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k Paper IF Citations

46 nMOWChIPgsequOlowginputOgenomegwideOmappingOofOnonghistoneOtargetshhONARnGenomicsnandn
BioinformaticsfO2022fOofOlqacjnj 3.7 0

45 EGRmOisOelevatedOandOpositivelyOregulatesOinflammatoryOIFN˛‡OproductionOinOlupusOCDoOTOcellshOBMCn
ImmunologyfO2020fOmlfOol 3.7 0

44 EpigeneticOregulationOofOneuronalOcellOspecificationOinferredOwithOsingleOcellOROmicsROdatahO
ComputationalnandnStructuralnBiotechnologynJournalfO2020fOlsfOtomgtpm 6.8 3

43 AdvancesOinOmethodsOandOsoftwareOforORNAOcytosineOmethylationOanalysishOGenomicsfO2020fOllmfOlsojglsoq4.3 3

42 EGRlOrecruitsOTETlOtoOshapeOtheObrainOmethylomeOduringOdevelopmentOandOuponOneuronalOactivityhO
NaturenCommunicationsfO2019fOljfOnstm 17.4 47

41 DivergentOagegdependentOperipheralOimmuneOtranscriptomicOprofileOfollowingOtraumaticObrainO
injuryhOScientificnReportsfO2019fOtfOspqo 4.9 10

40 RecursiveOMotifOAnalysesOIdentifyOBrainOEpigeneticOTranscriptionORegulatoryOModuleshO
ComputationalnandnStructuralnBiotechnologynJournalfO2019fOlrfOpjrgplp 6.8 7

39 RetinalginputginducedOepigeneticOdynamicsOinOtheOdevelopingOmouseOdorsalOlateralOgeniculateO
nucleushOEpigeneticsnandnChromatinfO2019fOlmfOln 5.8 4

38 VirtualOmethylomeOdissectionOfacilitatedObyOsinglegcellOanalyseshOEpigeneticsnandnChromatinfO2019fO
lmfOqq 5.8 1

37 IdentifyingOTranscriptionalORegulatoryOModulesOAmongODifferentOChromatinOStatesOinOMouseONeuralO
StemOCellshOFrontiersninnGeneticsfO2018fOtfOrnl 4.5 3

36 CellgtypegspecificObrainOmethylomesOprofiledOviaOultralowginputOmicrofluidicshONaturenBiomedicaln
EngineeringfO2018fOmfOlsnglto 19 18

35 IntegrativeOsinglegcellOomicsOanalysesOrevealOepigeneticOheterogeneityOinOmouseOembryonicOstemO
cellshOPLoSnComputationalnBiologyfO2018fOlofOeljjqjno 5 12

34 MammalianOBrainODevelopmentOisOAccompaniedObyOaODramaticOIncreaseOinOBipolarODNAOMethylationhO
ScientificnReportsfO2016fOqfOnmmts 4.9 9

33 ImpairmentOofODNAOMethylationOMaintenanceOIsOtheOMainOCauseOofOGlobalODemethylationOinONaiveO
EmbryonicOStemOCellshOMolecularnCellfO2016fOqmfOsosgsql 17.6 129

32 AOBayesianOAssignmentOMethodOforOAmbiguousOBisulfiteOShortOReadshOPLoSnONEfO2016fOllfOejlplsmq 3.7 2

31 EndothelialgSpecificOEphAoONegativelyORegulatesONativeOPialOCollateralOFormationOandORegPerfusionO
followingOHindlimbOIschemiahOPLoSnONEfO2016fOllfOejlpttnj 3.7 12

30 ActivationOofOEndogenousORetrovirusesOinODnmtlbgigcOESCsOInvolvesODisruptionOofOSETDBlgMediatedO
RepressionObyONPtpOBindingOtoOHemimethylatedODNAhOCellnStemnCellfO2016fOltfOslgto 18 53
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29 NonparametricOBayesianOclusteringOtoOdetectObipolarOmethylatedOgenomicOlocihOBMCnBioinformaticsfO
2015fOlqfOll 3.6 9

28 CharacterizationOandOmachineOlearningOpredictionOofOallelegspecificODNAOmethylationhOGenomicsfO
2015fOljqfOnnlgt 4.3 9

27 InvestigatingObisulfiteOshortgreadOmappingOfailureOwithOhairpinObisulfiteOsequencingOdatahOBMCn
GenomicsfO2015fOlqOSupplOllfOSm 4.5 5

26 HBSgToolsOforOHairpinOBisulfiteOSequencingODataOProcessingOandOAnalysishOAdvancesninnBioinformatics
fO2015fOmjlpfOrqjomn 5.5 7

25 ImprovingObisulfiteOshortgreadOmappingOefficiencyOwithOhairpingbisulfiteOdataO2014fO 1

24 HumanOrhinovirusOinfectionOcausesOdifferentODNAOmethylationOchangesOinOnasalOepithelialOcellsOfromO
healthyOandOasthmaticOsubjectshOBMCnMedicalnGenomicsfO2014fOrfOnr 3.7 30

