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1308 oeterminingGproteinGpolarizationGproteomeTwideGusingGphysicalGdissectionGofGindividualG™tentorG
coeruleusGcellsUUGCurrentVBiologySG2022SG 6.3 1

1307 nombinedGcarbonGandGhealthGtaxesGoutperformGsingleTpurposeGinformationGorGfiscalGmeasuresGinG
designingGsustainableGfoodGpoliciesUGNatureVFoodSG2022SGZSGZZXTZ[W 14.4 0

1306 xeasurementGandG heoryGofGrasT†haseGtonGxobilityG™hiftsG—esultingGfromGtsotopomerGxassG
oistributionGnhangesUGAnalyticalVChemistrySG2021SGdZSGX[daaTX[db] 7.8 2

1305 pscapingGtheG—edG–ueeneGsealthGasGaGcorporateGfoodGmarketingGstrategyUGSSMVmVPopulationVHealthSG
2021SGXaSGXWWd]Z 3.8

1304 sighTthroughputGandGhighTefficiencyGsampleGpreparationGforGsingleTcellGproteomicsGusingGaGnestedG
nanowellGchipUGNatureVCommunicationsSG2021SGXYSGaY[a 17.4 8

1303 xassGspectrometryTbasedGtargetedGproteomicsGforGanalysisGofGproteinGmutationsUGMassV
SpectrometryVReviewsSG2021SGeYXb[X 11 1

1302 saveGsocioTeconomicGinequalitiesGinGsugarGpurchasingGwidenedjGlGlongitudinalGanalysisGofGfoodGandG
beverageGconsumerGdataGfromGmritishGhouseholdsSGYWX[TYWXbUGPublicVHealthVNutritionSG2021SGY[SGX]cZTX]d[3.3 0

1301 norporateGpowerGandGtheGinternationalGtradeGregimeGpreventingGprogressiveGpolicyGactionGonG
nonTcommunicableGdiseaseseGaGrealistGreviewUGHealthVPolicyVandVPlanningSG2021SGZaSG[dZT]Wc 3.4 10

1300 nhangesGinGsoftGdrinksGpurchasedGbyGmritishGhouseholdsGassociatedGwithGtheG°vGsoftGdrinksGindustryG
levyeGcontrolledGinterruptedGtimeGseriesGanalysisUGBMJlVTheSG2021SGZbYSGnY][ 5.9 30

1299
oynamicG imeTWarpingGnorrectionGforG™hiftsGinG°ltrahighG—esolvingG†owerGtonGxobilityG
™pectrometryGandG™tructuresGforGwosslessGtonGxanipulationsUGJournalVofVtheVAmericanVSocietyVforV
MassVSpectrometrySG2021SGZYSGddaTXWWb

3.5 5

1298 †roteogenomicGandGmetabolomicGcharacterizationGofGhumanGglioblastomaUGCancerVCellSG2021SGZdSG]WdT]YcUeYW24.3 71

1297 qromG†lantsGtoGlntseGqungalGxodificationGofGweafGwipidsGforGyutritionGandGnommunicationGinGtheG
weafTnutterGlntGqungalGrardenGpcosystemUGMSystemsSG2021SGaSG 7.6 5

1296 yutritionalGmarkersGandGproteomeGinGpatientsGundergoingGtreatmentGforGpulmonaryGtuberculosisG
differGbyGgeographicGregionUGPLoSVONESG2021SGXaSGeWY]W]ca 3.7 1

1295 lutonn™eGlutomatedGcollisionGcrossGsectionGcalculationGsoftwareGforGionGmobilityG
spectrometryTmassGspectrometryUGBioinformaticsSG2021SG 7.2 5

1294 pvaluationGofGWaveformG†rofilesGforG ravelingGWaveGtonGxobilityG™eparationsGinG™tructuresGforG
wosslessGtonGxanipulationsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2021SGZYSGYY]TYZa 3.5 2

1293  heGpoliticalGeconomyGofGsugarTsweetenedGbeverageGtaxationGinGwatinGlmericaeGlessonsGfromG
xexicoSGnhileGandGnolombiaUGGlobalizationVandVHealthSG2021SGXbSG] 10 10

1292 xassG™pectrometryTmasedG†roteomicsGforGlnalysisGofGsydrophilicG†hosphopeptidesUGMethodsVinV
MolecularVBiologySG2021SGYY]dSGY[bTY]b 1.4
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1291 rlobalTscaleGactionGinGhealtheGaGcommonGlanguageGisGaGcriticalGstartingGpointGtoGbolsterGglobalGhealthG
financingUGHealthVPolicyVandVPlanningSG2021SGZaSGYYb 3.4

1290 tdentificationGofGnrypticGmindingG™itesG°singGxixxoGwithG™tandardGandGlcceleratedGxolecularG
oynamicsUGJournalVofVChemicalVInformationVandVModelingSG2021SGaXSGXYcbTXYdd 6.1 7

1289 ™urfactantTassistedGoneTpotGsampleGpreparationGforGlabelTfreeGsingleTcellGproteomicsUG
CommunicationsVBiologySG2021SG[SGYa] 6.7 6

1288 ™ingleTuseGplasticGandGnzVtoTXdGinGtheGys™eGmarriersGandGopportunitiesUGJournalVofVPublicVHealthV
ResearchSG2021SG 2.2 1

1287 lGproteogenomicGportraitGofGlungGsquamousGcellGcarcinomaUGCellSG2021SGXc[SG[Z[cT[ZbXUe[W 56.2 15

1286 lG†reprocessingG oolGforGpnhancedGtonGxobilityTxassG™pectrometryTmasedGzmicsGWorkflowsUG
JournalVofVProteomeVResearchSG2021SG 5.6 11

1285 °nfoldedG†roteinG—esponseGtnhibitionG—educesGxiddleGpastG—espiratoryG™yndromeG
noronavirusTtnducedGlcuteGwungGtnjuryUGMBioSG2021SGXYSGeWX]bYYX 7.8 1

1284 qacileGzneT†otGyanoproteomicsGforGwabelTqreeG†roteomeG†rofilingGofG]WTXWWWGxammalianGnellsUG
JournalVofVProteomeVResearchSG2021SGYWSG[[]YT[[aX 5.6 0

1283 †roteogenomicGcharacterizationGofGpancreaticGductalGadenocarcinomaUGCellSG2021SGXc[SG]WZXT]W]YUeYa 56.2 26

1282
tmprovingG™ignalGtoGyoiseG—atiosGinGtonGxobilityG™pectrometryGandG™tructuresGforGwosslessGtonG
xanipulationsGO™wtxPGusingGaGsighGoynamicG—angeGlnalogTtoToigitalGnonverterUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2021SGZYSGYadcTYbWa

3.5

1281 —ationalGpolicymakingGduringGaGpandemicUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheV
UnitedVStatesVofVAmericaSG2021SGXXcSG 11.5 19

1280 wikeGparentSGlikeGchildeGaGcrossTsectionalGstudyGofGintraThouseholdGconsumptionGpatternsGofG
nonTalcoholicGbeveragesGamongGmritishGhouseholdsGwithGchildrenUUGPublicVHealthVNutritionSG2021SGXTYY 3.3 0

1279 WhatGroleGshouldGtheGcommercialGfoodGsystemGplayGinGpromotingGhealthGthroughGbetterGdietjUGBMJlV
TheSG2020SGZacSGm][] 5.9 19

1278 †roteomicG issueTmasedGnlassifierGforGparlyG†redictionGofG†rostateGnancerG†rogressionUGCancersSG
2020SGXYSG 6.6 4

1277
°ltraTsighT—esolutionGtonGxobilityG™eparationsGzverGpxtendedG†athGwengthsGandGxobilityG—angesG
lchievedGusingGaGxultilevelG™tructuresGforGwosslessGtonGxanipulationsGxoduleUGAnalyticalVChemistrySG
2020SGdYSGbdbYTbdbd

7.8 21

1276 —educingGconsumptionGofGunhealthyGfoodsGandGbeveragesGthroughGbanningGpriceGpromotionseGwhatG
isGtheGevidenceGandGwillGitGworkjUGPublicVHealthVNutritionSG2020SGYZSGYYYcTYYZZ 3.3 6

1275
nomprehensiveGcharacterizationGofGhepatocyteTderivedGextracellularGvesiclesGidentifiesGdirectG
mi—ylTbasedGregulationGofGhepaticGstellateGcellsGandGolx†TbasedGhepaticGmacrophageGtwTX˛†GandG
twTXbGupregulationGinGalcoholicGhepatitisGmiceUGJournalVofVMolecularVMedicineSG2020SGdcSGXWYXTXWZ[

5.5 10

1274
—apidGandG™imultaneousGnharacterizationGofGorugGnonjugationGinGseavyGandGwightGnhainsGofGaG
xonoclonalGlntibodyG—evealedGbyGsighT—esolutionGtonGxobilityG™eparationsGinG™wtxUGAnalyticalV
ChemistrySG2020SGdYSG]WW[T]WXY

7.8 11
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1273 †icoflowGwiquidGnhromatographyTxassG™pectrometryGforG°ltrasensitiveGmottomT°pG†roteomicsG
°singGYT˛…mTiUdUGzpenG ubularGnolumnsUGAnalyticalVChemistrySG2020SGdYSG[bXXT[bX] 7.8 25

1272
yationalGnancerGtnstituteG hinkT ankGxeetingG—eportGonG†roteomicGnartographyGandGmiomarkersGatG
theG™ingleTnellGweveleGtnterrogationGofG†remalignantGwesionsUGJournalVofVProteomeVResearchSG2020SG
XdSGXdWWTXdXY

5.6 4

1271 lutomatedGnouplingGofGyanodropletG™ampleG†reparationGwithGwiquidGnhromatographyTxassG
™pectrometryGforGsighT hroughputG™ingleTnellG†roteomicsUGAnalyticalVChemistrySG2020SGdYSGXW]ccTXW]da 7.8 38

1270 †roteogenomicGnharacterizationG—evealsG herapeuticGVulnerabilitiesGinGwungGldenocarcinomaUGCellSG
2020SGXcYSGYWWTYY]UeZ] 56.2 139

1269 lnGanalysisGofGtheGstockGmarketGreactionGtoGtheGannouncementsGofGtheG°vG™oftGorinksGtndustryGwevyUG
EconomicsVandVHumanVBiologySG2020SGZcSGXWWcZ[ 2.6 8

1268 †roteogenomicGnharacterizationGofGpndometrialGnarcinomaUGCellSG2020SGXcWSGbYdTb[cUeYa 56.2 122

1267 tsGtheGriseGofGcrowdfundingGforGmedicalGexpensesGinGtheG°nitedGvingdomGsymptomaticGofGsystemicG
gapsGinGhealthGandGsocialGcarejUGJournalVofVHealthVServicesVResearchVandVPolicySG2020SGY]SGXcXTXca 2.4 6

1266 lnGtmprovedGmoostingGtoGlmplifyG™ignalGwithGtsobaricGwabelingGOiml™twPG™trategyGforG†reciseG
–uantitativeG™ingleTcellG†roteomicsUGMolecularVandVCellularVProteomicsSG2020SGXdSGcYcTcZc 7.6 63

1265  heGimpactGofG°vGsoftGdrinksGindustryGlevyGonGmanufacturersNGdomesticGturnoverUGEconomicsVandV
HumanVBiologySG2020SGZbSGXWWcaa 2.6 5

1264
lnticipatoryGchangesGinGmritishGhouseholdGpurchasesGofGsoftGdrinksGassociatedGwithGtheG
announcementGofGtheG™oftGorinksGtndustryGwevyeGlGcontrolledGinterruptedGtimeGseriesGanalysisUGPLoSV
MedicineSG2020SGXbSGeXWWZYad

11.6 5

1263 WillGxoreGofGtheG™ameGlchieveGxalariaGpliminationjG—esultsGfromGanGtntegratedGxacroeconomicG
ppidemiologicalGoemographicGxodelUGAmericanVJournalVofVTropicalVMedicineVandVHygieneSG2020SGXWZSGXcbXTXccY3.2 3

1262 narrierTassistedGzneTpotG™ampleG†reparationGforG argetedG†roteomicsGlnalysisGofG™mallGyumbersG
ofGsumanGnellsUGJournalVofVVisualizedVExperimentsSG2020SG 1.6 2

1261
lG™ystemsG hinkingGlpproachGtoGtnformGnoherentG†olicyGlctionGforGynoG†reventionGnommentGonG
IsowGyeoliberalismGtsG™hapingGtheG™upplyGofG°nhealthyGnommoditiesGandGWhatG hisGxeansGforGynoG
†reventionIUGInternationalVJournalVofVHealthVPolicyVandVManagementSG2020SGdSGYXYTYX[

2.5 3

1260 xetaTanalysisGofGpeptidesGtoGdetectGproteinGsignificanceUGStatisticsVandVItsVInterfaceSG2020SGXZSG[a]T[b[ 0.4

1259  heGimpactGofGnovidTXdSGassociatedGbehavioursGandGpoliciesGonGtheG°vGeconomyeGlGcomputableG
generalGequilibriumGmodelUGSSMVmVPopulationVHealthSG2020SGXYSGXWWa]X 3.8 36

1258 †roteogenomicGwandscapeGofGmreastGnancerG umorigenesisGandG argetedG herapyUGCellSG2020SGXcZSGX[ZaTX[]aUeZX56.2 71

1257 tntegratedG†roteogenomicGnharacterizationGacrossGxajorGsistologicalG ypesGofG†ediatricGmrainG
nancerUGCellSG2020SGXcZSGXdaYTXdc]UeZX 56.2 45

1256 lssessingGnollisionGnrossG™ectionGnalibrationG™trategiesGforG ravelingGWaveTmasedGtonGxobilityG
™eparationsGinG™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2020SGdYSGX[dbaTX[dcY 7.8 11
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1255 tonGxobilityG™pectrometryGwithGsighGtonG°tilizationGpfficiencyG°singG ravelingGWaveTmasedG
™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2020SGdYSGX[dZWTX[dZc 7.8 7

1254 tntegratedG†roteomicGandGrlycoproteomicGnharacterizationGofGsumanGsighTrradeG™erousGzvarianG
narcinomaUGCellVReportsSG2020SGZZSGXWcYba 10.6 33

1253 †roteomicGassessmentGofGserumGbiomarkersGofGlongevityGinGolderGmenUGAgingVCellSG2020SGXdSGeXZY]Z 9.9 3

1252 rlobalTscaleGactionGinGhealtheGaGcommonGlanguageGisGaGcriticalGstartingGpointGtoGbolsterGglobalGhealthG
financingUGHealthVPolicyVandVPlanningSG2020SGZ]SGXXZZTXXZa 3.4

1251 qramingGandGsignallingGeffectsGofGtaxesGonGsugaryGdrinkseGlGdiscreteGchoiceGexperimentGamongG
householdsGinGrreatGmritainUGHealthVEconomicsVgUnitedVKingdomhSG2020SGYdSGXXZYTXX[b 2.4 4

1250 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisUGPLoSVMedicineSG
2020SGXbSGeXWWZY[] 11.6 1

1249 †roteogenomicGnharacterizationGofGzvarianGsr™nGtmplicatesGxitoticGvinasesSG—eplicationG™tressGinG
zbservedGnhromosomalGtnstabilityUGCellVReportsVMedicineSG2020SGXSG 18 24

1248 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisG2020SGXbSGeXWWZY[]

1247 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisG2020SGXbSGeXWWZY[]

1246 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisG2020SGXbSGeXWWZY[]

1245 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisG2020SGXbSGeXWWZY[]

1244 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisG2020SGXbSGeXWWZY[]

1243 †atternsGofGbeverageGpurchasesGamongstGmritishGhouseholdseGlGlatentGclassGanalysisG2020SGXbSGeXWWZY[]

1242
lnticipatoryGchangesGinGmritishGhouseholdGpurchasesGofGsoftGdrinksGassociatedGwithGtheG
announcementGofGtheG™oftGorinksGtndustryGwevyeGlGcontrolledGinterruptedGtimeGseriesGanalysisG2020SG
XbSGeXWWZYad

1241
lnticipatoryGchangesGinGmritishGhouseholdGpurchasesGofGsoftGdrinksGassociatedGwithGtheG
announcementGofGtheG™oftGorinksGtndustryGwevyeGlGcontrolledGinterruptedGtimeGseriesGanalysisG2020SG
XbSGeXWWZYad

1240
lnticipatoryGchangesGinGmritishGhouseholdGpurchasesGofGsoftGdrinksGassociatedGwithGtheG
announcementGofGtheG™oftGorinksGtndustryGwevyeGlGcontrolledGinterruptedGtimeGseriesGanalysisG2020SG
XbSGeXWWZYad

1239
lnticipatoryGchangesGinGmritishGhouseholdGpurchasesGofGsoftGdrinksGassociatedGwithGtheG
announcementGofGtheG™oftGorinksGtndustryGwevyeGlGcontrolledGinterruptedGtimeGseriesGanalysisG2020SG
XbSGeXWWZYad

1238
lnticipatoryGchangesGinGmritishGhouseholdGpurchasesGofGsoftGdrinksGassociatedGwithGtheG
announcementGofGtheG™oftGorinksGtndustryGwevyeGlGcontrolledGinterruptedGtimeGseriesGanalysisG2020SG
XbSGeXWWZYad

(2020-2020)

5



1237
™wtxG°ltrahighG—esolutionGtonGxobilityG™pectrometryG™eparationsGofGtsotopologuesGandG
tsotopomersG—evealGxobilityG™hiftsGdueGtoGxassGoistributionGnhangesUGAnalyticalVChemistrySG2019SG
dXSGXXd]YTXXdaY

7.8 36

1236
pvidenceGonGtheGmagnitudeGofGtheGeconomicSGhealthGandGpopulationGeffectsGofGpalmGcookingGoilG
consumptioneGanGintegratedGmodellingGapproachGwithG hailandGasGaGcaseGstudyUGPopulationVHealthV
MetricsSG2019SGXbSGXY

3 3

1235 sighT hroughputG™ingleGnellG†roteomicsGpnabledGbyGxultiplexGtsobaricGwabelingGinGaGyanodropletG
™ampleG†reparationG†latformUGAnalyticalVChemistrySG2019SGdXSGXZXXdTXZXYb 7.8 92

1234 †otentialGimpactGonGprevalenceGofGobesityGinGtheG°vGofGaGYWLGpriceGincreaseGinGhighGsugarGsnackseG
modellingGstudyUGBMJlVTheSG2019SGZaaSGl[bca 5.9 22

