefitsGofGnollisionalGnrossGßectionGlssistedG–recursorGßelectionGOcapsT–lßpqPGforGnrossTlinkingG
xassGßpectrometryUGMolecularbandbCellularbProteomicsSG2020SGXdSGXabbTXacb 7.6 14

218 lGserumGproteomeGsignatureGtoGpredictGmortalityGinGsevereGnzütoTXdGpatientsUGLifebSciencebAllianceSG
2021SG[SG 5.8 14

217 xinimalGtnformationGlboutGanGtmmunoT–eptidomicsGpxperimentGOxtlt–pPUGProteomicsSG2018SGXcSGeXcWWXXW4.8 14

216 ßpatialGzrganizationGinG–roteinGvinaseGlGßignalingGpmergedGatGtheGmaseGofGlnimalGpvolutionUGJournalb
ofbProteomebResearchSG2015SGX[SGYdbaTcb 5.6 13

215
 uantitativeGwongitudinalGtnventoryGofGtheGTrlycoproteomeGofGsumanGxilkGfromGaGßingleGoonorG
RevealsGtheGsighlyGüariableGRepertoireGandGoynamicGßiteTßpecificGnhangesUGJournalbofbProteomeb
ResearchSG2020SGXdSGXd[XTXd]Y

5.6 13

214 ooxorubicinTinducedGoylGoamageGnausesGpxtensiveGöbiquitinationGofGRibosomalG–roteinsG
lssociatedGwithGaGoecreaseGinG–roteinGäranslationUGMolecularbandbCellularbProteomicsSG2018SGXbSGYYdbTYZWc7.6 13

213
qTactinGasymmetryGandGtheGendoplasmicGreticulumTassociatedGännTXGproteinGcontributeGtoG
stereotypicGspindleGmovementsGinGtheGnaenorhabditisGelegansGembryoUGMolecularbBiologybofbthebCellSG
2013SGY[SGYYWXTX]

3.5 13

212 –roteomeGbiologyGofGstemGcellsUGStembCellbResearchSG2007SGXSGbTc 1.6 13

211 äranscriptionalGactivationGbyGnprvXGisGregulatedGbyGproteinGstructuralGchangesGinducedGbyGeffectorG
bindingGandGredoxGstateUGJournalbofbBiologicalbChemistrySG2007SGYcYSGXXYcXTdW 5.4 13

210 ooesGdoubleGelectronGcaptureGleadGtoGtheGformationGofGbiradicalsjGlnGpnoTßzRtTntoGstudyGonG
lacticinG[cXUGJournalbofbthebAmericanbSocietybforbMassbSpectrometrySG2005SGXaSGX]d]TaWX 3.5 13

209 nharacterizationGofGglyoxalaseGtGOpUGcoliPTinhibitorGinteractionsGbyGelectrosprayGtimeTofTflightGmassG
spectrometryGandGenzymeGkineticGanalysisUGThebProteinbJournalSG2000SGXdSGZcdTdb 13

208 znGtheGstructureGandGunimolecularGchemistryGofGprotonatedGhalomethanesUGInternationalbJournalbofb
MassbSpectrometrybandbIonbProcessesSG1991SGXWdSGYWdTYY] 13

207 –hosphorylationGofGyot[pGfunctionsGparallelGtoGmöRYGtoGregulateGresistanceGtoGcellularGstressesGinG
ßaccharomycesGcerevisiaeUGPLoSbONESG2010SG]SGedca[ 3.7 13

206 äargetedGßnXGmasedG–eptideGqractionationGforGzptimalGßequencingGbyGnollisionGtnducedSGandG
plectronGäransferGoissociationUGJournalbofbProteomicsbandbBioinformaticsSG2008SGWXSGZbdTZcc 2.1 13

205 lGyewGäoolGtoGRevealGmacterialGßignalingGxechanismsGinGlntibioticGäreatmentGandGResistanceUG
MolecularbandbCellularbProteomicsSG2018SGXbSGY[daTY]Wb 7.6 13

204
RecombinantGpxpressionGofGtheGqullTlengthGpctodomainGofGwowGReceptorTrelatedG–roteinGXGOwR–XPG
önravelsGpsTdependentGnonformationalGnhangesGandGtheGßtoichiometryGofGmindingGwithG
ReceptorTassociatedG–roteinGORl–PUGJournalbofbBiologicalbChemistrySG2017SGYdYSGdXYTdY[

5.4 12

203 sighTähroughputGlssessmentGofGvinomeTwideGlctivationGßtatesUGCellbSystemsSG2019SGdSGZaaTZb[Ue] 10.6 12

202 äheGparlyGxetazoanGärichoplaxGadhaerensG–ossessesGaGqunctionalGzTrlcylcGßystemUGJournalbofb
BiologicalbChemistrySG2015SGYdWSGXXdadTcY 5.4 12

