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77 γccurrenceIandIdistributionIofIStaphylococcusIaureusIlineagesIamongIzooIanimalsWIVeterinaryh
MicrobiologyUI2012UIZdgUIaagVbZ 3.3 17
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andIenvironmentalIsitesIatIequineIfacilitiesWIVeterinaryhMicrobiologyUI2009UIZbfUIbhfVcYZ 3.3 39
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40
PrevalenceIofIquinoloneIresistanceImechanismsIandIassociationsItoIminimumIinhibitoryI
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15 vlycopeptideIresistanceIvanpIoperonsIinIPaenibacillusIstrainsIisolatedIfromIsoilWIAntimicrobialh
AgentshandhChemotherapyUI2005UIchUIcaafVbb 5.9 42
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