1233
 owardsGresolvingGtheGspatialGmetabolomeGwithGunambiguousGmolecularGannotationsGinGcomplexG
biologicalGsystemsGbyGcouplingGmassGspectrometryGimagingGwithGstructuresGforGlosslessGionG
manipulationsUGChemicalVCommunicationsSG2019SG]]SGZWaTZWd

5.8 15

1232 †almGoilGandGdietaryGchangeeGlpplicationGofGanGintegratedGmacroeconomicSGenvironmentalSG
demographicSGandGhealthGmodellingGframeworkGforG hailandUGFoodVPolicySG2019SGcZSGdYTXWZ 5 11

1231 lG argetedGxassG™pectrometricGlssayGforG—eliableG™ensitiveGsepcidinG–uantificationUGScientificV
ReportsSG2019SGdSGbYa[ 4.9 4

1230 °pdatesGtoGmindingGxzloGOxotherGofGlllGoatabasesPeG†olypharmacologyG oolsGandG heirG°tilityGinG
orugG—epurposingUGJournalVofVMolecularVBiologySG2019SG[ZXSGY[YZTY[ZZ 6.5 23

1229 ™ocioTeconomicGpatterningGofGexpendituresGonGNoutTofThomeNGfoodGandGnonTalcoholicGbeveragesGbyG
productGandGplaceGofGpurchaseGinGmritainUGSocialVScienceVandVMedicineSG2019SGYZ]SGXXYZaX 5.1 6

1228
lutomatedGyanoflowG woToimensionalG—eversedT†haseGwiquidGnhromatographyG™ystemGpnablesG
tnToepthG†roteomeGandG†hosphoproteomeG†rofilingGofGyanoscaleG™amplesUGAnalyticalVChemistrySG
2019SGdXSGdbWbTdbX]

7.8 19

1227 pvaluatingGtheGstructuralGcomplexityGofGisomericGbileGacidsGwithGionGmobilityGspectrometryUG
AnalyticalVandVBioanalyticalVChemistrySG2019SG[XXSG[abZT[acY 4.4 8

1226 †roteogenomicGlnalysisGofGsumanGnolonGnancerG—evealsGyewG herapeuticGzpportunitiesUGCellSG
2019SGXbbSGXWZ]TXW[dUeXd 56.2 237

1225 tncreasedG˛†TcellGproliferationGbeforeGimmuneGcellGinvasionGpreventsGprogressionGofGtypeGXGdiabetesUG
NatureVMetabolismSG2019SGXSG]WdT]Xc 14.6 21

1224 tonGxobilityG™pectrometryGandGtheGzmicseGoistinguishingGtsomersSGxolecularGnlassesGandG
nontaminantGtonsGinGnomplexG™amplesUGTrACVmVTrendsVinVAnalyticalVChemistrySG2019SGXXaSGYdYTYdd 14.6 35

1223 zpeningGnewGpathsGforGbiologicalGapplicationsGofGionGmobilityGTGmassGspectrometryGusingG™tructuresG
forGwosslessGtonGxanipulationsUGTrACVmVTrendsVinVAnalyticalVChemistrySG2019SGXXaSGZWWTZWb 14.6 9

1222 qatGtaxGorGthinGsubsidyjGsowGpriceGincreasesGandGdecreasesGaffectGtheGenergyGandGnutrientGcontentG
ofGfoodGandGbeverageGpurchasesGinGrreatGmritainUGSocialVScienceVandVMedicineSG2019SGYZWSGZXcTZYb 5.1 10

1221 moostingGtoGlmplifyG™ignalGwithGtsobaricGwabelingGOml™twPG™trategyGforGnomprehensiveG–uantitativeG
†hosphoproteomicGnharacterizationGofG™mallG†opulationsGofGnellsUGAnalyticalVChemistrySG2019SGdXSG]bd[T]cWX7.8 48

1220 oualG†olarityGtonGnonfinementGandGxobilityG™eparationsUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG2019SGZWSGdabTdba 3.5 3
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1219 tnherentGversusGinducedGproteinGflexibilityeGnomparisonsGwithinGandGbetweenGapoGandGholoG
structuresUGPLoSVComputationalVBiologySG2019SGX]SGeXWWabW] 5 24

1218 †roximityTdependentGproteomicsGofGtheGnhlamydiaGtrachomatisGinclusionGmembraneGrevealsG
functionalGinteractionsGwithGendoplasmicGreticulumGexitGsitesUGPLoSVPathogensSG2019SGX]SGeXWWbadc 7.6 17

1217  heGchallengeGofGantimicrobialGresistanceeGWhatGeconomicsGcanGcontributeUGScienceSG2019SGZa[SG 33.3 171

1216  andemGxassG agGwabelingGqacilitatesG—eversedT†haseGwiquidGnhromatographyTxassG™pectrometryG
lnalysisGofGsydrophilicG†hosphopeptidesUGAnalyticalVChemistrySG2019SGdXSGXXaWaTXXaXZ 7.8 10

1215
tnternationalGtradeSGdietaryGchangeSGandGcardiovascularGdiseaseGhealthGoutcomeseGtmportGtariffG
reformGusingGanGintegratedGmacroeconomicSGenvironmentalGandGhealthGmodellingGframeworkGforG
 hailandUGSSMVmVPopulationVHealthSG2019SGdSGXWW[Z]

3.8 1

1214 †roteomicGtnsightsGintoG†hycobilisomeGoegradationSGlG™electiveGandG ightlyGnontrolledG†rocessGinG
 heGqastTrrowingGnyanobacteriumG° p₂GYdbZUGBiomoleculesSG2019SGdSG 5.9 7

1213  ravelingTWaveTmasedGplectrodynamicG™witchGforGnoncurrentGoualT†olarityGtonGxanipulationsGinG
™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2019SGdXSGX[bXYTX[bXc 7.8 4

1212 tntegratedG†roteogenomicGnharacterizationGofGnlearGnellG—enalGnellGnarcinomaUGCellSG2019SGXbdSGda[TdcZUeZX56.2 173

1211 rlomerularGfiltrateGproteinsGinGacuteGcardiorenalGsyndromeUGJCIVInsightSG2019SG[SG 9.9 7

1210
™eparationGofG˛†TlmyloidG rypticG†eptideG™peciesGwithGtsomerizedGandG—acemizedGlTlsparticG
—esiduesGwithGtonGxobilityGinG™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2019SG
dXSG[Zb[T[ZcW

7.8 21

1209 †lasmaGlipidomeGrevealsGcriticalGillnessGandGrecoveryGfromGhumanGpbolaGvirusGdiseaseUGProceedingsVofV
theVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2019SGXXaSGZdXdTZdYc 11.5 31

1208
—ecentGtrendsGinGenergyGandGnutrientGcontentGofGtakeThomeGfoodGandGbeverageGpurchasesGinGrreatG
mritaineGanGanalysisGofGYY]GmillionGfoodGandGbeverageGpurchasesGoverGaGyearsUGBMJVNutritionlV
PreventionVandVHealthSG2019SGYSGaZTbX

6.7 6

1207 narrierTlssistedG™ingleT ubeG†rocessingGlpproachGforG argetedG†roteomicsGlnalysisGofGwowG
yumbersGofGxammalianGnellsUGAnalyticalVChemistrySG2019SGdXSGX[[XTX[]X 7.8 15

1206 tonGxobilityTxassG™pectrometryGinGxetabolomicSGwipidomicSGandG†roteomicGlnalysesUG
ComprehensiveVAnalyticalVChemistrySG2019SGXYZTX]d 1.9 10

1205 †reconditioningGinGtheG—hesusGxacaqueGtnducesGaG†roteomicG™ignatureGqollowingGnerebralGtschemiaG
thatGtsGlssociatedGwithGyeuroprotectionUGTranslationalVStrokeVResearchSG2019SGXWSG[[WT[[c 7.8 4

1204 yanowellTmediatedGmultidimensionalGseparationsGcombiningGnanownGwithG™wtxGtxTx™GforGrapidSG
highTpeakTcapacityGproteomicGanalysesUGAnalyticalVandVBioanalyticalVChemistrySG2019SG[XXSG]ZaZT]ZbY 4.4 11

1203 lGsybridGnonstantGandGzscillatoryGqieldGtonGxobilityGlnalyzerG°singG™tructuresGforGwosslessGtonG
xanipulationsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2018SGYdSGZ[YTZ]X 3.5 3

1202
°tilizingGionGmobilityGspectrometryGandGmassGspectrometryGforGtheGanalysisGofGpolycyclicGaromaticG
hydrocarbonsSGpolychlorinatedGbiphenylsSGpolybrominatedGdiphenylGethersGandGtheirGmetabolitesUG
AnalyticaVChimicaVActaSG2018SGXWZbSGYa]TYbZ

6.6 33

(2018-2019)
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1201 yanodropletGprocessingGplatformGforGdeepGandGquantitativeGproteomeGprofilingGofGXWTXWWG
mammalianGcellsUGNatureVCommunicationsSG2018SGdSGccY 17.4 213

1200 –ualityGnontrolGlnalysisGinG—ealTtimeGO–nTl— PeGlG oolGforG—ealTtimeG–ualityGnontrolGlssessmentGofG
xassG™pectrometryTbasedG†roteomicsGoataUGMolecularVandVCellularVProteomicsSG2018SGXbSGXcY[TXcZa 7.6 14

1199 sighTthroughputGserumGproteomicsGforGtheGidentificationGofGproteinGbiomarkersGofGmortalityGinG
olderGmenUGAgingVCellSG2018SGXbSGeXYbXb 9.9 13

1198
xp—™TnoVGandGs]yXGinfluenzaGvirusGantagonizeGantigenGpresentationGbyGalteringGtheGepigeneticG
landscapeUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2018SG
XX]SGpXWXYTpXWYX

11.5 100

1197 †redictingGoisplaceableGWaterG™itesG°singGxixedT™olventGxolecularGoynamicsUGJournalVofVChemicalV
InformationVandVModelingSG2018SG]cSGZW]TZX[ 6.1 12

1196 ViewpointeG™odaGtaxesGâ��GqourGquestionsGeconomistsGneedGtoGaddressUGFoodVPolicySG2018SGb[SGXZcTX[Y 5 19

1195 lreGsweetGsnacksGmoreGsensitiveGtoGpriceGincreasesGthanGsugarTsweetenedGbeverageseGanalysisGofG
mritishGfoodGpurchaseGdataUGBMJVOpenSG2018SGcSGeWXdbcc 3 18

1194 nharacterizationGofGappliedGfieldsGforGionGmobilityGseparationsGinGtravelingGwaveGbasedGstructuresG
forGlosslessGionGmanipulationsGO™wtxPUGInternationalVJournalVofVMassVSpectrometrySG2018SG[ZWSGcTXZ 1.9 9

1193  argetedG–uantificationGofG†hosphorylationGoynamicsGinGtheGnontextGofGprq—Txl†vG†athwayUG
AnalyticalVChemistrySG2018SGdWSG]Y]aT]YaZ 7.8 27

1192 pvaluatingGlipidGmediatorGstructuralGcomplexityGusingGionGmobilityGspectrometryGcombinedGwithG
massGspectrometryUGBioanalysisSG2018SGXWSGYbdTYcd 2.1 19

1191 lGrlobalG™urveyGofGl †aseGlctivityGinGlsexualGmloodG™tagesGandGrametocytesUGMolecularVandV
CellularVProteomicsSG2018SGXbSGXXXTXYW 7.6 2

1190
™ubnanogramGproteomicseGimpactGofGwnGcolumnGselectionSGx™GinstrumentationGandGdataGanalysisG
strategyGonGproteomeGcoverageGforGtraceGsamplesUGInternationalVJournalVofVMassVSpectrometrySG2018SG
[YbSG[TXW

1.9 51

1189  owardsGoiscoveryGandG argetedG†eptideGmiomarkerGoetectionG°singGnanop™tT tx™T zqGx™UG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2018SGYdSGcXbTcYa 3.5 27

1188 nharacterizationGofGtheGzvarianG umorG†eptidomeUGVitaminsVandVHormonesSG2018SGXWbSG]X]T]ZX 2.5 4

1187 °singG™kylineGtoGlnalyzeGoataTnontainingGwiquidGnhromatographySGtonGxobilityG™pectrometrySGandG
xassG™pectrometryGoimensionsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2018SGYdSGYXcYTYXcc3.5 33

1186 —eproducibleGworkflowGforGmultiplexedGdeepTscaleGproteomeGandGphosphoproteomeGanalysisGofG
tumorGtissuesGbyGliquidGchromatographyTmassGspectrometryUGNatureVProtocolsSG2018SGXZSGXaZYTXaaX 18.8 176

1185
tmprovedG™ensitivityGandG™eparationsGforG†hosphopeptidesGusingGznlineGwiquidGnhromotographyG
noupledGwithG™tructuresGforGwosslessGtonGxanipulationsGtonGxobilityTxassG™pectrometryUGAnalyticalV
ChemistrySG2018SGdWSGXWccdTXWcda

7.8 24

1184 lpplicationGofGmultiplexedGionGmobilityGspectrometryGtowardsGtheGidentificationGofGhostGproteinG
signaturesGofGtreatmentGeffectGinGpulmonaryGtuberculosisUGTuberculosisSG2018SGXXYSG]YTaX 2.6 10

Richard D Smith
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1183  heGhumanGbrainomeeGnetworkGanalysisGidentifiesGs™†lYGasGaGnovelGllzheimerMrsquofsGdiseaseG
targetUGBrainSG2018SGX[XSGYbYXTYbZd 11.2 19

1182 —apidGtonGxobilityG™eparationsGofGmileGlcidGtsomersG°singGnyclodextrinGldductsGandG™tructuresGforG
wosslessGtonGxanipulationsUGAnalyticalVChemistrySG2018SGdWSGXXWcaTXXWdX 7.8 22

1181 —esidualGtissueGrepositoriesGasGaGresourceGforGpopulationTbasedGcancerGproteomicGstudiesUGClinicalV
ProteomicsSG2018SGX]SGYa 5 24

1180 qacileGcarrierTassistedGtargetedGmassGspectrometricGapproachGforGproteomicGanalysisGofGlowG
numbersGofGmammalianGcellsUGCommunicationsVBiologySG2018SGXSGXWZ 6.7 16

1179 xoonshotGzbjectiveseGnatalyzeGyewG™cientificGmreakthroughsT†roteogenomicsUGCancerVJournalV
gSudburylVMassVhSG2018SGY[SGXYXTXY] 2.2 6

1178 †hysiologicalGandGproteomicGanalysesGofGqeOtttPTreducingGcoTculturesGofGoesulfotomaculumGreducensG
xtTXGandGreobacterGsulfurreducensG†nlUGGeobiologySG2018SGXaSG]YYT]Zd 4.3 3

1177  argetedGbrainGproteomicsGuncoverGmultipleGpathwaysGtoGllzheimerNsGdementiaUGAnnalsVofV
NeurologySG2018SGc[SGbcTcc 9.4 56

1176 †roteomicGlnalysisGofG™ingleGxammalianGnellsGpnabledGbyGxicrofluidicGyanodropletG™ampleG
†reparationGandG°ltrasensitiveGyanownTx™UGAngewandteVChemieSG2018SGXZWSGXY]]WTXY]][ 3.6 19

1175 wnT™—xTmasedG argetedG–uantificationGofG°rinaryG†roteinGmiomarkersUGMethodsVinVMolecularVBiology
SG2018SGXbccSGX[]TX]a 1.4 3

1174
™tateG™upporteGlG†rerequisiteGforGrlobalGsealthGyetworkGpffectivenessGnommentGonGIqourG
nhallengesGthatGrlobalGsealthGyetworksGqaceIUGInternationalVJournalVofVHealthVPolicyVandV
ManagementSG2018SGbSGYb]TYbb

2.5 2

1173 lGnustomizableGqlowGtnjectionG™ystemGforGlutomatedSGsighG hroughputSGandG imeG™ensitiveGtonG
xobilityG™pectrometryGandGxassG™pectrometryGxeasurementsUGAnalyticalVChemistrySG2018SGdWSGbZbTb[[ 7.8 7

1172
—ecentGadvancesGinGlipidGseparationsGandGstructuralGelucidationGusingGmassGspectrometryGcombinedG
withGionGmobilityGspectrometrySGionTmoleculeGreactionsGandGfragmentationGapproachesUGCurrentV
OpinionVinVChemicalVBiologySG2018SG[YSGXXXTXXc

9.7 47

1171 znlineGzzonolysisGnombinedGwithGtonGxobilityTxassG™pectrometryG†rovidesGaGyewG†latformGforG
wipidGtsomerGlnalysesUGAnalyticalVChemistrySG2018SGdWSGXYdYTXZWW 7.8 83

1170 †yroptosisGbyGcaspaseXXV[TgasderminToGpathwayGinGalcoholicGhepatitisGinGmiceGandGpatientsUG
HepatologySG2018SGabSGXbZbTXb]Z 11.2 103

1169 lnGalgorithmGtoGcorrectGsaturatedGmassGspectrometryGionGabundancesGforGenhancedGquantitationG
andGmassGaccuracyGinGomicGstudiesUGInternationalVJournalVofVMassVSpectrometrySG2018SG[YbSGdXTdd 1.9 12

1168 °nravelingGtheGisomericGheterogeneityGofGglycanseGionGmobilityGseparationsGinGstructuresGforGlosslessG
ionGmanipulationsUGChemicalVCommunicationsSG2018SG][SGXXbWXTXXbW[ 5.8 39

1167 xicropunctureGofGmowmanNsG™paceGinGxiceGqacilitatedGbyGYG†hotonGxicroscopyUGJournalVofVVisualizedV
ExperimentsSG2018SG 1.6 3

1166 oistinguishingGenantiomericGaminoGacidsGwithGchiralGcyclodextrinGadductsGandGstructuresGforGlosslessG
ionGmanipulationsUGElectrophoresisSG2018SGZdSGZX[cTZX]] 3.6 21

(2018-2018)
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1165 nostTeffectivenessGofGinternetTbasedGtrainingGforGprimaryGcareGcliniciansGonGantibioticGprescribingGforG
acuteGrespiratoryGtractGinfectionsGinGpuropeUGJournalVofVAntimicrobialVChemotherapySG2018SGbZSGZXcdTZXdc5.1 9

1164 †roteomicGlnalysisGofG™ingleGxammalianGnellsGpnabledGbyGxicrofluidicGyanodropletG™ampleG
†reparationGandG°ltrasensitiveGyanownTx™UGAngewandteVChemieVmVInternationalVEditionSG2018SG]bSGXYZbWTXYZb[16.4 110

1163  heGx†wpxG†rotocolGforGxultiTomicGlnalysesGofG™oilG™amplesUGJournalVofVVisualizedVExperimentsSG
2018SG 1.6 9