(2015-2020)
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201 ßpatialGdifferentiationGofGgeneGexpressionGinGlspergillusGnigerGcolonyGgrownGforGsugarGbeetGpulpG
utilizationUGScientificbReportsSG2015SG]SGXZ]dY 4.9 12

200 qluctuationsGinGhistoneGs[GisoformsGduringGcellularGreprogrammingGmonitoredGbyGmiddleTdownG
proteomicsUGProteomicsSG2015SGX]SGZYXdTZX 4.8 12

199 tdentificationGofGputativeGsubstratesGforGtheGperiplasmicGchaperoneGΙfgxGinGpscherichiaGcoliGusingG
quantitativeGproteomicsUGMolecularbandbCellularbProteomicsSG2015SGX[SGYXaTYa 7.6 12

198 oegradationGofGäiamXGbyGcaseinGkinaseGXGandGtheGßnq˛†ärn–GubiquitinGligaseGcontrolsGtheGdurationGofG
mäzRTßavGsignalingUGJournalbofbBiologicalbChemistrySG2014SGYcdSGYb[WWTd 5.4 12

197
önravellingGtheGyeosporaGcaninumGsecretomeGthroughGtheGsecretedGfractionGOpßlPGandG
quantificationGofGtheGdischargedGtachyzoiteGusingGhighTresolutionGmassGspectrometryTbasedG
proteomicsUGParasitesbandbVectorsSG2013SGaSGZZ]

4 12

196  uantitativeGproteomeGandGphosphoproteomeGanalysisGofGhumanGpluripotentGstemGcellsUGMethodsbinb
MolecularbBiologySG2011SGbabSGYdbTZXY 1.4 12

195 WormsGfromGvenusGandGmarseGproteomicsGprofilingGofGsexualGdifferencesGinGnaenorhabditisGelegansG
usingGinGvivoGX]yGisotopeGlabelingUGJournalbofbProteomebResearchSG2010SGdSGZ[XT]X 5.6 12

194 rainingGefficiencyGbyGparallelGquantificationGandGidentificationGofGiäRl TlabeledGpeptidesGusingGsnoG
andGdecisionGtreeGguidedGntoVpäoGonGanGwä GzrbitrapUGAnalystobTheSG2010SGXZ]SGYa[ZT]Y 5 12

193 lGmutagenicGanalysisGofGtheGRyaseGmechanismGofGtheGbacterialGvidGtoxinGbyGmassGspectrometryUG
FEBSbJournalSG2009SGYbaSG[dbZTca 5.7 12

192 oatabaseGindependentGproteomicsGanalysisGofGtheGostrichGandGhumanGproteomeUGProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaSG2012SGXWdSG[WbTXY 11.5 12

191 sumanGlymphoblastoidGproteomeGanalysisGrevealsGaGroleGforGtheGinhibitorGofGacetyltransferasesG
complexGinGoylGdoubleTstrandGbreakGresponseUGCancerbResearchSG2006SGaaSGX[bZTcW 10.1 12

190 lmyloidTbetaTstimulatedGplasminogenGactivationGbyGtissueTtypeGplasminogenGactivatorGresultsGinG
processingGofGneuroendocrineGfactorsUGNeuroscienceSG2005SGXZXSGcbbTca 3.9 12

189 oistinctGconformationalGstabilityGandGfunctionalGactivityGofGfourGhighlyGhomologousGendonucleaseG
colicinsUGProteinbScienceSG2004SGXZSGXZdXT[WX 6.3 12

188
äheGearlyGglycationGproductsGofGtheGxaillardGreactioneGmassGspectrometricGcharacterizationGofGnovelG
imidazolidinonesGderivedGfromGanGopioidGpentapeptideGandGglucoseUGRapidbCommunicationsbinbMassb
SpectrometrySG2001SGX]SGXWYYTd

2.2 12

187 qacilitatingGidentificationGofGminimalGproteinGbindingGdomainsGbyGcrossTlinkingGmassGspectrometryUG
ScientificbReportsSG2017SGbSGXZ[]Z 4.9 11

186
suntingtinTassociatedGproteinGXGOsl–XPGisGaGcrx–TdependentGkinaseGanchoringGproteinGOrvl–PG
specificGforGtheGcrx–TdependentGproteinGkinaseGt˛†GisoformUGJournalbofbBiologicalbChemistrySG2015SG
YdWSGbccbTda

5.4 11

185 llterationsGinGtheGcerebellarGO–hosphoPproteomeGofGaGcyclicGguanosineGmonophosphateG
Ocrx–PTdependentGproteinGkinaseGknockoutGmouseUGMolecularbandbCellularbProteomicsSG2014SGXZSGYWW[TXa7.6 11

184 nomparativeGphosphoproteomicGanalysisGofGcheckpointGrecoveryGidentifiesGnewGregulatorsGofGtheG
oylGdamageGresponseUGSciencebSignalingSG2013SGaSGrsd 8.8 11