23 TheOdynamicsOofODNAOmethylationOfidelityOduringOmouseOembryonicOstemOcellOselfgrenewalOandO
differentiationhOGenomenResearchfO2014fOmofOlmtqgnjr 9.7 54

22 ObjectiveOandOcomprehensiveOevaluationOofObisulfiteOshortOreadOmappingOtoolshOAdvancesninn
BioinformaticsfO2014fOmjlofOormjop 5.5 31

21 DecipheringOtheOheterogeneityOinODNAOmethylationOpatternsOduringOstemOcellOdifferentiationOandO
reprogramminghOBMCnGenomicsfO2014fOlpfOtrs 4.5 13

20 DynamicOAluOmethylationOduringOnormalOdevelopmentfOagingfOandOtumorigenesishOBioMednResearchn
InternationalfO2014fOmjlofOrsorjq 3 48

19 DMEASuODNAOmethylationOentropyOanalysisOsoftwarehOBioinformaticsfO2013fOmtfOmjoogp 7.2 16

18
MethylationOalterationsOofOWTlOandOhomeoboxOgenesOinOinflamedOmuscleObiopsyOsamplesOfromO
patientsOwithOuntreatedOjuvenileOdermatomyositisOsuggestOselfgrenewalOcapacityhOArthritisnandn
RheumatismfO2012fOqofOnorsgsp

22

17 DNAOmethylationOalterationsOinOresponseOtoOpesticideOexposureOinOvitrohOEnvironmentalnandn
MolecularnMutagenesisfO2012fOpnfOpomgt 3.2 60

16 GenomegwideOstudyOofODNAOmethylationOalterationsOinOresponseOtoOdiazinonOexposureOinOvitrohO
EnvironmentalnToxicologynandnPharmacologyfO2012fOnofOtptgqs 5.8 44

15 IndividualOvariationOandOlongitudinalOpatternOofOgenomegwideODNAOmethylationOfromObirthOtoOtheO
firstOtwoOyearsOofOlifehOEpigeneticsfO2012fOrfOptogqjp 5.7 69

14 HistoneOdeacetylaseOlOdeficiencyOimpairsOdifferentiationOandOelectrophysiologicalOpropertiesOofO
cardiomyocytesOderivedOfromOinducedOpluripotentOcellshOStemnCellsfO2012fOnjfOmolmgmm 5.8 15

13 BTECHuOaOplatformOtoOintegrateOgenomicfOtranscriptomicOandOepigenomicOalterationsOinObrainO
tumorshONeuroinformaticsfO2011fOtfOptgqr 3.2 5

12 GeneticOandOepigeneticOvariationsOcontributedObyOAluOretrotranspositionhOBMCnGenomicsfO2011fOlmfOqlr 4.5 14
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11 GenomegwideOquantitativeOassessmentOofOvariationOinODNAOmethylationOpatternshONucleicnAcidsn
ResearchfO2011fOntfOojttgljs 20.1 64

10 EpigenomicOanalysisOofOAluOrepeatsOinOhumanOependymomashOProceedingsnofnthenNationalnAcademyn
ofnSciencesnofnthenUnitednStatesnofnAmericafO2010fOljrfOqtpmgr 11.5 51

9 MicroenvironmentOaltersOepigeneticOandOgeneOexpressionOprofilesOinOSwarmOratOchondrosarcomaO
tumorshOBMCnCancerfO2010fOljfOorl 4.8 29

8 AOPrimerODesignOAlgorithmOforOGlobalOAnalysisOofOCpGOMethylationO2009fO 1

7 SNPgbasedOpredictionOofOtheOhumanOgermOcellOmethylationOlandscapehOGenomicsfO2009fOtnfOonogoj 4.3 14

6 HighgthroughputOsequencegbasedOepigenomicOanalysisOofOAluOrepeatsOinOhumanOcerebellumhONucleicn
AcidsnResearchfO2009fOnrfOonnlgoj 20.1 75

5 GlobalOdemethylationOofOratOchondrosarcomaOcellsOafterOtreatmentOwithOpgazagmagdeoxycytidineO
resultsOinOincreasedOtumorigenicityhOPLoSnONEfO2009fOofOesnoj 3.7 44

4 MonosomyOofOchromosomeOljOassociatedOwithOdysregulationOofOepidermalOgrowthOfactorOsignalingO
inOglioblastomashOJAMAn-nJournalnofnthenAmericannMedicalnAssociationfO2009fOnjmfOmrqgst 27.4 45

3 RecentOpatentsOonOtheOidentificationOandOclinicalOapplicationOofOmicroRNAsOandOtargetOgeneshORecentn
PatentsnonnDNAntnGenenSequencesfO2007fOlfOllqgmo 3

2 RobustOsemiparametricOmicroarrayOnormalizationOandOsignificanceOanalysishOBiometricsfO2006fOqmfOpppgql 1.8 5

1 AOrobustOtwogwayOsemiglinearOmodelOforOnormalizationOofOcDNAOmicroarrayOdatahOBMCnBioinformatics
fO2005fOqfOlo 3.6 11
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