1162 ™patiallyG—esolvedG†roteomeGxappingGofGwaserGnaptureGxicrodissectedG issueGwithGlutomatedG
™ampleG ransferGtoGyanodropletsUGMolecularVandVCellularVProteomicsSG2018SGXbSGXca[TXcb[ 7.6 58

1161 ™pecializedGproteomicGresponsesGandGanGancientGphotoprotectionGmechanismGsustainGmarineGgreenG
algalGgrowthGduringGphosphateGlimitationUGNatureVMicrobiologySG2018SGZSGbcXTbdW 26.6 18

1160 sighTresolutionGultrahighTpressureGlongGcolumnGreversedTphaseGliquidGchromatographyGforG
topTdownGproteomicsUGJournalVofVChromatographyVASG2017SGX[dcSGddTXXW 4.5 41

1159 x†wpxeGaGmethodGforGsimultaneousGpathogenGinactivationGandGextractionGofGsamplesGforGmultiTomicsG
profilingUGAnalystlVTheSG2017SGX[YSG[[YT[[c 5 26

1158 ™tructuralGplucidationGofGcisVtransGoicaffeoylquinicGlcidG†hotoisomerizationG°singGtonGxobilityG
™pectrometryTxassG™pectrometryUGJournalVofVPhysicalVChemistryVLettersSG2017SGcSGXZcXTXZcc 6.4 33

1157 yewGfrontiersGforGmassGspectrometryGbasedGuponGstructuresGforGlosslessGionGmanipulationsUGAnalystlV
TheSG2017SGX[YSGXWXWTXWYX 5 63

1156 tonGplevatorsGandGpscalatorsGinGxultilevelG™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalV
ChemistrySG2017SGcdSGXdbYTXdbb 7.8 15

1155
nompressionG—atioGtonGxobilityG†rogrammingGOn—tx†PGlccumulationGandGnompressionGofGmillionsGofG
tonsGforGtonGxobilityTxassG™pectrometryG°singG ravelingGWavesGinG™tructuresGforGwosslessGtonG
xanipulationsGO™wtxPUGAnalyticalVChemistrySG2017SGcdSGa[ZYTa[Zd

7.8 33

1154 YWXaGl™x™GWorkshopG—evieweGyextGrenerationGwnVx™eGnriticalGtnsightsGandGqutureG†erspectivesUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2017SGYcSGXY[cTXY[d 3.5

1153 weucineGmiosynthesisGtsGtnvolvedGinG—egulatingGsighGwipidGlccumulationGinUGMBioSG2017SGcSG 7.8 29

1152 †t₂ipeGanGalgorithmGforGautomatedGionGmobilityGarrivalGtimeGextractionGandGcollisionGcrossGsectionG
calculationGusingGglobalGdataGassociationUGBioinformaticsSG2017SGZZSGYbX]TYbYY 7.2 7

1151 wt–°toeGanTopenGsourceGsoftwareGforGidentifyingGlipidsGinGwnTx™Vx™TbasedGlipidomicsGdataUG
BioinformaticsSG2017SGZZSGXb[[TXb[a 7.2 69

1150 ™erpentineG°ltralongG†athGwithGpxtendedG—outingGO™°†p—PGsighG—esolutionG ravelingGWaveGtonG
xobilityTx™GusingG™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2017SGcdSG[aYcT[aZ[ 7.8 106

1149
nouplingGqrontTpndG™eparationsSGtonGxobilityG™pectrometrySGandGxassG™pectrometryGqorGpnhancedG
xultidimensionalGmiologicalGandGpnvironmentalGlnalysesUGAnnualVReviewVofVAnalyticalVChemistrySG
2017SGXWSGbXTdY

12.5 63

1148 tdentificationGofGsipGmxoGwossGandGqractureG—iskGxarkersG hroughG†opulationTmasedG™erumG
†roteomicsUGJournalVofVBoneVandVMineralVResearchSG2017SGZYSGX]]dTX]ab 6.3 13
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1147 tntegratingGionGmobilityGspectrometryGintoGmassGspectrometryTbasedGexposomeGmeasurementseG
whatGcanGitGaddGandGhowGfarGcanGitGgojUGBioanalysisSG2017SGdSGcXTdc 2.1 56

1146
xultiplexedG†ostTpxperimentalGxonoisotopicGxassG—efinementGOm†pTxx—PGtoGtncreaseG™ensitivityG
andGlccuracyGinG†eptideGtdentificationsGfromG andemGxassG™pectraGofGnofragmentationUGAnalyticalV
ChemistrySG2017SGcdSGXY[[TXY]Z

7.8 11

1145
nomparingGidentifiedGandGstatisticallyGsignificantGlipidsGandGpolarGmetabolitesGinGX]TyearGoldGserumG
andGdriedGbloodGspotGsamplesGforGlongitudinalGstudiesUGRapidVCommunicationsVinVMassVSpectrometrySG
2017SGZXSG[[bT[]a

2.2 26

1144 lGstructuralGexaminationGandGcollisionGcrossGsectionGdatabaseGforGoverG]WWGmetabolitesGandG
xenobioticsGusingGdriftGtubeGionGmobilityGspectrometryUGChemicalVScienceSG2017SGcSGbbY[TbbZa 9.4 108

1143
nhangeGinGnonTalcoholicGbeverageGsalesGfollowingGaGXWTpenceGlevyGonGsugarTsweetenedGbeveragesG
withinGaGnationalGchainGofGrestaurantsGinGtheG°veGinterruptedGtimeGseriesGanalysisGofGaGnaturalG
experimentUGJournalVofVEpidemiologyVandVCommunityVHealthSG2017SGbXSGXXWbTXXXY

5.1 16

1142 lreGthereGphysicochemicalGdifferencesGbetweenGallostericGandGcompetitiveGligandsjUGPLoSV
ComputationalVBiologySG2017SGXZSGeXWW]cXZ 5 16

1141 –uantificationGofGmutantG™†z†GproteinsGinGprostateGcancerGusingGmassGspectrometryTbasedG
targetedGproteomicsUGJournalVofVTranslationalVMedicineSG2017SGX]SGXb] 8.5 5

1140 oeepToiveG argetedG–uantificationGforG°ltrasensitiveGlnalysisGofG†roteinsGinGyondepletedGsumanG
mloodG†lasmaV™erumGandG issuesUGAnalyticalVChemistrySG2017SGcdSGdXZdTdX[a 7.8 17

1139  argetedGproteomicGassaysGforGquantitationGofGproteinsGidentifiedGbyGproteogenomicGanalysisGofG
ovarianGcancerUGScientificVDataSG2017SG[SGXbWWdX 8.2 18

1138 ldvancesGinGmicroscaleGseparationsGtowardsGnanoproteomicsGapplicationsUGJournalVofV
ChromatographyVASG2017SGX]YZSG[WT[c 4.5 29

1137 lnGtnterlaboratoryGpvaluationGofGoriftG ubeGtonGxobilityTxassG™pectrometryGnollisionGnrossG™ectionG
xeasurementsUGAnalyticalVChemistrySG2017SGcdSGdW[cTdW]] 7.8 233

1136 tnformedT†roteomicseGopenTsourceGsoftwareGpackageGforGtopTdownGproteomicsUGNatureVMethodsSG
2017SGX[SGdWdTdX[ 21.6 83

1135 xultiTplatformGNzmicsGlnalysisGofGsumanGpbolaGVirusGoiseaseG†athogenesisUGCellVHostVandVMicrobeSG
2017SGYYSGcXbTcYdUec 23.4 57

1134 –ualityGlssessmentsGofGwongT ermG–uantitativeG†roteomicGlnalysisGofGmreastGnancerG₂enograftG
 issuesUGJournalVofVProteomeVResearchSG2017SGXaSG[]YZT[]ZW 5.6 14

1133 nhangesGofG†roteinG urnoverGinGlgingUGMolecularVandVCellularVProteomicsSG2017SGXaSGXaYXTXaZZ 7.6 33

1132 oistinguishingGdTGandGlTasparticGandGisoasparticGacidsGinGamyloidG˛†GpeptidesGwithGultrahighGresolutionG
ionGmobilityGspectrometryUGChemicalVCommunicationsSG2017SG]ZSGbdXZTbdXa 5.8 45

1131 oesignGofGaG WT™wtxGxoduleGforGoualG†olarityGnonfinementSG ransportSGandG—eactionsUGJournalVofV
theVAmericanVSocietyVforVMassVSpectrometrySG2017SGYcSGX[[YTX[[d 3.5 9

1130 –uantitativeGproteomicsGidentifiesGalteredGzTrlcylcylationGofGstructuralSGsynapticGandG
memoryTassociatedGproteinsGinGllzheimerNsGdiseaseUGJournalVofVPathologySG2017SGY[ZSGbcTcc 9.4 73

(2017-2017)
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1129 †roteomeG†rofilingGzutperformsG ranscriptomeG†rofilingGforGnoexpressionGmasedGreneGqunctionG
†redictionUGMolecularVandVCellularVProteomicsSG2017SGXaSGXYXTXZ[ 7.6 67

1128
pnhancingGglycanGisomerGseparationsGwithGmetalGionsGandGpositiveGandGnegativeGpolarityGionG
mobilityGspectrometryTmassGspectrometryGanalysesUGAnalyticalVandVBioanalyticalVChemistrySG2017SG
[WdSG[abT[ba

4.4 61

1127 †ositionTdependentGterminationGandGwidespreadGobligatoryGframeshiftingGinGpuplotesGtranslationUG
NatureVStructuralVandVMolecularVBiologySG2017SGY[SGaXTac 17.6 38

1126  heGwelfareGimplicationsGofGpublicGhealthcareGfinancingeGaGmacroTmicroGsimulationGanalysisGofG
°gandaUGHealthVPolicyVandVPlanningSG2017SGZYSGX[ZbTX[[c 3.4 4

1125 wipidGandGrlycolipidGtsomerGlnalysesG°singG°ltraTsighG—esolutionGtonGxobilityG™pectrometryG
™eparationsUGInternationalVJournalVofVMolecularVSciencesSG2017SGXcSG 6.3 67

1124 pffectsGofGenvironmentalGchangeGonGpopulationGnutritionGandGhealtheGlGcomprehensiveGframeworkG
withGaGfocusGonGfruitsGandGvegetablesUGWellcomeVOpenVResearchSG2017SGYSGYX 4.8 17

1123 †hycobilisomeGtruncationGcausesGwidespreadGproteomeGchangesGinG™ynechocystisGspUG†nnGacWZUG
PLoSVONESG2017SGXYSGeWXbZY]X 3.7 17

1122
 heG ransT†acificG†artnershipeG™houldGWeGIqearGtheGqearIjGnommentGonGI heG ransT†acificG
†artnershipeGtsGttGpverythingGWeGqearedGforGsealthjIUGInternationalVJournalVofVHealthVPolicyVandV
ManagementSG2017SGaSGZ]ZTZ]]

2.5 3

1121 xultiplexedGtargetedGmassGspectrometryGassaysGforGprostateGcancerTassociatedGurinaryGproteinsUG
OncotargetSG2017SGcSGXWXccbTXWXcdc 3.3 7

1120
n™l—GmenchmarkGpxerciseGYWXZeGpvaluationGofG—esultsGfromGaGnombinedGnomputationalG†roteinG
oesignSGoockingSGandG™coringV—ankingGnhallengeUGJournalVofVChemicalVInformationVandVModelingSG
2016SG]aSGXWYYTZX

6.1 36

1119 °ltraTsighG—esolutionGtonGxobilityG™eparationsG°tilizingG ravelingGWavesGinGaGXZGmG™erpentineG†athG
wengthG™tructuresGforGwosslessGtonGxanipulationsGxoduleUGAnalyticalVChemistrySG2016SGccSGcd]bTa[ 7.8 100

1118 oinitrogenaseTorivenG†hotobiologicalGsydrogenG†roductionGnombatsGzxidativeG™tressGinG
nyanotheceGspUG™trainGl nnG]XX[YUGAppliedVandVEnvironmentalVMicrobiologySG2016SGcYSGbYYbTbYZ] 4.8 12

1117 qz₂zVolqTXaGlctivationG™lowsGoownG urnoverGofGtheGxajorityGofG†roteinsGinGnU´ elegansUGCellV
ReportsSG2016SGXaSGZWYcTZW[W 10.6 25

1116
 heGabundantGmarineGbacteriumG†elagibacterGsimultaneouslyGcatabolizesG
dimethylsulfoniopropionateGtoGtheGgasesGdimethylGsulfideGandGmethanethiolUGNatureVMicrobiologySG
2016SGXSGXaWa]

26.6 71

1115 nonservationGofGproteinGabundanceGpatternsGrevealsGtheGregulatoryGarchitectureGofGtheGprq—Txl†vG
pathwayUGScienceVSignalingSG2016SGdSGrsa 8.8 78

1114 oevelopmentGofGanGtonGxobilityG™pectrometryTzrbitrapGxassG™pectrometerG†latformUGAnalyticalV
ChemistrySG2016SGccSGXYX]YTXYXaW 7.8 40

1113 rreatlyGtncreasingG rappedGtonG†opulationsGforGxobilityG™eparationsG°singG ravelingGWavesGinG
™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2016SGccSGXWX[ZTXWX]W 7.8 21

1112 xobilityT™electedGtonG rappingGandGpnrichmentG°singG™tructuresGforGwosslessGtonGxanipulationsUG
AnalyticalVChemistrySG2016SGccSGXbYcTZZ 7.8 36
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1111 rlobalG†roteomicGlnalysisG—evealsGanGpxclusiveG—oleGofG hylakoidGxembranesGinGmioenergeticsGofGaG
xodelGnyanobacteriumUGMolecularVandVCellularVProteomicsSG2016SGX]SGYWYXTZY 7.6 24

1110 tntegratedG†roteogenomicGnharacterizationGofGsumanGsighTrradeG™erousGzvarianGnancerUGCellSG
2016SGXaaSGb]]Tba] 56.2 544

1109 sowGmuchGpriorityGisGgivenGtoGnutritionGandGhealthGinGtheGp°GnommonGlgriculturalG†olicyjUGFoodV
PolicySG2016SG]dSGXYTYZ 5 18

1108
nontributionsGofGimmunoaffinityGchromatographyGtoGdeepGproteomeGprofilingGofGhumanGbiofluidsUG
JournalVofVChromatographyVBzVAnalyticalVTechnologiesVinVtheVBiomedicalVandVLifeVSciencesSG2016SG
XWYXSG]bTac

3.2 34

1107 ™erpinmXG†romotesG†ancreaticG˛†GnellG†roliferationUGCellVMetabolismSG2016SGYZSGXd[TYW] 24.6 132

1106 lnGlnalysisGofGtheG™ensitivityGofG†roteogenomicGxappingGofG™omaticGxutationsGandGyovelG™plicingG
pventsGinGnancerUGMolecularVandVCellularVProteomicsSG2016SGX]SGXWaWTbX 7.6 80

1105 qreeGY]TsydroxyvitaminGoeGtmpactGofGVitaminGoGmindingG†roteinGlssaysGonG—acialTrenotypicG
lssociationsUGJournalVofVClinicalVEndocrinologyVandVMetabolismSG2016SGXWXSGYYYaTZ[ 5.6 123

1104 ™urprisingGimpactGofGremoteGgroupsGonGtheGfoldingTTunfoldingGandGdimerTchainGequilibriaGofG
bifunctionalGsTbondingGunimersUGChemicalVCommunicationsSG2016SG]YSGZbbZTa 5.8 3

1103 tntegratedGzmicsGlnalysisGofG†athogenicGsostG—esponsesGduringG†andemicGsXyXGtnfluenzaGVirusG
tnfectioneG heGnrucialG—oleGofGwipidGxetabolismUGCellVHostVandVMicrobeSG2016SGXdSGY][Taa 23.4 47

1102 ™ystematicG™urveyGofG™erineGsydrolaseGlctivityGinGxycobacteriumGtuberculosisGoefinesGnhangesG
lssociatedGwithG†ersistenceUGCellVChemicalVBiologySG2016SGYZSGYdWTYdc 8.2 44

1101  heGtmpactGofGllzheimerNsGoiseaseGonGtheGnhineseGpconomyUGEBioMedicineSG2016SG[SGXc[TdW 8.8 41

1100 xiningGtheGhumanGurineGproteomeGforGmonitoringGrenalGtransplantGinjuryUGKidneyVInternationalSG2016
SGcdSGXY[[T]Y 9.9 55

1099 ™ya††eG™implifiedGyanoproteomicsG†latformGforG—eproducibleGrlobalG†roteomicGlnalysisGofG
yanogramG†roteinG–uantitiesUGEndocrinologySG2016SGX]bSGXZWbTX[ 4.8 35

1098  heGcurrentGstateGofGtheGartGofGquantitativeGphosphoproteomicsGandGitsGapplicationsGtoGdiabetesG
researchUGExpertVReviewVofVProteomicsSG2016SGXZSG[YXTZZ 4.2 23

1097 —ecommendationsGforGtheGrenerationSG–uantificationSG™torageSGandGsandlingGofG†eptidesG°sedGforG
xassG™pectrometryTmasedGlssaysUGClinicalVChemistrySG2016SGaYSG[cTad 5.5 135

1096 —eproducibilityGofGoifferentialG†roteomicG echnologiesGinGn† lnGqractionatedG₂enograftsUGJournalV
ofVProteomeVResearchSG2016SGX]SGadXTbWa 5.6 35

1095 –uantitativeG†rofilingGofG†roteinG™TrlutathionylationG—evealsG—edoxToependentG—egulationGofG
xacrophageGqunctionGduringGyanoparticleTtnducedGzxidativeG™tressUGACSVNanoSG2016SGXWSG]Y[TZc 16.7 52

1094 °ncoveringGbiologicallyGsignificantGlipidGisomersGwithGliquidGchromatographySGionGmobilityG
spectrometryGandGmassGspectrometryUGAnalystlVTheSG2016SGX[XSGXa[dT]d 5 146

(2016-2016)
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1093  heGclinicalGimpactGofGrecentGadvancesGinGwnTx™GforGcancerGbiomarkerGdiscoveryGandGverificationUG
ExpertVReviewVofVProteomicsSG2016SGXZSGddTXX[ 4.2 37

1092 tdentifyingGlspectsGofGtheG†ostT ranscriptionalG†rogramGroverningGtheG†roteomeGofGtheGrreenGllgaG
xicromonasGpusillaUGPLoSVONESG2016SGXXSGeWX]]cZd 3.7 6