AlbertsJsRsHeck

34



183 pvaluatingGexperimentalGbiasGandGcompletenessGinGcomparativeGphosphoproteomicsGanalysisUGPLoSb
ONESG2011SGaSGeYZYba 3.7 11

182 seterologousGexpressionGrevealsGdistinctGenzymaticGactivitiesGofGtwoGozäXGhistoneG
methyltransferasesGofGärypanosomaGbruceiUGJournalbofbCellbScienceSG2010SGXYZSG[WXdTYZ 5.3 11

181 –hosphatidylethanolamineTbindingGproteinsSGincludingGRvt–SGexhibitGaffinityGforG
phosphodiesteraseT]GinhibitorsUGChemBioChemSG2009SGXWSGYa][TaY 3.8 11

180 –robingGfactorsGaffectingGtheGgasGphaseGstabilitiesGofGnoncovalentGcomplexesGformedGbyGpeptidesG
boundGtoGtheGrrbYGßsYGdomainGproteinUGPhysicalbChemistrybChemicalbPhysicsSG2004SGaSGY]bY 3.6 11

179 öptakeGandGremodelingGofGexogenousGphosphatidylethanolamineGinGpUGcoliUGBiochimicabEtbBiophysicab
ActabpbMolecularbandbCellbBiologybofbLipidsSG2004SGXaZaSGYW]TXY 5 11

178 ßtabilityGofGthioäp–lGandGitsGmetabolitesSGäp–lSGmonochloroäp–lGandGthioäp–lTmercapturateSGinG
plasmaGandGurineUGInternationalbJournalbofbPharmaceuticsSG2000SGYWWSGXcbTd[ 6.5 11

177 –hotofragmentGtmagingGofGvrYGandGlrvrGvanGderGWaalsGxoleculesGfollowingGäwoT–hotonGpxcitationUG
ThebJournalbofbPhysicalbChemistrySG1995SGddSGXbbWWTXbbXW 11

176 tnsightsGintoG––lR˛‡G–hosphorylationGandGttsGtnhibitionGxechanismUGJournalbofbMedicinalbChemistrySG
2020SGaZSG[cXXT[cYZ 8.3 11

175 äheGatheromaGplaqueGsecretomeGstimulatesGtheGmobilizationGofGendothelialGprogenitorGcellsGexGvivoUG
JournalbofbMolecularbandbCellularbCardiologySG2017SGXW]SGXYTYZ 5.8 10

174 närqVüprqlTactivatedGqibroblastsG–romoteGäumorGxigrationGähroughGxicroTenvironmentalG
xodulationUGMolecularbandbCellularbProteomicsSG2018SGXbSGX]WYTX]X[ 7.6 10

173 xixGandGmatchGofGtheGtumorGmetastasisGsuppressorGymYZGproteinGisoformsGin´ vitroGandGin´ vivoUGFEBSb
JournalSG2018SGYc]SGYc]aTYcac 5.7 10

172 xoderneGbiomolekulareGxassenspektrometrieGundGihreGmedeutungGfˆ…rGdieGprforschungGderG
ßtrukturSGderGoynamikGundGdesGlufbausGvonGüirenUGAngewandtebChemieSG2011SGXYZSGcZdcTc[XZ 3.6 10

171
lssessingGbiologicalGvariationGandGproteinGprocessingGinGprimaryGhumanGleukocytesGbyGautomatedG
multiplexGstableGisotopeGlabelingGcoupledGtoGYGdimensionalGpeptideGseparationUGMolecularb
BioSystemsSG2009SG]SGddYTXWWZ

10

170 –roteomeGbiologyGofGstemGcellseGaGnewGjointGsö–zGandGtßßnRGinitiativeUGMolecularbandbCellularb
ProteomicsSG2008SGbSGYW[T] 7.6 10

169 –roteomt GblueSGaGpotentGpostTstainGforGtheGvisualizationGandGsubsequentGmassGspectrometryGbasedG
identificationGofGfluorescentGstainedGproteinsGonGYoTgelsUGJournalbofbProteomebResearchSG2006SG]SGYWZZTc 5.6 10

168 lnalysisGforGendogenousGandGrecombinantGporcineGsomatotropineGinGserumUGAnalyticabChimicabActaSG
2003SG[cZSGYWXTYWa 6.6 10

167 lGcommunityGproposalGtoGintegrateGproteomicsGactivitiesGinGpwtXtRUGFutttResearchSG2017SGaSG 3.6 10

166 xultisiteG–hosphorylationGofGyuxlTRelatedGwtyT]GnontrolsGxitoticGßpindleG–ositioningGinGnUG
elegansUGPLoSbGeneticsSG2016SGXYSGeXWWaYdX 6 10

(2016-2011)

35



165 äowardGanGefficientGworkflowGforGtheGanalysisGofGtheGhumanGmilkGpeptidomeUGAnalyticalbandb
BioanalyticalbChemistrySG2019SG[XXSGXZ]XTXZaZ 4.4 10

164 pffectsGofGlcetylationGandG–hosphorylationGonGßubunitGtnteractionsGinGähreeGwargeGpukaryoticG
nomplexesUGMolecularbandbCellularbProteomicsSG2018SGXbSGYZcbTY[WX 7.6 10

163 lG–roteinTmasedGpncapsulationGßystemGwithGnalciumTnontrolledGnargoGwoadingGandGoetachmentUG
AngewandtebChemiebpbInternationalbEditionSG2018SG]bSGXXZZ[TXXZZc 16.4 10

162 xixedTbedGionGexchangeGchromatographyGemployingGaGsaltTfreeGpsGgradientGforGimprovedG
sensitivityGandGcompatibilityGinGxud–täUGAnalyticalbChemistrySG2013SGc]SGaaWcTXa 7.8 9

161 äheGtoxinTantitoxinGproteinsGrelmpYßpnGofGßtreptococcusGpneumoniaeeGcharacterizationGandG
associationGtoGtheirGoylGtargetUGProteins:bStructureobFunctionbandbBioinformaticsSG2012SGcWSGXcZ[T[a 4.2 9

160 lGprotocolGonGtheGuseGofGtitaniumGdioxideGchromatographyGforGphosphoproteomicsUGMethodsbinb
MolecularbBiologySG2011SGb]ZSGYX]TYc 1.4 9

159 pxßGlccounteGährowingGlightGonGmoleculesGfallingGaparteGphotofragmentGimagingUGEuropeanbJournalb
ofbMassbSpectrometrySG1997SGZSGXbX 9

158 lo–GcompetesGwithGqloGbindingGinGputrescineGoxidaseUGJournalbofbBiologicalbChemistrySG2008SGYcZSGYcY]dTa[5.4 9

157 –ersonalizedG–rofilingGRevealsGoonorTGandGwactationTßpecificGärendsGinGtheGsumanGxilkG–roteomeG
andG–eptidomeUGJournalbofbNutritionSG2021SGX]XSGcYaTcZd 4.1 9

156 wossGofGnRx–YGzTrlcylcylationGleadsGtoGreducedGnovelGobjectGrecognitionGperformanceGinGmiceUG
OpenbBiologySG2019SGdSGXdWXdY 7 9

155 xildGlcidGplutionGandGxsnGtmmunoaffinityGnhromatographyGRevealGßimilarGllbeitGyotGtdenticalG
–rofilesGofGtheGswlGnlassGtGtmmunopeptidomeUGJournalbofbProteomebResearchSG2021SGYWSGYcdTZW[ 5.6 9

154 xassGßpectrometryTmasedGßtructuralGüirologyUGAnalyticalbChemistrySG2021SGdZSGaYWTa[W 7.8 9

153 lGnolorfulG–alletGofGmT–hycoerythrinG–roteoformsGpxposedGbyGaGxultimodalGxassGßpectrometryG
lpproachUGCheMSG2019SG]SGXZWYTXZXb 16.2 8

152 RearrangementGofGtheG–roteinG–hosphataseGXGtnteractomeGouringGseartGqailureG–rogressionUG
CirculationSG2018SGXZcSGX]adTX]cX 16.7 8

151 tnheritanceGofGtheGrolgiGlpparatusGandGnytokinesisGlreGnontrolledGbyGoegradationGofGrmqXUGCellb
ReportsSG2018SGYZSGZZcXTZZdXUe[ 10.6 8

150 –hosphoproteomeGdynamicsGinGonsetGandGmaintenanceGofGoncogeneTinducedGsenescenceUGMolecularb
andbCellularbProteomicsSG2014SGXZSGYWcdTXWW 7.6 8

149 ZTsydroxybenzoateGaTsydroxylaseGfromGRslXGnontainsGaG–hosphatidylinositolGnofactorUGFrontiersbinb
MicrobiologySG2017SGcSGXXXW 5.7 8

148  uantitativeGglobalGphosphoproteomicsGofGhumanGumbilicalGveinGendothelialGcellsGafterGactivationG
ofGtheGRapGsignalingGpathwayUGMolecularbBioSystemsSG2013SGdSGbZYT[d 8
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147 äheGeffectGofGoxytocinGandGanGoxytocinGantagonistGonGtheGhumanGmyometrialGproteomeUG
ReproductivebSciencesSG2010SGXbSG[WTa 3 8

146 nomparativeGproteomeGanalysisGtoGexploreGp]ZGpathwayGdisruptionGinGheadGandGneckG
carcinogenesisUGJournalbofbProteomicsSG2009SGbYSGcWZTX[ 3.9 8

145 wysyoeyovoeGanGalgorithmGenablingGdeGnovoGsequencingGofGwysTyGgeneratedGpeptidesGfragmentedG
byGelectronGtransferGdissociationUGProteomicsSG2010SGXWSGXXdaTYWX 4.8 8