1091 lnGefficientGmethodGforGnativeGproteinGpurificationGinGtheGselectedGrangeGfromGprostateGcancerG
tissueGdigestsUGChineseVClinicalVOncologySG2016SG]SGbc 2.3 4

1090 sypothalamicGtranscriptomesGofGddGmouseGstrainsGrevealGtransGe– wGhotspotsSGsplicingG– wsGandG
novelGnonTcodingGgenesUGELifeSG2016SG]SG 8.9 26

1089 °singGtheGn† lnGlssayG†ortalGtoGtdentifyGandGtmplementGsighlyGnharacterizedG argetedG†roteomicsG
lssaysUGMethodsVinVMolecularVBiologySG2016SGX[XWSGYYZTZa 1.4 25

1088 wargeT™caleGandGoeepG–uantitativeG†roteomeG†rofilingG°singGtsobaricGwabelingGnoupledGwithG
 woToimensionalGwnTx™Vx™UGMethodsVinVMolecularVBiologySG2016SGX[XWSGYZbT[b 1.4 7

1087
nomparativeG†roteomicGlnalysisGofGoesulfotomaculumGreducensGxtTXeGtnsightsGintoGtheGxetabolicG
VersatilityGofGaGrramT†ositiveG™ulfateTGandGxetalT—educingGmacteriumUGFrontiersVinVMicrobiologySG
2016SGbSGXdX

5.7 10

1086 x†wpxeGaG—obustGandG°niversalG†rotocolGforG™ingleT™ampleGtntegrativeG†roteomicSGxetabolomicSG
andGwipidomicGlnalysesUGMSystemsSG2016SGXSG 7.6 106

1085 ldvancesGinGtargetedGproteomicsGandGapplicationsGtoGbiomedicalGresearchUGProteomicsSG2016SGXaSGYXaWTcY4.8 134

1084 ™patiallyT—esolvedG†roteomicseG—apidG–uantitativeGlnalysisGofGwaserGnaptureGxicrodissectedG
llveolarG issueG™amplesUGScientificVReportsSG2016SGaSGZdYYZ 4.9 51

1083
™queezingGofGtonG†opulationsGandG†eaksGinG ravelingGWaveGtonGxobilityG™eparationsGandG™tructuresG
forGwosslessGtonGxanipulationsG°singGnompressionG—atioGtonGxobilityG†rogrammingUGAnalyticalV
ChemistrySG2016SGccSGXXcbbTXXcc]

7.8 31

1082 ™†pTtx™Tx™eGlnGautomatedGplatformGforGsubTsixtyGsecondGsurveillanceGofGendogenousGmetabolitesG
andGxenobioticsGinGbiofluidsUGClinicalVMassVSpectrometrySG2016SGYSGXTXW 1.9 47

1081 n™l—GYWX[eGlGmenchmarkGpxerciseG°singG°npublishedGoataGfromG†harmaUGJournalVofVChemicalV
InformationVandVModelingSG2016SG]aSGXWaZTbb 6.1 72

1080 pvidenceTbasedGgreenGalgalGgenomicsGrevealsGmarineGdiversityGandGancestralGcharacteristicsGofGlandG
plantsUGBMCVGenomicsSG2016SGXbSGYab 4.5 52

1079 ™patialGtonG†eakGnompressionGandGitsG°tilityGinGtonGxobilityG™pectrometryUGJournalVofVtheVAmericanV
SocietyVforVMassVSpectrometrySG2016SGYbSGXXYcTZ] 3.5 12

1078 lG™tructuresGforGwosslessGtonGxanipulationsGO™wtxPGxoduleGforGnollisionGtnducedGoissociationUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2016SGYbSGXYc]Tc 3.5 12

1077 tonGxobilityG™eparationsGofGtsomersGbasedGuponGwongG†athGwengthG™tructuresGforGwosslessGtonG
xanipulationsGnombinedGwithGxassG™pectrometryUGChemistrySelectSG2016SGXSGYZdaTYZdd 1.8 68

1076 —esearchGandGpolicyGforGaddressingGmalnutritionGinGallGitsGformsUGObesitySG2016SGY[SGYWZY 8 9
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1075 ™imultaneousG†roteomicGoiscoveryGandG argetedGxonitoringGusingGwiquidGnhromatographySGtonG
xobilityG™pectrometrySGandGxassG™pectrometryUGMolecularVandVCellularVProteomicsSG2016SGX]SGZad[TZbW] 7.6 20

1074  heGfungalGcultivarGofGleafTcutterGantsGproducesGspecificGenzymesGinGresponseGtoGdifferentGplantG
substratesUGMolecularVEcologySG2016SGY]SG]bd]T]cW] 5.7 21

1073 †roteomeG—emodelingGinG—esponseGtoG™ulfurGwimitationGinGIG†elagibacterGubiqueIUGMSystemsSG2016SG
XSG 7.6 9

1072 lchievingGsighG—esolutionGtonGxobilityG™eparationsG°singG ravelingGWavesGinGnompactGxultiturnG
™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalVChemistrySG2016SGccSGcd[dTcd]a 7.8 39

1071
WhatGsappensGtoG†atternsGofGqoodGnonsumptionGwhenGqoodG†ricesGnhangejGpvidenceGfromGlG
™ystematicG—eviewGandGxetaTlnalysisGofGqoodG†riceGplasticitiesGrloballyUGHealthVEconomicsVgUnitedV
KingdomhSG2015SGY[SGX][cT]d

2.4 68

1070 †reservedGoylGoamageGnheckpointG†athwayG†rotectsGagainstGnomplicationsGinGwongT™tandingG
 ypeGXGoiabetesUGCellVMetabolismSG2015SGYYSGYZdT]Y 24.6 34

1069 †roteomicGanalysisGrevealsGdownTregulationGofGsurfactantGproteinGmGinGmurineGtypeGttGpneumocytesG
infectedGwithGinfluenzaGlGvirusUGVirologySG2015SG[cZSGdaTXWb 3.6 5

1068 tdentificationGofG™almonellaG yphimuriumGoeubiquitinaseG™sewG™ubstratesGbyGtmmunoaffinityG
pnrichmentGandG–uantitativeG†roteomicGlnalysisUGJournalVofVProteomeVResearchSG2015SGX[SG[WYdTZc 5.6 9

1067 zrthogonalGtnjectionGtonGqunnelGtnterfaceG†rovidingGpnhancedG†erformanceGforG™electedG—eactionG
xonitoringT ripleG–uadrupoleGxassG™pectrometryUGAnalyticalVChemistrySG2015SGcbSGbZYaTZX 7.8 10

1066 nompensatoryGtsletG—esponseGtoGtnsulinG—esistanceG—evealedGbyG–uantitativeG†roteomicsUGJournalV
ofVProteomeVResearchSG2015SGX[SGZXXXTZXYY 5.6 14

1065
wipidomicGandGproteomicGanalysisGofGnaenorhabditisGelegansGlipidGdropletsGandGidentificationGofG
ln™T[GasGaGlipidGdropletTassociatedGproteinUGBiochimicaVEtVBiophysicaVActaVmVMolecularVandVCellV
BiologyVofVLipidsSG2015SGXc]XSGXZZbT[]

5 42

1064 pnhancingGbiologicalGanalysesGwithGthreeGdimensionalGfieldGasymmetricGionGmobilitySGlowGfieldGdriftG
tubeGionGmobilityGandGmassGspectrometryGO˛…qltx™Vtx™Tx™PGseparationsUGAnalystlVTheSG2015SGX[WSGad]]TaZ 5 11

1063 °seGandGcumulationGofGevidenceGfromGmodellingGstudiesGtoGinformGpolicyGonGfoodGtaxesGandG
subsidieseGbitingGoffGmoreGthanGweGcanGchewjUGBMCVPublicVHealthSG2015SGX]SGYdb 4.1 15

1062 lnalyticalGplatformGevaluationGforGquantificationGofGp—rGinGprostateGcancerGusingGproteinGandGm—ylG
detectionGmethodsUGJournalVofVTranslationalVMedicineSG2015SGXZSG][ 8.5 21

1061 tmprovingGregulatoryGcapacityGtoGmanageGrisksGassociatedGwithGtradeGagreementsUGGlobalizationVandV
HealthSG2015SGXXSGX[ 10 21

1060 ™ynechococcusGelongatusG° p₂GYdbZSGaGfastGgrowingGcyanobacterialGchassisGforGbiosynthesisGusingG
lightGandGnzâ��UGScientificVReportsSG2015SG]SGcXZY 4.9 190

1059 oevelopmentGofGaGyewGtonGxobilityGO–uadrupolePG imeTofTqlightGxassG™pectrometerUGInternationalV
JournalVofVMassVSpectrometrySG2015SGZbbSGa]]TaaY 1.9 70

1058 WhyGfatGtaxesGwonNtGmakeGusGthinUGJournalVofVPublicVHealthSG2015SGZbSGXcTYZ 3.5 32

(2015-2016)
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1057 —ecentGimprovementsGtoGmindingGxzloeGaGresourceGforGproteinTligandGbindingGaffinitiesGandG
structuresUGNucleicVAcidsVResearchSG2015SG[ZSGo[a]Td 20.1 59

1056 —eviewSGevaluationSGandGdiscussionGofGtheGchallengesGofGmissingGvalueGimputationGforGmassG
spectrometryTbasedGlabelTfreeGglobalGproteomicsUGJournalVofVProteomeVResearchSG2015SGX[SGXddZTYWWX 5.6 141

1055 nharacterizationGofG ravelingGWaveGtonGxobilityG™eparationsGinG™tructuresGforGwosslessGtonG
xanipulationsUGAnalyticalVChemistrySG2015SGcbSGXXZWXTc 7.8 45

1054 xassG™pectrometryGforGmiomarkerGoevelopmentUGBiomarkersVinVDiseaseSG2015SGXbT[c 1

1053 †eptideTnentricG†roteomeGlnalysiseGlnGllternativeG™trategyGforGtheGlnalysisGofG andemGxassG
™pectrometryGoataUGMolecularVandVCellularVProteomicsSG2015SGX[SGYZWXTb 7.6 104

1052 nomprehensiveGquantitativeGanalysisGofGovarianGandGbreastGcancerGtumorGpeptidomesUGJournalVofV
ProteomeVResearchSG2015SGX[SG[YYTZZ 5.6 24

1051 znGtheGionizationGandGionGtransmissionGefficienciesGofGdifferentGp™tTx™GinterfacesUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2015SGYaSG]]TaY 3.5 14

1050 tnternationalGpatientsGwithinGtheGys™eGaGcaseGofGpublicGsectorGentrepreneurialismUGSocialVScienceVandV
MedicineSG2015SGXY[SGZZcT[] 5.1 17

1049 oevelopingGaGnapabilityTmasedG–uestionnaireGforGlssessingGWellTmeingGinG†atientsGwithGnhronicG
†ainUGSocialVIndicatorsVResearchSG2015SGXYWSGcdbTdXa 2.7 28

1048  heG†acificGyorthwestGyationalGwaboratoryGlibraryGofGbacterialGandGarchaealGproteomicGbiodiversityUG
ScientificVDataSG2015SGYSGX]WW[X 8.2 11

1047 tmprovedGionGopticsGforGintroductionGofGionsGintoGaGdU[T GqourierGtransformGionGcyclotronGresonanceG
massGspectrometerUGJournalVofVMassVSpectrometrySG2015SG]WSGYcWT[ 2.2 7

1046 ldvancingGunderstandingGofGmicrobialGbioenergyGconversionGprocessesGbyGactivityTbasedGproteinG
profilingUGBiotechnologyVforVBiofuelsSG2015SGcSGX]a 7.8 17

1045 pnhancingGbottomTupGandGtopTdownGproteomicGmeasurementsGwithGionGmobilityGseparationsUG
ProteomicsSG2015SGX]SGYbaaTba 4.8 45

1044 pvaluatingGxodelsGofGnelluloseGoegradationGbyGqibrobacterGsuccinogenesG™c]UGPLoSVONESG2015SGXWSGeWX[ZcWd3.7 27

1043 tonG rappingSG™torageSGandGpjectionGinG™tructuresGforGwosslessGtonGxanipulationsUGAnalyticalV
ChemistrySG2015SGcbSGaWXWTa 7.8 42

1042 lnGzptimizedGtnformaticsG†ipelineGforGxassG™pectrometryTmasedG†eptidomicsUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2015SGYaSGYWWYTc 3.5 8

1041 zYTW[TWaeG heGgrowingGmacroeconomicGburdenGofGllzheimerNsGdiseaseGinGnhinaG2015SGXXSG†XcXT†XcY

1040 tonGmanipulationsGinGstructuresGforGlosslessGionGmanipulationsGO™wtxPeGcomputationalGevaluationGofGaG
dW´°GturnGandGaGswitchUGAnalystlVTheSG2015SGX[WSGac[]T]Y 5 30
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1039 ™ensitiveGtargetedGquantificationGofGp—vGphosphorylationGdynamicsGandGstoichiometryGinGhumanG
cellsGwithoutGaffinityGenrichmentUGAnalyticalVChemistrySG2015SGcbSGXXWZTXW 7.8 28

1038 —ectangularGionGfunneleGaGnewGionGfunnelGinterfaceGforGstructuresGforGlosslessGionGmanipulationsUG
AnalyticalVChemistrySG2015SGcbSGbXaTYY 7.8 15

1037 nhangesGinGproteinGexpressionGacrossGlaboratoryGandGfieldGexperimentsGinGreobacterGbemidjiensisUG
JournalVofVProteomeVResearchSG2015SGX[SGXZaXTb] 5.6 13

1036
pnrichmentGandGmroadG—epresentationGofG†lantGmiomassToegradingGpnzymesGinGtheG™pecializedG
syphalG™wellingsGofGweucoagaricusGgongylophorusSGtheGqungalG™ymbiontGofGweafTnutterGlntsUGPLoSV
ONESG2015SGXWSGeWXZ[b]Y

3.7 19

1035 lccountingGforGpopulationGvariationGinGtargetedGproteomicsUGJournalVofVProteomeVResearchSG2014SG
XZSGZYXTZ 5.6 3

1034 zrganelleTspecificGactivityTbasedGproteinGprofilingGinGlivingGcellsUGAngewandteVChemieVmVInternationalV
EditionSG2014SG]ZSGYdXdTYY 16.4 33

1033 oifferentialGionGmobilityGseparationsGinGupGtoGXWWLGheliumGusingGmicrochipsUGJournalVofVtheVAmericanV
SocietyVforVMassVSpectrometrySG2014SGY]SG[cWTd 3.5 26

1032 lGhighlyGsensitiveGtargetedGmassGspectrometricGassayGforGquantificationGofGlr—YGproteinGinGhumanG
urineGandGserumUGJournalVofVProteomeVResearchSG2014SGXZSGcb]TcY 5.6 51

1031 †roteomicGidentificationGandGquantificationGofG™TglutathionylationGinGmouseGmacrophagesGusingG
resinTassistedGenrichmentGandGisobaricGlabelingUGFreeVRadicalVBiologyVandVMedicineSG2014SGabSG[aWTbW 7.8 74

1030 tmprovingGionGmobilityGmeasurementGsensitivityGbyGutilizingGheliumGinGanGionGfunnelGtrapUGAnalyticalV
ChemistrySG2014SGcaSG]Yd]Td 7.8 17

1029 —esinTassistedGenrichmentGofGthiolsGasGaGgeneralGstrategyGforGproteomicGprofilingGofGcysteineTbasedG
reversibleGmodificationsUGNatureVProtocolsSG2014SGdSGa[Tb] 18.8 108

1028
xicroscaleGdepletionGofGhighGabundanceGproteinsGinGhumanGbiofluidsGusingGtgβX[GimmunoaffinityG
resineGanalysisGofGhumanGplasmaGandGcerebrospinalGfluidUGAnalyticalVandVBioanalyticalVChemistrySG2014
SG[WaSGbXXbTY]

4.4 10

1027 ™imulationGofGelectricGpotentialsGandGionGmotionGinGplanarGelectrodeGstructuresGforGlosslessGionG
manipulationsGO™wtxPUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2014SGY]SGXcdWTa 3.5 41

1026
wnTx™GproteomicsGanalysisGofGtheGinsulinVtrqTXTdeficientGnaenorhabditisGelegansGdafTYOeXZbWPG
mutantGrevealsGextensiveGrestructuringGofGintermediaryGmetabolismUGJournalVofVProteomeVResearchSG
2014SGXZSGXdZcT]a

5.6 44

1025 pxpeditingG™—xGassayGdevelopmentGforGlargeTscaleGtargetedGproteomicsGexperimentsUGJournalVofV
ProteomeVResearchSG2014SGXZSG[[bdTcb 5.6 25

1024 sighGsensitivityGcombinedGwithGextendedGstructuralGcoverageGofGlabileGcompoundsGviaG
nanoelectrosprayGionizationGatGsubambientGpressuresUGAnalyticalVChemistrySG2014SGcaSGd]W[TXX 7.8 10

1023  heGsuccinatedGproteomeUGMassVSpectrometryVReviewsSG2014SGZZSGdcTXWd 11 50

1022 lutomatedGdataGextractionGfromGinGsituGproteinTstableGisotopeGprobingGstudiesUGJournalVofVProteomeV
ResearchSG2014SGXZSGXYWWTXW 5.6 14

(2014-2015)
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1021 wiveGcellGchemicalGprofilingGofGtemporalGredoxGdynamicsGinGaGphotoautotrophicGcyanobacteriumUGACSV
ChemicalVBiologySG2014SGdSGYdXTZWW 4.9 29

1020
†olysialylatedGyTglycansGidentifiedGinGhumanGserumGthroughGcombinedGdevelopmentsGinGsampleG
preparationSGseparationsSGandGelectrosprayGionizationTmassGspectrometryUGAnalyticalVChemistrySG
2014SGcaSGcbWWTXW

7.8 18

1019 qastGandGaccurateGdatabaseGsearchesGwithGx™TrqR†ercolatorUGJournalVofVProteomeVResearchSG2014SG
XZSGcdWTb 5.6 62

1018 tschemiaGinGtumorsGinducesGearlyGandGsustainedGphosphorylationGchangesGinGstressGkinaseGpathwaysG
butGdoesGnotGaffectGglobalGproteinGlevelsUGMolecularVandVCellularVProteomicsSG2014SGXZSGXadWTbW[ 7.6 239

1017 mrainGinsulinGlowersGcirculatingGmnllGlevelsGbyGinducingGhepaticGmnllGcatabolismUGCellVMetabolismSG
2014SGYWSGcdcTdWd 24.6 90