144 tnvestigationGofGtheGligandGspectrumGofGhumanGsterolGcarrierGproteinGYGusingGaGdirectGmassG
spectrometryGassayUGArchivesbofbBiochemistrybandbBiophysicsSG2007SG[aXSG]WTc 4.1 8

143  uantitativeGproteomicsGbyGmetabolicGlabelingGwithGstableGisotopesUGDrugbDiscoverybToday:bTARGETS
SG2004SGZSGXXTX] 8

142 nhemicalGbehaviorGofGtheGgasTphaseGpentacoordinatedGcarboniumGionSGnYsRbUGInternationalbJournalb
ofbMassbSpectrometrybandbIonbProcessesSG1992SGXXbSGX[]TXad 8

141
qormationGofGisomericGethylenehaloniumGandG˛–ThaloethylGcationsGandGtheGroleGofGionâ��neutralG
complexesGinGtheGdecompositionGofGprotonatedG˛†ThaloethanolsUGOrganicbMassbSpectrometrySG1993SG
YcSGY[]TY]Z

8

140 xonitoringGlightVdarkGassociationGdynamicsGofGmultiTproteinGcomplexesGinGcyanobacteriaGusingGsizeG
exclusionGchromatographyTbasedGproteomicsUGJournalbofbProteomicsSG2016SGX[YSGZZT[[ 3.9 8

139 ßelectiveGcrossTlinkingGofGcoincidingGproteinGassembliesGbyGinTgelGcrossTlinkingGmassGspectrometryUG
EMBObJournalSG2021SG[WSGeXWaXb[ 13 8

138 rlycoproteoformG–rofilesGofGtndividualG–atientsNG–lasmaGllphaTXTlntichymotrypsinGareGöniqueGandG
pxtensivelyGRemodeledGqollowingGaGßepticGppisodeUGFrontiersbinbImmunologySG2020SGXXSGaWc[aa 8.4 8

137 äheGzrphanGtmmuneGReceptorGwtwRmZGxodulatesGqcGReceptorTxediatedGqunctionsGofGyeutrophilsUG
JournalbofbImmunologySG2020SGYW[SGd][Tdaa 5.3 7

136 äheGphysiologyGofGlgaricusGbisporusGinGsemiTcommercialGcompostGcultivationGappearsGtoGbeGhighlyG
conservedGamongGunrelatedGisolatesUGFungalbGeneticsbandbBiologySG2018SGXXYSGXYTYW 3.9 7

135 nombiningGoeepGßequencingSG–roteomicsSG–hosphoproteomicsSGandGqunctionalGßcreensGäoGoiscoverG
yovelGRegulatorsGofGßphingolipidGsomeostasisUGJournalbofbProteomebResearchSG2017SGXaSG]bXT]cY 5.6 7

134 –hosphoproteomicsGRevealsGRegulatoryGäGnellTxediatedGopqaGoephosphorylationGähatGlffectsG
nytokineGpxpressionGinGsumanGnonventionalGäGnellsUGFrontiersbinbImmunologySG2017SGcSGXXaZ 8.4 7

133 –hosphoproteomicsTmediatedGidentificationGofGqerGkinaseGasGaGtargetGofGmutantGßhpYGinGyoonanG
andGwpz–lRoGsyndromeUGPLoSbONESG2014SGdSGeXWaacY 3.7 7

132 XaGkoaGheatGshockGproteinGfromGheatTinactivatedGxycobacteriumGtuberculosisGisGaGhomodimerGTG
suitabilityGforGdiagnosticGapplicationsGwithGspecificGllamaGüssGmonoclonalsUGPLoSbONESG2013SGcSGea[W[W 3.7 7

131 sighTresolutionGphotoelectronGimagesGandGoRphotofragmentGimagesGfollowingG]ZYTnmGphotolysisG
ofGoGYG1998SG 7

130 rasGphaseGbimolecularGchemistryGofGisomericGnZsGamrGORPGcationsUGJournalbofbthebAmericanbSocietybforb
MassbSpectrometrySG1995SGaSGXXTc 3.5 7

(1995-2010)

37



129 nofactorGbindingGprotectsGflavodoxinGagainstGoxidativeGstressUGPLoSbONESG2012SGbSGe[XZaZ 3.7 7

128 ßelectivityGoverGcoverageGinGsequencingGofGtgrsUGChemicalbScienceSG2020SGXXSGXXccaTXXcda 9.4 7

127 oynamicGremodellingGofGtheGhumanGhostGcellGproteomeGandGphosphoproteomeGuponGenterovirusG
infectionUGNaturebCommunicationsSG2020SGXXSG[ZZY 17.4 7

126 –aouleGlG–ythonGwibraryGforGsighTähroughputGO–hosphoPproteomicsGoataGlnalysisUGJournalbofb
ProteomebResearchSG2019SGXcSG]baT]c[ 5.6 7

125 nompleteGandGcooperativeGinGvitroGassemblyGofGcomputationallyGdesignedGselfTassemblingGproteinG
nanomaterialsUGNaturebCommunicationsSG2021SGXYSGccZ 17.4 7

124 lGßystemTwideGlpproachGtoGxonitorGResponsesGtoGßynergisticGmRlqGandGprqRGtnhibitionGinG
nolorectalGnancerGnellsUGMolecularbandbCellularbProteomicsSG2018SGXbSGXcdYTXdWc 7.6 7

123 nhartingGtheGinteractomeGofG–opZlGinGhumanGcellsGusingGanGtmxXGbasedGchemicalGproteomicsG
approachUGMolecularbBioSystemsSG2015SGXXSGYbcaTdb 6

122 ßiteTspecificGfunctionalityGandGtryptophanGmimicryGofGlipidationGinGtetraspaninGnodUGFEBSbJournalSG
2020SGYcbSG]ZYZT]Z[[ 5.7 6

121 öbiquitylationGofGtheGpRTßhapingG–roteinGwunaparkGviaGtheGnRwZGöbiquitinGwigaseGnomplexUGCellb
ReportsSG2020SGZXSGXWbaa[ 10.6 6

120 nonformationalGlandscapeGandGpathwayGofGdisulfideGbondGreductionGofGhumanGalphaGdefensinUG
ProteinbScienceSG2015SGY[SGXYa[TbX 6.3 6

119 öntersuchungGvonGXcGxoaGgroˆ�enGüiruspartikelnGmitGnativerGxassenspektrometrieUGAngewandteb
ChemieSG2013SGXY]SG[XXYT[XX] 3.6 6

118 äheGhingeGregionGoperatesGasGaGstabilityGswitchGinGcrx–TdependentGproteinGkinaseGtGalphaUGFEBSb
JournalSG2007SGYb[SGYYb[Tca 5.7 6

117 wigandTinducedGchangesGinGtheGconformationalGdynamicsGofGaGbacterialGcytotoxicGendonucleaseUG
BiochemistrySG2004SG[ZSG[Z[bT]] 3.2 6

116 tnteractionsGbetweenGüancomycinGandGnellTWallG–recursorGlnalogsGßtudiedGbyGplectrosprayGxassG
ßpectrometryUUGJournalbofbthebMassbSpectrometrybSocietybofbJapanSG1998SG[aSGadTbZ 0.2 6

115 xalignantGtissuesGproduceGdivergentGantibodyGglycosylationGofGrelevanceGforGcancerGgeneGtherapyG
effectivenessUGMAbsSG2020SGXYSGXbdYWc[ 6.6 6

114 ReleasingGyonperipheralGßubunitsGfromG–roteinGnomplexesGinGtheGrasG–haseUGAnalyticalbChemistrySG
2020SGdYSGX]bddTX]cW] 7.8 6

113 üaccineGantigensGmodulateGtheGinnateGresponseGofGmonocytesGtoGllOzsPZUGPLoSbONESG2018SGXZSGeWXdbcc]3.7 6

112 qunctionalGdiversificationGofGhybridomaTproducedGantibodiesGbyGnRtß–RVsoRGgenomicGengineeringUG
SciencebAdvancesSG2019SG]SGeaawXcYY 14.3 5
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111 RapidGanalysesGofGproteomesGandGinteractomesGusingGanGintegratedGsolidTphaseGextractionTliquidG
chromatographyTxßVxßGsystemUGJournalbofbProteomebResearchSG2015SGX[SGdbbTc] 5.6 5

110 pnhancingGtheGtdentificationGofG–hosphopeptidesGfromG–utativeGmasophilicGvinaseGßubstratesGösingG
äiGOtüPGmasedGtxlnGpnrichmentUGMolecularbandbCellularbProteomicsSG2013SGXYSGYabZ 7.6 5

109 rasTphaseGreactionGdynamicsGstudiedGbyGionGimagingG1998SGZZSG[X]T[Yc 5

108
tnvestigatingGtheGdynamicGnatureGofGtheGinteractionsGbetweenGnuclearGproteinsGandGhistonesGuponG
oylGdamageGusingGanGimmobilizedGpeptideGchemicalGproteomicsGapproachUGJournalbofbProteomeb
ResearchSG2006SG]SGYZcWTc

5.6 5

107
 uantitativeGdeterminationGofGtheGnovelGanticancerGdrugGpbWbWGOindisulamPGandGitsGmetaboliteG
OXS[TbenzenedisulphonamidePGinGhumanGplasmaSGurineGandGfaecesGbyGhighTperformanceGliquidG
chromatographyGcoupledGwithGelectrosprayGionizationGtandemGmassGspectrometryUGRapidb
CommunicationsbinbMassbSpectrometrySG2004SGXcSGYcZdT[c

2.2 5

106
tnTcellGstructuresGofGconservedGsupramolecularGproteinGarraysGatGtheGmitochondriaTcytoskeletonG
interfaceGinGmammalianGspermUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesb
ofbAmericaSG2021SGXXcSG