1016 xobilityTresolvedGionGselectionGinGuniformGdriftGfieldGionGmobilityGspectrometryVmassGspectrometryeG
dynamicGswitchingGinGstructuresGforGlosslessGionGmanipulationsUGAnalyticalVChemistrySG2014SGcaSGdaZYTb 7.8 40

1015 nharacterizationGofGionGdynamicsGinGstructuresGforGlosslessGionGmanipulationsUGAnalyticalVChemistrySG
2014SGcaSGdXaYTc 7.8 51

1014 tmplementationGofGdipolarGresonantGexcitationGforGcollisionGinducedGdissociationGwithGionG
mobilityVtimeTofTflightGx™UGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2014SGY]SG]aZTbX 3.5 4

1013 sonoringGorUGueanGsUGqutrellUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2014SGY]SGaddTbWX 3.5

1012 tmprovingGtheGsensitivityGofGmassGspectrometryGbyGusingGaGnewGsheathGflowGelectrosprayGemitterG
arrayGatGsubambientGpressuresUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2014SGY]SGYWYcTZb3.5 15

1011 oetectingGandGremovingGdataGartifactsGinGsadamardGtransformGionGmobilityTmassGspectrometryG
measurementsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2014SGY]SGYWYWTYWYb 3.5 37

1010 rly–Tt–eGglycomicsGquintavariateTinformedGquantificationGwithGhighTperformanceGcomputingGandG
rlycorridG[oGvisualizationUGAnalyticalVChemistrySG2014SGcaSGaYacTba 7.8 9

1009 pxperimentalGevaluationGandGoptimizationGofGstructuresGforGlosslessGionGmanipulationsGforGionG
mobilityGspectrometryGwithGtimeTofTflightGmassGspectrometryUGAnalyticalVChemistrySG2014SGcaSGdXadTba 7.8 73

1008 –uantitativeGanalysisGofGhumanGsalivaryGglandTderivedGintactGproteomeGusingGtopTdownGmassG
spectrometryUGProteomicsSG2014SGX[SGXYXXTYY 4.8 34

1007 †roteomicGprofilesGofGfiveGstrainsGofGoxygenicGphotosyntheticGcyanobacteriaGofGtheGgenusG
nyanotheceUGJournalVofVProteomeVResearchSG2014SGXZSGZYaYTba 5.6 10

1006  heGidentificationGofGnovelGpotentialGinjuryGmechanismsGandGcandidateGbiomarkersGinGrenalGallograftG
rejectionGbyGquantitativeGproteomicsUGMolecularVandVCellularVProteomicsSG2014SGXZSGaYXTZX 7.6 61

1005  heGproteomeGandGphosphoproteomeGofGyeurosporaGcrassaGinGresponseGtoGcelluloseSGsucroseGandG
carbonGstarvationUGFungalVGeneticsVandVBiologySG2014SGbYSGYXTZZ 3.9 60

1004 ™ignaturesGforGmassGspectrometryGdataGqualityUGJournalVofVProteomeVResearchSG2014SGXZSGYYX]TYY 5.6 14
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1003 †erturbationsGinGtheGurinaryGexosomeGinGtransplantGrejectionUGFrontiersVinVMedicineSG2014SGXSG]b 4.9 33

1002 †roteomicGanalysisGofGsalivaGinGstVTpositiveGheroinGaddictsGrevealsGproteinsGcorrelatedGwithG
cognitionUGPLoSVONESG2014SGdSGecdZaa 3.7 18

1001 sighGandGlowGdosesGofGionizingGradiationGinduceGdifferentGsecretomeGprofilesGinGaGhumanGskinGmodelUG
PLoSVONESG2014SGdSGedYZZY 3.7 9

1000 nharacterizationGofGproteinGredoxGdynamicsGinducedGduringGlightTtoTdarkGtransitionsGandGnutrientG
limitationGinGcyanobacteriaUGFrontiersVinVMicrobiologySG2014SG]SGZY] 5.7 23

999 †athogenicGinfluenzaGvirusesGandGcoronavirusesGutilizeGsimilarGandGcontrastingGapproachesGtoG
controlGinterferonTstimulatedGgeneGresponsesUGMBioSG2014SG]SGeWXXb[TX[ 7.8 199

998 †roteomicGapproachesGforGsiteTspecificGzTrlcylcylationGanalysisUGBioanalysisSG2014SGaSGY]bXTcW 2.1 9

997 †roteomeTwideGlightVdarkGmodulationGofGthiolGoxidationGinGcyanobacteriaGrevealedGbyGquantitativeG
siteTspecificGredoxGproteomicsUGMolecularVandVCellularVProteomicsSG2014SGXZSGZYbWTc] 7.6 60

996 slxT]GfunctionsGasGaGxl†GkinaseGscaffoldGduringGcellGfusionGinGyeurosporaGcrassaUGPLoSVGeneticsSG
2014SGXWSGeXWW[bcZ 6 57

995 xetabolicGreprogrammingGduringGpurineGstressGinGtheGprotozoanGpathogenGweishmaniaGdonovaniUG
PLoSVPathogensSG2014SGXWSGeXWWZdZc 7.6 50

994 oetectingGdifferentialGproteinGexpressionGinGlargeTscaleGpopulationGproteomicsUGBioinformaticsSG2014
SGZWSGYb[XTa 7.2 13

993 lGcomprehensiveGcollectionGofGsystemsGbiologyGdataGcharacterizingGtheGhostGresponseGtoGviralG
infectionUGScientificVDataSG2014SGXSGX[WWZZ 8.2 35

992 mayesianG†roteoformGxodelingGtmprovesG†roteinG–uantificationGofGrlobalG†roteomicG
xeasurementsUGMolecularVandVCellularVProteomicsSG2014SG 7.6 3

991  heGfungusGgardensGofGleafTcutterGantsGundergoGaGdistinctGphysiologicalGtransitionGduringGbiomassG
degradationUGEnvironmentalVMicrobiologyVReportsSG2014SGaSGZcdTd] 3.7 16

990 mayesianGproteoformGmodelingGimprovesGproteinGquantificationGofGglobalGproteomicG
measurementsUGMolecularVandVCellularVProteomicsSG2014SGXZSGZaZdT[a 7.6 29

989 †roteogenomicGstrategiesGforGidentificationGofGaberrantGcancerGpeptidesGusingGlargeTscaleG
nextTgenerationGsequencingGdataUGProteomicsSG2014SGX[SGYbXdTZW 4.8 47

988 n† lnGlssayG†ortaleGaGrepositoryGofGtargetedGproteomicGassaysUGNatureVMethodsSG2014SGXXSGbWZT[ 21.6 113

987 ldvancingGtheGhighGthroughputGidentificationGofGliverGfibrosisGproteinGsignaturesGusingGmultiplexedG
ionGmobilityGspectrometryUGMolecularVandVCellularVProteomicsSG2014SGXZSGXXXdTYb 7.6 43

986  ranscriptomicGandGproteomicGdynamicsGinGtheGmetabolismGofGaGdiazotrophicGcyanobacteriumSG
nyanotheceGspUG†nnGbcYYGduringGaGdiurnalGlightTdarkGcycleUGBMCVGenomicsSG2014SGX]SGXXc] 4.5 15

(2014-2014)
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985 †roteinGandGmicro—ylGbiomarkersGfromGlavageSGurineSGandGserumGinGmilitaryGpersonnelGevaluatedGforG
dyspneaUGBMCVMedicalVGenomicsSG2014SGbSG]c 3.7 12

984 †hosphateTcontainingGpolyethyleneGglycolGpolymersGpreventGlethalGsepsisGbyGmultidrugTresistantG
pathogensUGAntimicrobialVAgentsVandVChemotherapySG2014SG]cSGdaaTbb 5.9 47

983 lGmethodGtoGdetermineGlysineGacetylationGstoichiometriesUGInternationalVJournalVofVProteomicsSG2014
SGYWX[SGbZWbY] 29

982 lntibodyTindependentGtargetedGquantificationGofG x†—™™YTp—rGfusionGproteinGproductsGinG
prostateGcancerUGMolecularVOncologySG2014SGcSGXXadTcW 7.9 20

981 †icoelectrosprayGionizationGmassGspectrometryGusingGnarrowTboreGchemicallyGetchedGemittersUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2014SGY]SGZWTa 3.5 47

980 nharacterizationGofGindividualGmouseGcerebrospinalGfluidGproteomesUGProteomicsSG2014SGX[SGXXWYTa 4.8 24

979 nytomegalovirusGppa]GlimitsGdisseminationGbutGisGdispensableGforGpersistenceUGJournalVofVClinicalV
InvestigationSG2014SGXY[SGXdYcT[[ 15.9 26

978
tmplicationsGforGtheGys™GofGinwardGandGoutwardGmedicalGtourismeGaGpolicyGandGeconomicGanalysisG
usingGliteratureGreviewGandGmixedTmethodsGapproachesUGHealthVServicesVandVDeliveryVResearchSG2014
SGYSGXTYZ[

1.5 35

977 xassG™pectrometryGforGmiomarkerGoevelopmentG2014SGXTY]

976  heGeconomicGimpactGofGsXyXGonGxexicoNsGtouristGandGporkGsectorsUGHealthVEconomicsVgUnitedV
KingdomhSG2013SGYYSGcY[TZ[ 2.4 93

975 †roteinGcoTexpressionGnetworkGanalysisGO†ronoylPUGJournalVofVClinicalVBioinformaticsSG2013SGZSGXX 20

974 xixedTisotopeGlabelingGwithGwnTtx™Tx™GforGcharacterizationGofGproteinTproteinGinteractionsGbyG
chemicalGcrossTlinkingUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2013SGY[SG[[[Td 3.5 23

973 xultilligneGaGmultipleGwnTx™GanalysisGtoolGforGtargetedGomicsGanalysisUGBMCVBioinformaticsSG2013SGX[SG[d 3.6 23

972 nontrolledGdispensingGandGmixingGofGpicoTGtoGnanoliterGvolumesGusingGonTdemandGdropletTbasedG
microfluidicsUGMicrofluidicsVandVNanofluidicsSG2013SGX]SGXXbTXYa 2.8 34

971  raumaTassociatedGhumanGneutrophilGalterationsGrevealedGbyGcomparativeGproteomicsGprofilingUG
ProteomicsVmVClinicalVApplicationsSG2013SGbSG]bXTcZ 3.1 16

970 wongTgradientGseparationsGcoupledGwithGselectedGreactionGmonitoringGforGhighlyGsensitiveSGlargeG
scaleGtargetedGproteinGquantificationGinGaGsingleGanalysisUGAnalyticalVChemistrySG2013SGc]SGdXdaTYWZ 7.8 37

969 lctivatedGnlp†GkillsGpersistersGandGeradicatesGaGchronicGbiofilmGinfectionUGNatureSG2013SG]WZSGZa]TbW 50.4 451

968 wnTtx™Tx™GqeatureGqindereGdetectingGmultidimensionalGliquidGchromatographySGionGmobilityGandG
massGspectrometryGfeaturesGinGcomplexGdatasetsUGBioinformaticsSG2013SGYdSGYcW[T] 7.2 30
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967 napillaryGisotachophoresisTnanoelectrosprayGionizationTselectedGreactionGmonitoringGx™GviaGaGnovelG
sheathlessGinterfaceGforGhighGsensitivityGsampleGquantificationUGAnalyticalVChemistrySG2013SGc]SGbZWcTX] 7.8 39

966 ™pecificGmutationsGinGs]yXGmainlyGimpactGtheGmagnitudeGandGvelocityGofGtheGhostGresponseGinGmiceUG
BMCVSystemsVBiologySG2013SGbSGad 3.5 17

965 lpproachGtoGcerebrospinalGfluidGOn™qPGbiomarkerGdiscoveryGandGevaluationGinGstVGinfectionUGJournalV
ofVNeuroImmuneVPharmacologySG2013SGcSGXX[bT]c 6.9 35

964  heGimportanceGofGhealthGcoTbenefitsGinGmacroeconomicGassessmentsGofG°vGrreenhouseGrasG
emissionGreductionGstrategiesUGClimaticVChangeSG2013SGXYXSGYYZTYZb 4.5 32

963 xacroeconomicGimpactGofGpandemicGinfluenzaGandGassociatedGpoliciesGinG hailandSG™outhGlfricaGandG
°gandaUGInfluenzaVandVOtherVRespiratoryVVirusesSG2013SGbG™upplGYSGa[TbX 5.6 9

962 lminoGacidGtreatmentGenhancesGproteinGrecoveryGfromGsedimentGandGsoilsGforGmetaproteomicG
studiesUGProteomicsSG2013SGXZSGYbbaTc] 4.8 17

961 weucoagaricusGgongylophorusGproducesGdiverseGenzymesGforGtheGdegradationGofGrecalcitrantGplantG
polymersGinGleafTcutterGantGfungusGgardensUGAppliedVandVEnvironmentalVMicrobiologySG2013SGbdSGZbbWTc 4.8 75

960 lctivityTbasedGproteinGprofilingGofGsecretedGcellulolyticGenzymeGactivityGdynamicsGinG richodermaG
reeseiG–xaaSGyrX[SGandG—° TnZWUGMolecularVBioSystemsSG2013SGdSGYddYTZWWW 12

959
 opTdownGproteomicsGrevealsGaGuniqueGproteinG™TthiolationGswitchGinG™almonellaG yphimuriumGinG
responseGtoGinfectionTlikeGconditionsUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedV
StatesVofVAmericaSG2013SGXXWSGXWX]ZTc

11.5 119

958 sighTdefinitionGdifferentialGionGmobilityGspectrometryGwithGresolvingGpowerGupGtoG]WWUGJournalVofV
theVAmericanVSocietyVforVMassVSpectrometrySG2013SGY[SGXWdTX[ 3.5 62

957 ™ p†™eGaGgridGsearchGmethodologyGforGoptimizedGpeptideGidentificationGfilteringGofGx™Vx™GdatabaseG
searchGresultsUGProteomicsSG2013SGXZSGbaaTbW 4.8 12

956
†roteomeGanalysesGofGstrainsGl nnG]XX[YGandG†nnGbcYYGofGtheGdiazotrophicGcyanobacteriumG
nyanotheceGspUGunderGcultureGconditionsGresultingGinGenhancedGsâ��GproductionUGAppliedVandV
EnvironmentalVMicrobiologySG2013SGbdSGXWbWTb

4.8 23

955
tmpactGofGalgZGgeneGdeletionGonGgrowthSGdevelopmentSGpigmentGproductionSGproteinGsecretionSGandG
functionsGofGrecombinantG richodermaGreeseiGcellobiohydrolasesGinGlspergillusGnigerUGFungalV
GeneticsVandVBiologySG2013SGaXSGXYWTZY

3.9 20

954
–uantitativeGsiteTspecificGreactivityGprofilingGofG™TnitrosylationGinGmouseGskeletalGmuscleGusingG
cysteinylGpeptideGenrichmentGcoupledGwithGmassGspectrometryUGFreeVRadicalVBiologyVandVMedicineSG
2013SG]bSGacTbc

7.8 53

953 rlobalGhealthGprioritiesGandGresearchGfundingUGLancetVInfectiousVDiseaseslVTheSG2013SGXZSGa]Z 25.5 1

952 tdentificationGofGwidespreadGadenosineGnucleotideGbindingGinGxycobacteriumGtuberculosisUG
ChemistryVandVBiologySG2013SGYWSGXYZTZZ 37

951 ™ourcesGofGtechnicalGvariabilityGinGquantitativeGwnTx™GproteomicseGhumanGbrainGtissueGsampleG
analysisUGJournalVofVProteomeVResearchSG2013SGXYSGYXYcTZb 5.6 118

950 lGcomparativeGanalysisGofGcomputationalGapproachesGtoGrelativeGproteinGquantificationGusingG
peptideGpeakGintensitiesGinGlabelTfreeGwnTx™GproteomicsGexperimentsUGProteomicsSG2013SGXZSG[dZT]WZ 4.8 60
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949 renomicGresponsesGinGmouseGmodelsGpoorlyGmimicGhumanGinflammatoryGdiseasesUGProceedingsVofV
theVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2013SGXXWSGZ]WbTXY 11.5 2076

948 lGmultiTomicGsystemsGapproachGtoGelucidatingGβersiniaGvirulenceGmechanismsUGMolecularVBioSystemsSG
2013SGdSG[[T][ 26

947 ™tudyingG™almonellaeGandGβersiniaeGhostTpathogenGinteractionsGusingGintegratedGNomicsGandG
modelingUGCurrentVTopicsVinVMicrobiologyVandVImmunologySG2013SGZaZSGYXT[X 3.3 10

946 ™almonellaGmodulatesGmetabolismGduringGgrowthGunderGconditionsGthatGinduceGexpressionGofG
virulenceGgenesUGMolecularVBioSystemsSG2013SGdSGX]YYTZ[ 38

945 pvaluationGofGselectedGbindingGdomainsGforGtheGanalysisGofGubiquitinatedGproteomesUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2013SGY[SGXYX[TYZ 3.5 6

944  argetedGquantificationGofGlowGngVmwGlevelGproteinsGinGhumanGserumGwithoutGimmunoaffinityG
depletionUGJournalVofVProteomeVResearchSG2013SGXYSGZZ]ZTaX 5.6 62

943 ™eparationGofGproteinGconformersGbyGdifferentialGionGmobilityGinGhydrogenTrichGgasesUGAnalyticalV
ChemistrySG2013SGc]SGadabTbZ 7.8 25

942 —esinTassistedGenrichmentGofGyTterminalGpeptidesGforGcharacterizingGproteolyticGprocessingUG
AnalyticalVChemistrySG2013SGc]SGacYaTZY 7.8 20

941 sighTresolutionGdifferentialGionGmobilityGspectrometryGofGaGproteinUGAnalyticalVChemistrySG2013SGc]SGXWTZ 7.8 30

940
 heGuseGofGenhancedGrecoveryGafterGsurgeryGOp—l™PGprinciplesGinG™cottishGorthopaedicGunitsTTanG
implementationGandGfollowTupGatGXGyearSGYWXWTYWXXeGaGreportGfromGtheGxusculoskeletalGluditSG
™cotlandUGArchivesVofVOrthopaedicVandVTraumaVSurgerySG2013SGXZZSGXXbTY[

3.6 55

939 tncreasingGnonfidenceGofGwnTx™GtdentificationsGbyG°tilizingGtonGxobilityG™pectrometryUGInternationalV
JournalVofVMassVSpectrometrySG2013SGZ][TZ]]SGZXYTZXb 1.9 23

938 tnTsourceGfragmentationGandGtheGsourcesGofGpartiallyGtrypticGpeptidesGinGshotgunGproteomicsUG
JournalVofVProteomeVResearchSG2013SGXYSGdXWTa 5.6 38

937
†roteomicGandGtranscriptomicGanalysesGofGInandidatusG†elagibacterGubiqueIGdescribeGtheGfirstG
†ttTindependentGresponseGtoGnitrogenGlimitationGinGaGfreeTlivingGllphaproteobacteriumUGMBioSG2013SG
[SGeWWXZZTXY

7.8 37

936 xechanismsGofGsevereGacuteGrespiratoryGsyndromeGcoronavirusTinducedGacuteGlungGinjuryUGMBioSG
2013SG[SG 7.8 204

935 °nderstandingGandGmanagingGzoonoticGriskGinGtheGnewGlivestockGindustriesUGEnvironmentalVHealthV
PerspectivesSG2013SGXYXSGcbZTb 8.4 39

934 oeterminationGofGburnGpatientGoutcomeGbyGlargeTscaleGquantitativeGdiscoveryGproteomicsUGCriticalV
CareVMedicineSG2013SG[XSGX[YXTZ[ 1.4 40

933  heGgenomeGorganizationGofG hermotogaGmaritimaGreflectsGitsGlifestyleUGPLoSVGeneticsSG2013SGdSGeXWWZ[c]6 31

932 oisparateGproteomeGresponsesGofGpathogenicGandGnonpathogenicGaspergilliGtoGhumanGserumG
measuredGbyGactivityTbasedGproteinGprofilingGOlm††PUGMolecularVandVCellularVProteomicsSG2013SGXYSGXbdXTcW]7.6 6
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931 ™erumGproteomicsGrevealsGsystemicGdysregulationGofGinnateGimmunityGinGtypeGXGdiabetesUGJournalVofV
ExperimentalVMedicineSG2013SGYXWSGXdXTYWZ 16.6 63

930 nomparativeGphosphoproteomicsGrevealsGcomponentsGofGhostGcellGinvasionGandGpostTtranscriptionalG
regulationGduringGqrancisellaGinfectionUGMolecularVandVCellularVProteomicsSG2013SGXYSGZYdbTZWd 7.6 17

929 —ylGtypeGtttGsecretionGsignalsGthatGrequireGsfqUGJournalVofVBacteriologySG2013SGXd]SGYXXdTY] 3.5 16

928 —educedGinsulinVinsulinTlikeGgrowthGfactorTXGsignalingGandGdietaryGrestrictionGinhibitGtranslationGbutG
preserveGmuscleGmassGinGnaenorhabditisGelegansUGMolecularVandVCellularVProteomicsSG2013SGXYSGZaY[TZd 7.6 63

927 nonnectingGgenomicGalterationsGtoGcancerGbiologyGwithGproteomicseGtheGyntGnlinicalG†roteomicG
 umorGlnalysisGnonsortiumUGCancerVDiscoverySG2013SGZSGXXWcTXY 24.4 162

926 —eleaseGofGsevereGacuteGrespiratoryGsyndromeGcoronavirusGnuclearGimportGblockGenhancesGhostG
transcriptionGinGhumanGlungGcellsUGJournalVofVVirologySG2013SGcbSGZcc]TdWY 6.6 97

925
xacroeconomicGimpactGofGaGmildGinfluenzaGpandemicGandGassociatedGpoliciesGinG hailandSG™outhG
lfricaGandG°gandaeGaGcomputableGgeneralGequilibriumGanalysisUGInfluenzaVandVOtherVRespiratoryV
VirusesSG2013SGbSGX[WWTc

5.6 11

924 xultiTomicGdataGintegrationGlinksGdeletedGinGbreastGcancerGXGOomnXPGdegradationGtoGchromatinG
remodelingGinGinflammatoryGresponseUGMolecularVandVCellularVProteomicsSG2013SGXYSGYXZaT[b 7.6 3

923 nostTeffectivenessGofGpointTofTcareGnTreactiveGproteinGtestingGtoGinformGantibioticGprescribingG
decisionsUGBritishVJournalVofVGeneralVPracticeSG2013SGaZSGe[a]TbX 1.6 53

922 †ushingGtheGqrontierGofGsighToefinitionGtonGxobilityG™pectrometryG°singGqltx™UGMassVSpectrometrySG
2013SGYSG™WWXX 1.7 7

921 lssigningGquantitativeGfunctionGtoGpostTtranslationalGmodificationsGrevealsGmultipleGsitesGofG
phosphorylationGthatGtuneGyeastGpheromoneGsignalingGoutputUGPLoSVONESG2013SGcSGe]a][[ 3.7 3

920 rrayGmatterGisGtargetedGinGfirstTattackGmultipleGsclerosisUGPLoSVONESG2013SGcSGeaaXXb 3.7 31

919 lGxultiTzmicGViewGofGsostT†athogenTnommensalGtnterplayGinG™almonellaTxediatedGtntestinalG
tnfectionUGPLoSVONESG2013SGcSGeabX]] 3.7 65

918 lGnetworkGintegrationGapproachGtoGpredictGconservedGregulatorsGrelatedGtoGpathogenicityGofG
influenzaGandG™l—™TnoVGrespiratoryGvirusesUGPLoSVONESG2013SGcSGeadZb[ 3.7 54

917 –uantitativeGphosphoproteomicsGidentifiesGfilaggrinGandGotherGtargetsGofGionizingGradiationGinGaG
humanGskinGmodelUGExperimentalVDermatologySG2012SGYXSGZ]YTb 4 16

916
lGreversedTphaseGcapillaryGultraTperformanceGliquidGchromatographyTmassGspectrometryGO°†wnTx™PG
methodGforGcomprehensiveGtopTdownVbottomTupGlipidGprofilingUGAnalyticalVandVBioanalyticalV
ChemistrySG2012SG[WYSGYdYZTZZ

4.4 78

915 nomparisonGofGnhloroflexusGaurantiacusGstrainGuTXWTflGproteomesGofGcellsGgrownG
chemoheterotrophicallyGandGphotoheterotrophicallyUGPhotosynthesisVResearchSG2012SGXXWSGX]ZTac 3.7 16

914 lGsystematicGanalysisGofGaGdeepGmouseGepididymalGspermGproteomeUGBiologyVofVReproductionSG2012SG
cbSGX[X 3.9 31
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913 ™uiteGofGactivityTbasedGprobesGforGcelluloseTdegradingGenzymesUGJournalVofVtheVAmericanVChemicalV
SocietySG2012SGXZ[SGYW]YXTZY 16.4 52

912 oynamicGproteomeGanalysisGofGnyanotheceGspUGl nnG]XX[YGunderGconstantGlightUGJournalVofV
ProteomeVResearchSG2012SGXXSGaWdTXd 5.6 16

911 pnhancedGtopTdownGcharacterizationGofGhistoneGpostTtranslationalGmodificationsUGGenomeVBiologySG
2012SGXZSG—ca 18.3 105

910 lGconceptualGapproachGforGq Ttn—GcellGharmonizationGutilizingGexternalGshimGelectrodesUG
InternationalVJournalVofVMassVSpectrometrySG2012SGZY]TZYbSG[]T]W 1.9 15

909 xassGspectrometryGforGtranslationalGproteomicseGprogressGandGclinicalGimplicationsUGGenomeV
MedicineSG2012SG[SGaZ 14.4 59

908 oiscoveryGofGnovelGglucoseTregulatedGproteinsGinGisolatedGhumanGpancreaticGisletsGusingG
wnTx™Vx™TbasedGproteomicsUGJournalVofVProteomeVResearchSG2012SGXXSGZ]YWTZY 5.6 48

907 tonGmobilityGseparationGofGvariantGhistoneGtailsGextendingGtoGtheGImiddleTdownIGrangeUGAnalyticalV
ChemistrySG2012SGc[SG[YbXTa 7.8 39

906 tmprovingGyTglycanGcoverageGusingGs†wnTx™GwithGelectrosprayGionizationGatGsubambientGpressureUG
AnalyticalVChemistrySG2012SGc[SGdYWcTXZ 7.8 12

905 †roteinGanalysesGusingGdifferentialGionGmobilityGmicrochipsGwithGmassGspectrometryUGAnalyticalV
ChemistrySG2012SGc[SGbYdbTZWW 7.8 18

904 sighTpsGreversedTphaseGchromatographyGwithGfractionGconcatenationGforGYoGproteomicGanalysisUG
ExpertVReviewVofVProteomicsSG2012SGdSGXYdTZ[ 4.2 189

903 wabelTfreeGquantitativeGwnTx™GproteomicsGofGllzheimerNsGdiseaseGandGnormallyGagedGhumanGbrainsUG
JournalVofVProteomeVResearchSG2012SGXXSGZW]ZTab 5.6 104

902 ™eparationGofGvariantGmethylatedGhistoneGtailsGbyGdifferentialGionGmobilityUGAnalyticalVChemistrySG
2012SGc[SGaZXbTYW 7.8 40

901 °ltrasensitiveGsampleGquantitationGviaGselectedGreactionGmonitoringGusingGnt †VnμpTp™tTtripleG
quadrupoleGx™UGAnalyticalVChemistrySG2012SGc[SGXWZd]T[WZ 7.8 32

900 qullyGautomatedGmultifunctionalGultrahighGpressureGliquidGchromatographyGsystemGforGadvancedG
proteomeGanalysesUGJournalVofVProteomeVResearchSG2012SGXXSG[ZbZTcX 5.6 16

899 †roteomicGanalysisGofGbronchoalveolarGlavageGfluidGproteinsGfromGmiceGinfectedGwithGqrancisellaG
tularensisGsspUGnovicidaUGJournalVofVProteomeVResearchSG2012SGXXSGZadWTbWZ 5.6 7

898 tgβX[GandG™uperxixGimmunoaffinityGseparationsGcoupledGwithGliquidGchromatographyTmassG
spectrometryGforGhumanGplasmaGproteomicsGbiomarkerGdiscoveryUGMethodsSG2012SG]aSGY[aT]Z 4.6 48

897 lnalysisGofGserumGtotalGandGfreeG†™lGusingGimmunoaffinityGdepletionGcoupledGtoG™—xeGcorrelationG
withGclinicalGimmunoassayGtestsUGJournalVofVProteomicsSG2012SGb]SG[b[bT]b 3.9 42

896 yewGandGimprovedGproteomicsGtechnologiesGforGunderstandingGcomplexGbiologicalGsystemseG
addressingGaGgrandGchallengeGinGtheGlifeGsciencesUGProteomicsSG2012SGXYSGYbbZTcZ 4.8 49
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895 lGreviewGofGtheGhealthGandGeconomicGimplicationsGofGpatentGprotectionSGwithGaGspecificGfocusGonG
 hailandUGHealthVResearchVPolicyVandVSystemsSG2012SGXWSGY[ 3.7 4

894  heGcerebrospinalGfluidGproteomeGinGstVGinfectioneGchangeGassociatedGwithGdiseaseGseverityUGClinicalV
ProteomicsSG2012SGdSGZ 5 24

893
oetectionGandGidentificationGofGhemeGcTmodifiedGpeptidesGbyGhistidineGaffinityGchromatographySG
highTperformanceGliquidGchromatographyTmassGspectrometrySGandGdatabaseGsearchingUGJournalVofV
ProteomeVResearchSG2012SGXXSGaX[bT]c

5.6 6

892 xassGspectrometryTbasedGproteomicseGexistingGcapabilitiesGandGfutureGdirectionsUGChemicalVSocietyV
ReviewsSG2012SG[XSGZdXYTYc 58.5 277

891 xappingGyTlinkedGglycosylationGsitesGinGtheGsecretomeGandGwholeGcellsGofGlspergillusGnigerGusingG
hydrazideGchemistryGandGmassGspectrometryUGJournalVofVProteomeVResearchSG2012SGXXSGX[ZT]a 5.6 53

890 ldvancedGproteomicGliquidGchromatographyUGJournalVofVChromatographyVASG2012SGXYaXSGbcTdW 4.5 59

889 tnGsilicoGmethodGforGmodellingGmetabolismGandGgeneGproductGexpressionGatGgenomeGscaleUGNatureV
CommunicationsSG2012SGZSGdYd 17.4 194

888 nerebrospinalGfluidGproteomeGofGpatientsGwithGacuteGwymeGdiseaseUGJournalVofVProteomeVResearchSG
2012SGXXSG[cX[TYY 5.6 12

887 ™impleGsodiumGdodecylGsulfateTassistedGsampleGpreparationGmethodGforGwnTx™TbasedGproteomicsG
applicationsUGAnalyticalVChemistrySG2012SGc[SGYcaYTb 7.8 63

886 yormalizationGandGmissingGvalueGimputationGforGlabelTfreeGwnTx™GanalysisUGBMCVBioinformaticsSG2012
SGXZG™upplGXaSG™] 3.6 187

885 nomparativeGomicsTdrivenGgenomeGannotationGrefinementeGapplicationGacrossGβersiniaeUGPLoSVONESG
2012SGbSGeZZdWZ 3.7 26

884 ldvancingGtheGsensitivityGofGselectedGreactionGmonitoringTbasedGtargetedGquantitativeGproteomicsUG
ProteomicsSG2012SGXYSGXWb[TdY 4.8 170

883
tmprovingGcollisionGinducedGdissociationGOntoPSGhighGenergyGcollisionGdissociationGOsnoPSGandGelectronG
transferGdissociationGOp oPGfourierGtransformGx™Vx™GdegradomeTpeptidomeGidentificationsGusingG
highGaccuracyGmassGinformationUGJournalVofVProteomeVResearchSG2012SGXXSGaacTbb

5.6 22

882 †roteomeGandGcomputationalGanalysesGrevealGnewGinsightsGintoGtheGmechanismsGofGhepatitisGnG
virusTmediatedGliverGdiseaseGposttransplantationUGHepatologySG2012SG]aSGYcTZc 11.2 31

881 miophysicalGlimitsGofGproteinTligandGbindingUGJournalVofVChemicalVInformationVandVModelingSG2012SG]YSGYWdcTXWa6.1 31

880 xetagenomicGandGmetaproteomicGinsightsGintoGbacterialGcommunitiesGinGleafTcutterGantGfungusG
gardensUGISMEVJournalSG2012SGaSGXaccTbWX 11.9 100

879
 andemGmassGspectrometryGidentifiesGmanyGmouseGbrainGzTrlcylcylatedGproteinsGincludingGprqG
domainTspecificGzTrlcylcGtransferaseGtargetsUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofV
theVUnitedVStatesVofVAmericaSG2012SGXWdSGbYcWT]

11.5 234

878 lngularGaveragedGprofilingGofGtheGradialGelectricGfieldGinGcompensatedGq tn—GnellsUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2012SGYZSGXXadTbY 3.5 5

(2012-2012)
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877 rlyc—e™ofteGaGsoftwareGpackageGforGautomatedGrecognitionGofGglycansGfromGwnVx™GdataUGPLoSVONESG
2012SGbSGe[][b[ 3.7 102

876 †roteinGidentificationGusingGtopTdownUGMolecularVandVCellularVProteomicsSG2012SGXXSGxXXXUWWc]Y[ 7.6 112

875 oante—eGanGextensibleG—TbasedGtoolGforGquantitativeGanalysisGofGTomicsGdataUGBioinformaticsSG2012SG
YcSGY[W[Ta 7.2 112

874 xassGspectrometryGinGbiomarkerGapplicationseGfromGuntargetedGdiscoveryGtoGtargetedGverificationSG
andGimplicationsGforGplatformGconvergenceGandGclinicalGapplicationUGClinicalVChemistrySG2012SG]cSG]YcTZW 5.5 31

873 °terineGdeletionGofG rp]ZGcompromisesGantioxidantGresponsesGinGtheGmouseGdeciduaUGEndocrinologySG
2012SGX]ZSG[]acTbd 4.8 30

872 °nexpectedGdiversityGofGsignalGpeptidesGinGprokaryotesUGMBioSG2012SGZSG 7.8 26

871 —eevaluationGofGtheGcodingGpotentialGandGproteomicGanalysisGofGtheGmlnTderivedGrhesusG
cytomegalovirusGstrainGacTXUGJournalVofVVirologySG2012SGcaSGcd]dTbZ 6.6 33

870
lntibodyTfreeSGtargetedGmassTspectrometricGapproachGforGquantificationGofGproteinsGatGlowG
picogramGperGmilliliterGlevelsGinGhumanGplasmaVserumUGProceedingsVofVtheVNationalVAcademyVofV
SciencesVofVtheVUnitedVStatesVofVAmericaSG2012SGXWdSGX]Zd]T[WW

11.5 177

869 lGnomprehensiveG™ubcellularG†roteomicG™urveyGofG™almonellaGrrownGunderG†hagosomeTximickingG
versusG™tandardGwaboratoryGnonditionsUGInternationalVJournalVofVProteomicsSG2012SGYWXYSGXYZWba 19

868 lGhybridGapproachGtoGproteinGdifferentialGexpressionGinGmassGspectrometryTbasedGproteomicsUG
BioinformaticsSG2012SGYcSGX]caTdX 7.2 22

867
xultiplexedGactivityTbasedGproteinGprofilingGofGtheGhumanGpathogenGlspergillusGfumigatusGrevealsG
largeGfunctionalGchangesGuponGexposureGtoGhumanGserumUGJournalVofVBiologicalVChemistrySG2012SG
YcbSGZZ[[bT]d

5.4 19

866 xorphineGproducesGimmunosuppressiveGeffectsGinGnonhumanGprimatesGatGtheGproteomicGandG
cellularGlevelsUGMolecularVandVCellularVProteomicsSG2012SGXXSGaW]TXc 7.6 38

865 xodelTdrivenGmultiTomicGdataGanalysisGelucidatesGmetabolicGimmunomodulatorsGofGmacrophageG
activationUGMolecularVSystemsVBiologySG2012SGcSG]]c 12.2 114

864 yetworkGanalysisGofGepidermalGgrowthGfactorGsignalingGusingGintegratedGgenomicSGproteomicGandG
phosphorylationGdataUGPLoSVONESG2012SGbSGeZ[]X] 3.7 32

863 lctivityTbasedGproteinGprofilingGrevealsGmitochondrialGoxidativeGenzymeGimpairmentGandG
restorationGinGdietTinducedGobeseGmiceUGPLoSVONESG2012SGbSGe[bdda 3.7 25

862 °yiquantSGaGprogramGforGquantitativeGproteomicsGanalysisGusingGstableGisotopeGlabelingUGJournalVofV
ProteomeVResearchSG2011SGXWSGXYYcTZb 5.6 18