11.5 5

105
äargetedGwnTpßtTxßGcharacterizationGofGhumanGmilkGoligosaccharideGdiversityGatGaGtoGXa´ weeksG
postTpartumGrevealsGclearGstagingGeffectsGandGdistinctiveGmilkGgroupsUGAnalyticalbandbBioanalyticalb
ChemistrySG2020SG[XYSGaccbTadWb

4.4 5

104
oiscrepanciesGbetweenGsighTResolutionGyativeGandGrlycopeptideTnentricGxassGßpectrometricG
lpproacheseGlGnaseGßtudyGintoGtheGrlycosylationGofGprythropoietinGüariantsUGJournalbofbthebAmericanb
SocietybforbMassbSpectrometrySG2021SGZYSGYWddTYXW[

3.5 5

103 sumanGplasmaGtgrXGrepertoiresGareGsimpleSGuniqueSGandGdynamicUGCellbSystemsSG2021SG 10.6 5

102
xolecularGcharacterizationGofGaGcomplexGofGapoptosisTinducingGfactorGXGwithGcytochromeGcGoxidaseG
ofGtheGmitochondrialGrespiratoryGchainUGProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaSG2021SGXXcSG

11.5 5

101 tonGtmagingGofGyativeG–roteinGnomplexesGösingGzrthogonalGäimeTofTqlightGxassGßpectrometryGandG
aGäimepixGoetectorUGJournalbofbthebAmericanbSocietybforbMassbSpectrometrySG2021SGZYSG]adT]cW 3.5 5

100 oietTinducedGneuropeptideGexpressioneGfeasibilityGofGquantifyingGextendedGandGhighlyGchargedG
endogenousGpeptideGsequencesGbyGselectedGreactionGmonitoringUGAnalyticalbChemistrySG2015SGcbSGddaaTbZ7.8 4

99 qishingGforGnewlyGsynthesizedGproteinsGwithGphosphonateThandlesUGNaturebCommunicationsSG2020SG
XXSGZY[[ 17.4 4

98 –roteomicsGrevealsGreducedGexpressionGofGtransketolaseGinGpyrimidineG]NTnucleotidaseGdeficientG
patientsUGProteomicsbpbClinicalbApplicationsSG2016SGXWSGc]dTad 3.1 4

97 qlexibilityGinGcrosstalkGbetweenGsYmGubiquitinationGandGsZGmethylationGinGvivoUGEMBObReportsSG2014SG
X]SGXYYWTXYYX 6.5 4

96 nonformationalGisomersGofGcalcineurinGfollowGdistinctGdissociationGpathwaysUGJournalbofbtheb
AmericanbSocietybforbMassbSpectrometrySG2012SGYZSGX]Z[T[Z 3.5 4

95 pxploringGnewGproteomeGspaceeGcombiningGwysTyGproteolyticGdigestionGandGstrongGcationGexchangeG
OßnXPGseparationGinGpeptideTcentricGxßTdrivenGproteomicsUGMethodsbinbMolecularbBiologySG2011SGb]ZSGX]bTab1.4 4

94 ßtructuralGanalysisGofGhighGaffinityGdivalentGphosphopeptideGhybridsGofGspleenGtyrosineGkinaseUG
InternationalbJournalbofbMassbSpectrometrySG2003SGYYcSGcbdTcdW 1.9 4

(2003-2015)

39



93 ßynthesisGandGelectrosprayGmassGspectrometricGstudiesGonGaGchiralSGnonTracemicSGphosphoramideG
receptorGmoleculeUGTetrahedron:bAsymmetrySG1999SGXWSGZYabTZYbX 4

92 plectronTcaptureTinducedGdecompositionGofGtheGsupposedGethaneGdicationUGChemicalbPhysicsbLettersSG
1991SGXbcSGYc]TYcc 2.5 4

91 –robingGtheGspecificityGofGproteinTproteinGinteractionsGbyGquantitativeGchemicalGproteomicsUG
MethodsbinbMolecularbBiologySG2012SGcWZSGXabTcX 1.4 4

90 nrossTlinkingVxassGßpectrometryeGlGnommunityTWideSGnomparativeGßtudyGäowardsGpstablishingG
mestG–racticeGruidelines 4

89 äargetingGprolineGinGOphosphoPproteomicsUGFEBSbJournalSG2020SGYcbSGYdbdTYddb 5.7 4

88 pnhancingGäopToownGlnalysisGösingGnhromophoreTlssistedGtnfraredGxultiphotonGoissociationGfromG
O–hosphoPpeptidesGtoG–roteinGlssembliesUGAnalyticalbChemistrySG2020SGdYSGX]]WaTX]]Xa 7.8 4

87 lctivationGofGsumanGxonocytesGbyGnolloidalGlluminumGßaltsUGJournalbofbPharmaceuticalbSciencesSG
2020SGXWdSGb]WTbaW 3.9 4

86
reneratingGtnformativeGßequenceGäagsGfromGlntigenTmindingGRegionsGofGseavilyGrlycosylatedGtglXG
lntibodiesGbyGyativeGäopToownGplectronGnaptureGoissociationUGJournalbofbthebAmericanbSocietybforb
MassbSpectrometrySG2021SGZYSGXZYaTXZZ]

3.5 4

85 pxtracellularGcrosslinkingGmassGspectrometryGrevealsGswlGclassGtGTGswlGclassGttGinteractionsGonGtheG
cellGsurfaceUGMolecularbImmunologySG2021SGXZaSGXaTY] 4.3 4

84 RecentGadvancementsGinGmassGspectrometryTbasedGtoolsGtoGinvestigateGnewlyGsynthesizedGproteinsUG
CurrentbOpinionbinbChemicalbBiologySG2021SG 9.7 4

83 oeGnovoGsequencingGofGtwoGnovelGpeptidesGhomologousGtoGcalcitoninTlikeGpeptidesSGfromGskinG
secretionGofGtheGnhineseGqrogSGzdorranaGschmackeriUGEuPAbOpenbProteomicsSG2015SGcSGX]bTXaa 0.1 3

82 –roteomicGdatasetGofGtheGseaGurchinG–aracentrotusGlividusGadhesiveGorgansGandGsecretedGadhesiveUG
DatabinbBriefSG2016SGbSGX[dbT]W] 1.2 3

81 qunctionalGtmpactGofGtheGyTterminalGlrmGofG–rolineGoehydrogenaseGfromGähermusGthermophilusUG
MoleculesSG2018SGYZSG 4.8 3

80 oistinctGßtabilitiesGofGtheGßtructurallyGsomologousGseptamericGnoTnhaperoninsGrropßGandGgpZXUG
JournalbofbthebAmericanbSocietybforbMassbSpectrometrySG2019SGZWSGbTX] 3.5 3

79 –hosphateGäransferGinGlctivatedG–roteinGnomplexesGRevealsGtnteractionGßitesUGAngewandtebChemiebpb
InternationalbEditionSG2017SG]aSGXZa[XTXZa[[ 16.4 3

78 nharacterizationGofGelectronGtransferGdissociationGinGtheGzrbitrapGüelosGsnoGcellUGJournalbofbtheb
AmericanbSocietybforbMassbSpectrometrySG2013SGY[SGXaaZTbW 3.5 3

77
norrectionGforGWiedenheftGetGalUSGRylTguidedGcomplexGfromGaGbacterialGimmuneGsystemGenhancesG
targetGrecognitionGthroughGseedGsequenceGinteractionsUGProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaSG2011SGXWcSGX]WXWTX]WXW

11.5 3

76
wowTGandGhighTenergyGcollisionTinducedGdissociationGofGpyridinolineGandGdeoxypyridinolineGionsG
usingGqourierGtransformGionGcyclotronGresonanceGelectrosprayGandGliquidGsecondaryTionGmagneticG
sectorGmassGspectrometryUGInternationalbJournalbofbMassbSpectrometrybandbIonbProcessesSG1997SGXaWSGZbbTZca

3
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75 tnsideGnovereGßtabilityGandGßhapeGofGsepatitisGmGüirusGnapsidsGtnGüacuoGOlngewUGnhemUGtntUGpdUG
ZZVYWWcPUGAngewandtebChemiebpbInternationalbEditionSG2008SG[bSGaWdWTaWdW 16.4 3

74 nopperGandGironGinteractionsGwithGangiotensinTconvertingGenzymeGinhibitorsUGlGstudyGbyGfastTatomG
bombardmentGtandemGmassGspectrometryUGRapidbCommunicationsbinbMassbSpectrometrySG1999SGXZSGXWdcTXXWZ2.2 3

73 qastingGimprovesGtherapeuticGresponseGinGhepatocellularGcarcinomaGthroughGp]ZTdependentG
metabolicGsynergismUUGSciencebAdvancesSG2022SGcSGeabhYaZ] 14.3 3

72 wabelTfreeGvisualGproteomicseGnouplingGxßTGandGpxTbasedGapproachesGinGstructuralGbiologyUUG
MolecularbCellSG2022SGcYSGYc]TZWZ 17.6 3

71 sumanG–lasmaGtgrXGRepertoiresGareGßimpleSGöniqueSGandGoynamicUGSSRNbElectronicbJournalS 1 3

70 ßeparationGofG–vlGandG–vrGsignalingGnodesGbyGchemicalGproteomicsUGMethodsbinbMolecularbBiologySG
2015SGXYd[SGXdXTYWX 1.4 3

69
xonitoringGsumanGxilkG˛†TnaseinG–hosphorylationGandGTrlycosylationGzverGwactationGRevealsG
oistinctGoifferencesGbetweenGtheG–roteomeGandGpndogenousG–eptidomeUGInternationalbJournalbofb
MolecularbSciencesSG2021SGYYSG

6.3 3
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