861 tonGmobilityGseparationGofGisomericGphosphopeptidesGfromGaGproteinGwithGvariantGmodificationGofG
adjacentGresiduesUGAnalyticalVChemistrySG2011SGcZSG]WbcTc] 7.8 44

860 °ltrasensitiveGidentificationGofGlocalizationGvariantsGofGmodifiedGpeptidesGusingGionGmobilityG
spectrometryUGAnalyticalVChemistrySG2011SGcZSG]aXbTYZ 7.8 29
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859 ₂linkTidentifiereGanGautomatedGdataGanalysisGplatformGforGconfidentGidentificationsGofGchemicallyG
crossTlinkedGpeptidesGusingGtandemGmassGspectrometryUGJournalVofVProteomeVResearchSG2011SGXWSGdYZTZX 5.6 49

858 nomprehensiveGidentificationGofGglycatedGpeptidesGandGtheirGglycationGmotifsGinGplasmaGandG
erythrocytesGofGcontrolGandGdiabeticGsubjectsUGJournalVofVProteomeVResearchSG2011SGXWSGZWbaTcc 5.6 81

857 lcceleratedGhighTresolutionGdifferentialGionGmobilityGseparationsGusingGhydrogenUGAnalyticalV
ChemistrySG2011SGcZSGdX]dTaa 7.8 40

856 °ltrahighTresolutionGdifferentialGionGmobilityGspectrometryGusingGextendedGseparationGtimesUG
AnalyticalVChemistrySG2011SGcZSGYZTd 7.8 57

855 ™eparationGofGaGsetGofGpeptideGsequenceGisomersGusingGdifferentialGionGmobilityGspectrometryUG
AnalyticalVChemistrySG2011SGcZSGadXcTYZ 7.8 47

854 oiurnalGrhythmsGresultGinGsignificantGchangesGinGtheGcellularGproteinGcomplementGinGtheG
cyanobacteriumGnyanotheceG]XX[YUGPLoSVONESG2011SGaSGeXaacW 3.7 47

853 ™pectralGarchiveseGextendingGspectralGlibrariesGtoGanalyzeGbothGidentifiedGandGunidentifiedGspectraUG
NatureVMethodsSG2011SGcSG]cbTdX 21.6 67

852 †roteomeGinsightsGintoGtheGsymbioticGrelationshipGbetweenGaGcaptiveGcolonyGofGyasutitermesG
cornigerGandGitsGhindgutGmicrobiomeUGISMEVJournalSG2011SG]SGXaXT[ 11.9 54

851 pstimatingGtheGeconomicGimpactGofGpandemicGinfluenzaeGlnGapplicationGofGtheGcomputableGgeneralG
equilibriumGmodelGtoGtheG°UvUGSocialVScienceVandVMedicineSG2011SGbZSGYZ]T[[ 5.1 48

850 xislocalizationGofGlargeGl—qTrpqsGasGaGpotentialGmechanismGforGmqlGresistanceGinGnzrTdeficientG
cellsUGExperimentalVCellVResearchSG2011SGZXbSGYZ[YT]Y 4.2 7

849 pxperimentalGannotationGofGpostTtranslationalGfeaturesGandGtranslatedGcodingGregionsGinGtheG
pathogenG™almonellaG yphimuriumUGBMCVGenomicsSG2011SGXYSG[ZZ 4.5 28

848 noupledGtranscriptomeGandGproteomeGanalysisGofGhumanGlymphotropicGtumorGviruseseGinsightsGonG
theGdetectionGandGdiscoveryGofGviralGgenesUGBMCVGenomicsSG2011SGXYSGaY] 4.5 43

847 pffectivenessGofGntoSGsnoSGandGp oGwithGq Gx™Vx™GforGdegradomicTpeptidomicGanalysiseG
comparisonGofGpeptideGidentificationGmethodsUGJournalVofVProteomeVResearchSG2011SGXWSGZdYdT[Z 5.6 64

846 ™eparationGandGclassificationGofGlipidsGusingGdifferentialGionGmobilityGspectrometryUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2011SGYYSGXX[aT]] 3.5 88

845
tmprovingGliquidGchromatographyTmassGspectrometryGsensitivityGusingGaGsubambientGpressureG
ionizationGwithGnanoelectrosprayGO™†tyPGinterfaceUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG2011SGYYSGXZXcTY]

3.5 19

844  rappingGradialGelectricGfieldGoptimizationGinGcompensatedGq tn—GcellsUGJournalVofVtheVAmericanV
SocietyVforVMassVSpectrometrySG2011SGYYSGXZZ[T[Y 3.5 17

843 lssessmentGofGtheGnonstructGValidityGofGtheGp–T]oGinG†atientsGwithGlcuteGnoughVwowerG—espiratoryG
 ractGtnfectionsUGAppliedVResearchVinVQualityVofVLifeSG2011SGaSG[XXT[YZ 2.3 6

842 ™ystemsGanalysisGofGmultipleGregulatorGperturbationsGallowsGdiscoveryGofGvirulenceGfactorsGinG
™almonellaUGBMCVSystemsVBiologySG2011SG]SGXWW 3.5 23
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841 oynamicGproteomicGprofilingGofGaGunicellularGcyanobacteriumGnyanotheceGl nn]XX[YGacrossG
lightTdarkGdiurnalGcyclesUGBMCVSystemsVBiologySG2011SG]SGXd[ 3.5 34

840 †roteomeGandGtranscriptomeGprofilesGofGaGserYVyeuTdrivenGmouseGmodelGofGbreastGcancerUG
ProteomicsVmVClinicalVApplicationsSG2011SG]SGXbdTcc 3.1 12

839 —apidGandGefficientGproteinGdigestionGusingGtrypsinTcoatedGmagneticGnanoparticlesGunderGpressureG
cyclesUGProteomicsSG2011SGXXSGZWdTXc 4.8 27

838 —eversedTphaseGchromatographyGwithGmultipleGfractionGconcatenationGstrategyGforGproteomeG
profilingGofGhumanGxnqXWlGcellsUGProteomicsSG2011SGXXSGYWXdTYa 4.8 387

837 –uantitativeGproteomicsGanalysisGofGadsorbedGplasmaGproteinsGclassifiesGnanoparticlesGwithG
differentGsurfaceGpropertiesGandGsizeUGProteomicsSG2011SGXXSG[]adTbb 4.8 112

836
qormationGofGironGcomplexesGfromGtrifluoroaceticGacidGbasedGliquidGchromatographyGmobileGphasesG
asGinterferenceGionsGinGliquidGchromatographyVelectrosprayGionizationGmassGspectrometricGanalysisUG
RapidVCommunicationsVinVMassVSpectrometrySG2011SGY]SGX[]YTa

2.2 3

835 qormationGofGdehydroalanineGfromGmimosineGandGcysteineeGartifactsGinGgasGchromatographyVmassG
spectrometryGbasedGmetabolomicsUGRapidVCommunicationsVinVMassVSpectrometrySG2011SGY]SGY]aXT[ 2.2 13

834 sydrodynamicGinjectionGwithGpneumaticGvalvingGforGmicrochipGelectrophoresisGwithGtotalGanalyteG
utilizationUGElectrophoresisSG2011SGZYSGXaXWTc 3.6 16

833 n™l—GbenchmarkGexerciseGofGYWXWeGselectionGofGtheGproteinTligandGcomplexesUGJournalVofVChemicalV
InformationVandVModelingSG2011SG]XSGYWZaT[a 6.1 102

832 °nravelingGpancreaticGisletGbiologyGbyGquantitativeGproteomicsUGExpertVReviewVofVProteomicsSG2011SG
cSG[d]T]W[ 4.2 10

831 †ulsedGmultipleGreactionGmonitoringGapproachGtoGenhancingGsensitivityGofGaGtandemGquadrupoleG
massGspectrometerUGAnalyticalVChemistrySG2011SGcZSGYXaYTbX 7.8 13

830 n™l—GbenchmarkGexerciseGofGYWXWeGcombinedGevaluationGacrossGallGsubmittedGscoringGfunctionsUG
JournalVofVChemicalVInformationVandVModelingSG2011SG]XSGYXX]TZX 6.1 117

829
tdentificationGofGcTtypeGhemeTcontainingGpeptidesGusingGnonactivatedGimmobilizedGmetalGaffinityG
chromatographyGresinGenrichmentGandGhigherTenergyGcollisionalGdissociationUGAnalyticalVChemistrySG
2011SGcZSGbYaWTc

7.8 4

828 lGstatisticalGmethodGforGassessingGpeptideGidentificationGconfidenceGinGaccurateGmassGandGtimeGtagG
proteomicsUGAnalyticalVChemistrySG2011SGcZSGaXZ]T[W 7.8 42

827 xembraneTbasedGemitterGforGcouplingGmicrofluidicsGwithGultrasensitiveGnanoelectrosprayG
ionizationTmassGspectrometryUGAnalyticalVChemistrySG2011SGcZSG]bdbTcWZ 7.8 36

826 wiquidGchromatographyTmassGspectrometryTbasedGquantitativeGproteomicsUGJournalVofVBiologicalV
ChemistrySG2011SGYcaSGY][[ZTd 5.4 147

825
oevelopmentGofGaGfibrinogenTspecificGsandwichGenzymeTlinkedGimmunosorbentGassayGmicroarrayG
assayGforGdistinguishingGbetweenGbloodGplasmaGandGserumGsamplesUGAnalyticalVBiochemistrySG2011SG
[X[SGddTXWY

3.1 4

824  heGlaserGablationGionGfunneleG™amplingGforGinGsituGmassGspectrometryGonGxarsUGPlanetaryVandVSpaceV
ScienceSG2011SG]dSGZcbTZdZ 2 7

Richard D Smith

28



823 nonservedGoligomericGrolgiGcomplexGspecificallyGregulatesGtheGmaintenanceGofGrolgiGglycosylationG
machineryUGGlycobiologySG2011SGYXSGX]][Tad 5.8 73

822 sumanGtranscriptomeGarrayGforGhighTthroughputGclinicalGstudiesUGProceedingsVofVtheVNationalV
AcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2011SGXWcSGZbWbTXY 11.5 91

821 XczTlabeledGproteomeGreferenceGasGglobalGinternalGstandardsGforGtargetedGquantificationGbyG
selectedGreactionGmonitoringTmassGspectrometryUGMolecularVandVCellularVProteomicsSG2011SGXWSGxXXWUWWbZWY7.6 16

820 ™creeningGforGcardiovascularGdiseaseGusingGageGaloneeGreflectionsGonGaGpaperGpeerTreviewedGasGbothG
NradicalNGandGNunsurprisingNUGJournalVofVMedicalVScreeningSG2011SGXcSGXXZT[ 1.4 3

819 nomparativeGanalysisGofGproteomeGandGtranscriptomeGvariationGinGmouseUGPLoSVGeneticsSG2011SGbSGeXWWXZdZ6 417

818 oiscoveryGofGnovelGsecretedGvirulenceGfactorsGfromG™almonellaGentericaGserovarG yphimuriumGbyG
proteomicGanalysisGofGcultureGsupernatantsUGInfectionVandVImmunitySG2011SGbdSGZZT[Z 3.7 89

817 ™patialGphosphoproteinGprofilingGrevealsGaGcompartmentalizedGextracellularGsignalTregulatedGkinaseG
switchGgoverningGneuriteGgrowthGandGretractionUGJournalVofVBiologicalVChemistrySG2011SGYcaSGXcXdWTYWX 5.4 15

816
™ystemsGvirologyGidentifiesGaGmitochondrialGfattyGacidGoxidationGenzymeSGdodecenoylGcoenzymeGlG
deltaGisomeraseSGrequiredGforGhepatitisGnGvirusGreplicationGandGlikelyGpathogenesisUGJournalVofV
VirologySG2011SGc]SGXXa[aT][

6.6 42

815 †ressurizedGpepsinGdigestionGinGproteomicseGanGautomatableGalternativeGtoGtrypsinGforGintegratedG
topTdownGbottomTupGproteomicsUGMolecularVandVCellularVProteomicsSG2011SGXWSGxXXWUWWX[bd 7.6 36

814 wifestyleGbehavioursGandGqualityTadjustedGlifeGyearsGinGmiddleGandGolderGageUGAgeVandVAgeingSG2011SG
[WSG]cdTd] 3 29

813
pnhancedGsensitivityGforGselectedGreactionGmonitoringGmassGspectrometryTbasedGtargetedG
proteomicsGusingGaGdualGstageGelectrodynamicGionGfunnelGinterfaceUGMolecularVandVCellularV
ProteomicsSG2011SGXWSGxWWWWaYTxn†YWX

7.6 47

812 oistinctGcerebrospinalGfluidGproteomesGdifferentiateGpostTtreatmentGlymeGdiseaseGfromGchronicG
fatigueGsyndromeUGPLoSVONESG2011SGaSGeXbYcb 3.7 80

811 †roteogenomicGanalysisGofGbacteriaGandGarchaeaeGaG[aGorganismGcaseGstudyUGPLoSVONESG2011SGaSGeYb]cb 3.7 59

810 †lasmaGbiomarkersGforGdetectingGsodgkinNsGlymphomaGinGstVGpatientsUGPLoSVONESG2011SGaSGeYdYaZ 3.7 8

809  rypsinTcatalyzedGoxygenTXcGlabelingGforGquantitativeGproteomicsUGMethodsVinVMolecularVBiologySG
2011SGb]ZSG[ZT][ 1.4 7

808 °ltraTqastG™ampleG†reparationGforGsighT hroughputG†roteomicsG2011SGXY]TXZd 2

807  heG™permGxaturationG†roteomeGofGxusGmusculusUUGBiologyVofVReproductionSG2011SGc]SG]b]T]b] 3.9

806 nlinicalGmicrofluidicsGforGneutrophilGgenomicsGandGproteomicsUGNatureVMedicineSG2010SGXaSGXW[YTb 50.5 132
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805  ranscriptionalGandGtranslationalGregulatoryGresponsesGtoGironGlimitationGinGtheGgloballyGdistributedG
marineGbacteriumGnandidatusGpelagibacterGubiqueUGPLoSVONESG2010SG]SGeXW[cb 3.7 34

804 pstablishingGtheGproteomeGofGnormalGhumanGcerebrospinalGfluidUGPLoSVONESG2010SG]SGeXWdcW 3.7 150

803 †roteomeGanalysisGofGmorreliaGburgdorferiGresponseGtoGenvironmentalGchangeUGPLoSVONESG2010SG]SGeXZcWW3.7 29

802 †hosphoproteomicsGprofilingGofGhumanGskinGfibroblastGcellsGrevealsGpathwaysGandGproteinsGaffectedG
byGlowGdosesGofGionizingGradiationUGPLoSVONESG2010SG]SGeX[X]Y 3.7 18

801 †ublicGhealthGevaluationGinGtheGtwentyTfirstGcenturyeGtimeGtoGseeGtheGwoodGasGwellGasGtheGtreesUG
JournalVofVPublicVHealthSG2010SGZYSGYTb 3.5 55

800
pndogenousGZS[TdihydroxyphenylalanineGandGdopaquinoneGmodificationsGonGproteinGtyrosineeGlinksG
toGmitochondriallyGderivedGoxidativeGstressGviaGhydroxylGradicalUGMolecularVandVCellularVProteomicsSG
2010SGdSGXXddTYWc

7.6 21

799 nharacterizationGofGmacaqueGpulmonaryGfluidGproteomeGduringGmonkeypoxGinfectioneGdynamicsGofG
hostGresponseUGMolecularVandVCellularVProteomicsSG2010SGdSGYbaWTbX 7.6 9

798 nontingentGvaluationeGhasGtheGdebateGbegunjUGHealthVEconomicslVPolicyVandVLawSG2010SG]SGXZZT[ 2.3 1

797 rlobalGproteomicsGrevealGanGatypicalGstrategyGforGcarbonVnitrogenGassimilationGbyGaGcyanobacteriumG
underGdiverseGenvironmentalGperturbationsUGMolecularVandVCellularVProteomicsSG2010SGdSGYabcTcd 7.6 94

796 °†ol tyrGmtyotyrGxzloGâ��Gol lGxlylrpxpy GlyoGtyqz—xl tzyGWz—vqwzWUGNewV
MathematicsVandVNaturalVComputationSG2010SGWaSG[dT]a 0.6 0

795 ota—efinerySGaGsoftwareGtoolGforGeliminationGofGsystematicGerrorsGfromGparentGionGmassG
measurementsGinGtandemGmassGspectraGdataGsetsUGMolecularVandVCellularVProteomicsSG2010SGdSG[caTda 7.6 44

794 xacaqueGproteomeGresponseGtoGhighlyGpathogenicGavianGinfluenzaGandGXdXcGreassortantGinfluenzaG
virusGinfectionsUGJournalVofVVirologySG2010SGc[SGXYW]cTac 6.6 32

793 nodWV sβXGisGoverexpressedGinGprostateGcancerTassociatedGfibroblastsGandGcouldGserveGasGaGcancerG
biomarkerUGModernVPathologySG2010SGYZSGXZ[aT]a 9.8 79

792 zmicGdataGfromGevolvedGpUGcoliGareGconsistentGwithGcomputedGoptimalGgrowthGfromGgenomeTscaleG
modelsUGMolecularVSystemsVBiologySG2010SGaSGZdW 12.2 419

791  emporalGproteomeGandGlipidomeGprofilesGrevealGhepatitisGnGvirusTassociatedGreprogrammingGofG
hepatocellularGmetabolismGandGbioenergeticsUGPLoSVPathogensSG2010SGaSGeXWWWbXd 7.6 302

790 xachineGlearningGbasedGpredictionGforGpeptideGdriftGtimesGinGionGmobilityGspectrometryUG
BioinformaticsSG2010SGYaSGXaWXTb 7.2 31

789 pcologicalGdistributionGandGpopulationGphysiologyGdefinedGbyGproteomicsGinGaGnaturalGmicrobialG
communityUGMolecularVSystemsVBiologySG2010SGaSGZb[ 12.2 52

788 sighTresolutionGdifferentialGionGmobilityGseparationsGusingGplanarGanalyzersGatGelevatedGdispersionG
fieldsUGAnalyticalVChemistrySG2010SGcYSGba[dT]] 7.8 54
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787 nontingentGvaluationeGwhatGneedsGtoGbeGdonejUGHealthVEconomicslVPolicyVandVLawSG2010SG]SGdXTXXX 2.3 40

786 lchievingG]WLGionizationGefficiencyGinGsubambientGpressureGionizationGwithGnanoelectrosprayUG
AnalyticalVChemistrySG2010SGcYSGdZ[[Td 7.8 48

785 –uantitativeGanalysisGofGcellGsurfaceGmembraneGproteinsGusingGmembraneTimpermeableGchemicalG
probeGcoupledGwithGXczGlabelingUGJournalVofVProteomeVResearchSG2010SGdSGYXaWTd 5.6 19

784 †lasmaGproteomeGresponseGtoGsevereGburnGinjuryGrevealedGbyGXczTlabeledGIuniversalIG
referenceTbasedGquantitativeGproteomicsUGJournalVofVProteomeVResearchSG2010SGdSG[bbdTcd 5.6 46

783
tntegratedGpostTexperimentGmonoisotopicGmassGrefinementeGanGintegratedGapproachGtoGaccuratelyG
assignGmonoisotopicGprecursorGmassesGtoGtandemGmassGspectrometricGdataUGAnalyticalVChemistrySG
2010SGcYSGc]XWTc

7.8 16

782 tdentificationGofGdisulfideGbondsGinGproteinGproteolyticGdegradationGproductsGusingGdeGnovoTproteinG
uniqueGsequenceGtagsGapproachUGJournalVofVProteomeVResearchSG2010SGdSG[W]ZTaW 5.6 6

781 sighTresolutionGdifferentialGionGmobilityGseparationsGusingGheliumTrichGgasesUGAnalyticalVChemistrySG
2010SGcYSGY[]aTaY 7.8 82

780 lnGwnTtx™Tx™GplatformGprovidingGincreasedGdynamicGrangeGforGhighTthroughputGproteomicGstudiesUG
JournalVofVProteomeVResearchSG2010SGdSGddbTXWWa 5.6 103

779 tmprovedGwnTx™Vx™GspectralGcountingGstatisticsGbyGrecoveringGlowTscoringGspectraGmatchedGtoG
confidentlyGidentifiedGpeptideGsequencesUGJournalVofVProteomeVResearchSG2010SGdSG]adcTbW[ 5.6 41

778 lnalysisGofGbiostimulatedGmicrobialGcommunitiesGfromGtwoGfieldGexperimentsGrevealsGtemporalGandG
spatialGdifferencesGinGproteomeGprofilesUGEnvironmentalVScienceVeamp;VTechnologySG2010SG[[SGccdbTdWZ 10.3 49

777 †eptideGorientationGaffectsGselectivityGinGionTexchangeGchromatographyUGAnalyticalVChemistrySG2010SG
cYSG]Y]ZTd 7.8 45

776 yovelG™erV hrGproteinGphosphataseG]GO††]PGregulatedGtargetsGduringGoylGdamageGidentifiedGbyG
proteomicsGanalysisUGJournalVofVProteomeVResearchSG2010SGdSGd[]T]Z 5.6 17

775
 heG™hortTqormG™ixToimensionGutilityGindexGpredictedGmortalityGinGtheGpuropeanG†rospectiveG
tnvestigationGintoGnancerTyorfolkGprospectiveGpopulationTbasedGstudyUGJournalVofVClinicalV
EpidemiologySG2010SGaZSGXdYTc

5.7 5

774 ™ensitiveGimmunoassaysGofGnitratedGfibrinogenGinGhumanGbiofluidsUGTalantaSG2010SGcXSGXaaYTd 6.2 9

773 xappingGproteinGabundanceGpatternsGinGtheGbrainGusingGvoxelationGcombinedGwithGliquidG
chromatographyGandGmassGspectrometryUGMethodsSG2010SG]WSGbbTc[ 4.6 28

772 sealthSGagriculturalSGandGeconomicGeffectsGofGadoptionGofGhealthyGdietGrecommendationsUGLancetlV
TheSG2010SGZbaSGXaddTbWd 40 73

771 ™eparationGofGpeptideGisomersGwithGvariantGmodifiedGsitesGbyGhighTresolutionGdifferentialGionG
mobilityGspectrometryUGAnalyticalVChemistrySG2010SGcYSGcZYbTZ[ 7.8 67

770 xappingGtheGsubcellularGproteomeGofG™hewanellaGoneidensisGx—TXGusingGsarkosylTbasedG
fractionationGandGwnTx™Vx™GproteinGidentificationUGJournalVofVProteomeVResearchSG2010SGdSG[[][TaZ 5.6 44
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769  rypsinGcoatingsGonGelectrospunGandGalcoholTdispersedGpolymerGnanofibersGforGaGtrypsinGdigestionG
columnUGAnalyticalVChemistrySG2010SGcYSGbcYcTZ[ 7.8 23

768 nlassicalGpeerGrevieweGanGemptyGgunUGBreastVCancerVResearchSG2010SGXYG™upplG[SG™XZ 8.3 68

767 oifferentialGionGmobilityGseparationsGofGpeptidesGwithGresolvingGpowerGexceedingG]WUGAnalyticalV
ChemistrySG2010SGcYSGZYT] 7.8 45

766 °ltrasensitiveGnanoelectrosprayGionizationTmassGspectrometryGusingGpolyOdimethylsiloxanePG
microchipsGwithGmonolithicallyGintegratedGemittersUGAnalystlVTheSG2010SGXZ]SGYYdaTZWY 5 44

765 lGmultiTprongedGsearchGforGaGcommonGstructuralGmotifGinGtheGsecretionGsignalGofG™almonellaG
entericaGserovarG yphimuriumGtypeGtttGeffectorGproteinsUGMolecularVBioSystemsSG2010SGaSGY[[cT]c 40

764 ™iteTspecificGproteomicsGapproachGforGstudyGproteinG™TnitrosylationUGAnalyticalVChemistrySG2010SGcYSGbXaWTc7.8 52

763 —egionTspecificGproteinGabundanceGchangesGinGtheGbrainGofGx† †TinducedG†arkinsonNsGdiseaseG
mouseGmodelUGJournalVofVProteomeVResearchSG2010SGdSGX[daT]Wd 5.6 55

762  heGionGfunneleGtheorySGimplementationsSGandGapplicationsUGMassVSpectrometryVReviewsSG2010SGYdSGYd[TZXY11 180

761 nonceptsGofGcapabilityGandGoverlookedGapplicationsUGAmericanVJournalVofVPublicVHealthSG2010SGXWWSG
XcYZT[fGauthorGreplyGXcY[ 5.1 1

760 wiquidGnhromatographyGxassG™pectrometryTmasedG†roteomicseGmiologicalGandG echnologicalG
lspectsUGAnnalsVofVAppliedVStatisticsSG2010SG[SGXbdbTXcYZ 2.1 85

759 ™trategyGforGdegradomicTpeptidomicGanalysisGofGhumanGbloodGplasmaUGJournalVofVProteomeVResearch
SG2010SGdSGYZZdT[a 5.6 38

758 tsotopicGeffectGonGionGmobilityGandGseparationGofGisotopomersGbyGhighTfieldGionGmobilityG
spectrometryUGAnalyticalVChemistrySG2010SGcYSGcW[bT]X 7.8 29

757
†roteomicGbiomarkersGinGplasmaGthatGdifferentiateGrapidGandGslowGdeclineGinGlungGfunctionGinGadultG
cigaretteGsmokersGwithGchronicGobstructiveGpulmonaryGdiseaseGOnz†oPUGAnalyticalVandVBioanalyticalV
ChemistrySG2010SGZdbSGXcWdTXd

4.4 17

756 lGtopTdownGwnTq tn—Gx™TbasedGstrategyGforGcharacterizingGoxidizedGcalmodulinGinGactivatedG
macrophagesUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2010SGYXSGdZWTd 3.5 18

755  heGmacroeconomicGimpactGofGpandemicGinfluenzaeGestimatesGfromGmodelsGofGtheG°nitedGvingdomSG
qranceSGmelgiumGandG heGyetherlandsUGEuropeanVJournalVofVHealthVEconomicsSG2010SGXXSG][ZT][ 3.6 88

754 †ituitaryGhnrGproductionGandGcerebralGtuberculosisGmimickingGdiseaseGprogressionGduringG
chemotherapyGforGanGadvancedGovarianGgermGcellGtumourUGBMCVCancerSG2010SGXWSGZZc 4.8 2

753  heGpossibleGmacroeconomicGimpactGonGtheG°vGofGanGinfluenzaGpandemicUGHealthVEconomicsVgUnitedV
KingdomhSG2010SGXdSGXZ[]TaW 2.4 93

752 —obustGtrypsinGcoatingGonGelectrospunGpolymerGnanofibersGinGrigorousGconditionsGandGitsGusesGforG
proteinGdigestionUGBiotechnologyVandVBioengineeringSG2010SGXWbSGdXbTYZ 4.9 16
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751 lnGefficientGdataGformatGforGmassGspectrometryTbasedGproteomicsUGJournalVofVtheVAmericanVSocietyV
forVMassVSpectrometrySG2010SGYXSGXbc[Tc 3.5 13

750 nharacterizationGofGanGtonGxobilityTxultiplexedGnollisionGtnducedGoissociationT andemG
 imeTofTqlightGxassG™pectrometryGlpproachUGInternationalVJournalVofVMassVSpectrometrySG2010SGYdZSGZ[T[[1.9 27

749
†erturbationsGinGtheGlipidGprofileGofGindividualsGwithGnewlyGdiagnosedGtypeGXGdiabetesGmellituseG
lipidomicsGanalysisGofGaGoiabetesGlntibodyG™tandardizationG†rogramGsampleGsubsetUGClinicalV
BiochemistrySG2010SG[ZSGd[cT]a

3.5 31

748 ln—GlppropriatenessGnriteriaeGlocalTregionalGtherapyGforGresectableGoropharyngealGsquamousGcellG
carcinomasUGCurrentVProblemsVinVCancerSG2010SGZ[SGXb]TdY 2.3 4

747 ™hotgunGproteomicsGidentifiesGproteinsGspecificGforGacuteGrenalGtransplantGrejectionUGProteomicsVmV
ClinicalVApplicationsSG2010SG[SGZYT[b 3.1 87

746 yanobiocatalysisGforGproteinGdigestionGinGproteomicGanalysisUGProteomicsSG2010SGXWSGacbTdd 4.8 50

745 lnalyzingGproteaseGspecificityGandGdetectingGinGvivoGproteolyticGeventsGusingGtandemGmassG
spectrometryUGProteomicsSG2010SGXWSGYcZZT[[ 4.8 22

744  woTdimensionalGliquidGchromatographyGsystemGforGonlineGtopTdownGmassGspectrometryUG
ProteomicsSG2010SGXWSGZaXWTYW 4.8 42

743 mloodGpeptidomeTdegradomeGprofileGofGbreastGcancerUGPLoSVONESG2010SG]SGeXZXZZ 3.7 50

742 zmicsUpnlUgoveGlG†ortalGforGtheGoistributionGandG™haringGofGxultiToisciplinaryG†anTzmicsG
tnformationUGJournalVofVProteomicsVandVBioinformaticsSG2010SGZSGXT[ 2.1 8

741 †erformingGcomparativeGpeptidomicsGanalysesGofG™almonellaGfromGdifferentGgrowthGconditionsUG
MethodsVinVMolecularVBiologySG2010SGaX]SGXZTYb 1.4 2

740 †roteomicG†rofilingGofGxurineG™permGfromGnaputGandGnaudaUUGBiologyVofVReproductionSG2010SGcZSG]WWT]WW3.9

739 †roteomeGofG™almonellaGpntericaG™erotypeG yphimuriumGrrownGinGaGwowGxgVpsGxediumUGJournalVofV
ProteomicsVandVBioinformaticsSG2009SGYSGZccTZdb 2.1 19

738 pffectGofGpressureGonGelectrosprayGcharacteristicsUGAppliedVPhysicsVLettersSG2009SGd]SGXc[XWZ 3.4 23

737 oeletionGofGr†—[WGimpairsGglucoseTinducedGinsulinGsecretionGinGvivoGinGmiceGwithoutGaffectingG
intracellularGfuelGmetabolismGinGisletsUGDiabetesSG2009SG]cSGYaWbTX] 0.9 102

736 yormalizationGofGpeakGintensitiesGinGbottomTupGx™TbasedGproteomicsGusingGsingularGvalueG
decompositionUGBioinformaticsSG2009SGY]SGY]bZTcW 7.2 71

735 †roteomicGinvestigationGofGtheGtimeGcourseGresponsesGofG—lWGYa[UbGmacrophagesGtoGinfectionGwithG
™almonellaGentericaUGInfectionVandVImmunitySG2009SGbbSGZYYbTZZ 3.7 50

734
oynamicGhostGenergeticsGandGcytoskeletalGproteomesGinGhumanGimmunodeficiencyGvirusGtypeG
XTinfectedGhumanGprimaryGno[GcellseGanalysisGbyGmultiplexedGlabelTfreeGmassGspectrometryUGJournalV
ofVVirologySG2009SGcZSGdYcZTd]

6.6 54
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733
†endularGproteinsGinGgasesGandGnewGavenuesGforGcharacterizationGofGmacromoleculesGbyGionGmobilityG
spectrometryUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2009
SGXWaSGa[d]T]WW

11.5 34

732  heGpolypillGstoryGfromGaGringsideGseatUGJournalVofVtheVRoyalVSocietyVofVMedicineSG2009SGXWYSG]WdTXY 2.3 2

731  heGeconomyTwideGimpactGofGpandemicGinfluenzaGonGtheG°veGaGcomputableGgeneralGequilibriumG
modellingGexperimentUGBMJlVTheSG2009SGZZdSGb[]bX 5.9 118

730 oeconYw™eGlnGopenTsourceGsoftwareGpackageGforGautomatedGprocessingGandGvisualizationGofGhighG
resolutionGmassGspectrometryGdataUGBMCVBioinformaticsSG2009SGXWSGcb 3.6 173

729 oilutionTfreeGanalysisGfromGpicoliterGdropletsGbyGnanoTelectrosprayGionizationGmassGspectrometryUG
AngewandteVChemieVmVInternationalVEditionSG2009SG[cSGacZYT] 16.4 91

728 q Ttn—Gx™GoptimizationGforGtheGanalysisGofGintactGproteinsUGInternationalVJournalVofVMassV
SpectrometrySG2009SGYcXSGZYTZc 1.9 42

727 miasesGinGionGtransmissionGthroughGanGelectrosprayGionizationTmassGspectrometryGcapillaryGinletUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2009SGYWSGYYa]TbY 3.5 43

726 †ostTtranslationalGmodificationsGofGchickenGmyelinGbasicGproteinGchargeGcomponentsUGNeurochemicalV
ResearchSG2009SGZ[SGZaWTbY 4.6 7

725 sighlyGstableGtrypsinTaggregateGcoatingsGonGpolymerGnanofibersGforGrepeatedGproteinGdigestionUG
ProteomicsSG2009SGdSGXcdZTdWW 4.8 54

724  ransportGfunctionsGdominateGtheG™l—XXGmetaproteomeGatGlowTnutrientGextremesGinGtheG™argassoG
™eaUGISMEVJournalSG2009SGZSGdZTXW] 11.9 235

723  heGnzrGcomplexSG—abaGandGnz†tGdefineGaGnovelGrolgiGretrogradeGtraffickingGpathwayGthatGisG
exploitedGbyG™ublmGtoxinUGTrafficSG2009SGXWSGX]WYTXb 5.7 62

722 ™electionGofGtheGoptimumGelectrosprayGvoltageGforGgradientGelutionGwnTx™GmeasurementsUGJournalV
ofVtheVAmericanVSocietyVforVMassVSpectrometrySG2009SGYWSGacYTc 3.5 12

721 tmprovingGqltx™GsensitivityGusingGaGplanarGgeometryGwithGslitGinterfacesUGJournalVofVtheVAmericanV
SocietyVforVMassVSpectrometrySG2009SGYWSGXbacTb[ 3.5 23

720
lutomatedGmetalTfreeGmultipleTcolumnGnanownGforGimprovedGphosphopeptideGanalysisGsensitivityG
andGthroughputUGJournalVofVChromatographyVBzVAnalyticalVTechnologiesVinVtheVBiomedicalVandVLifeV
SciencesSG2009SGcbbSGaaZTbW

3.2 29

719 °ltrafastGdifferentialGionGmobilityGspectrometryGatGextremeGelectricGfieldsGcoupledGtoGmassG
spectrometryUGAnalyticalVChemistrySG2009SGcXSGcW[cT]Z 7.8 50

718 pvaluationGofGaGhighTintensityGfocusedGultrasoundTimmobilizedGtrypsinGdigestionGandGXczTlabelingG
methodGforGquantitativeGproteomicsUGAnalyticalVChemistrySG2009SGcXSGaYbYTb 7.8 32

717 wargeTscaleGmultiplexedGquantitativeGdiscoveryGproteomicsGenabledGbyGtheGuseGofGanGOXcPzTlabeledG
IuniversalIGreferenceGsampleUGJournalVofVProteomeVResearchSG2009SGcSGYdWTd 5.6 52

716 tntegratedGworkflowGforGcharacterizingGintactGphosphoproteinsGfromGcomplexGmixturesUGAnalyticalV
ChemistrySG2009SGcXSG[YXWTd 7.8 25
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715 lGmethodGforGinvestigatingGproteinTproteinGinteractionsGrelatedGtoGsalmonellaGtyphimuriumG
pathogenesisUGJournalVofVProteomeVResearchSG2009SGcSGX]W[TX[ 5.6 20

714 xouseTspecificGtandemGtgβbT™uperxixGimmunoaffinityGseparationsGforGimprovedGwnTx™Vx™G
coverageGofGtheGplasmaGproteomeUGJournalVofVProteomeVResearchSG2009SGcSG]ZcbTd] 5.6 15

713 lnGintegratedGtopTdownGandGbottomTupGstrategyGforGbroadlyGcharacterizingGproteinGisoformsGandG
modificationsUGJournalVofVProteomeVResearchSG2009SGcSGXZ[bT]b 5.6 71

712 lGstatisticalGframeworkGforGproteinGquantitationGinGbottomTupGx™TbasedGproteomicsUGBioinformaticsSG
2009SGY]SGYWYcTZ[ 7.2 117

711
tdentificationGofGcrossTlinkedGpeptidesGafterGclickTbasedGenrichmentGusingGsequentialG
collisionTinducedGdissociationGandGelectronGtransferGdissociationGtandemGmassGspectrometryUG
AnalyticalVChemistrySG2009SGcXSG]]Y[TZY

7.8 77

710 noulombicGeffectsGinGionGmobilityGspectrometryUGAnalyticalVChemistrySG2009SGcXSG[bbcTcb 7.8 40

709 lGsimpleGprocedureGforGeffectiveGquenchingGofGtrypsinGactivityGandGpreventionGofGXczTlabelingG
backTexchangeUGJournalVofVProteomeVResearchSG2009SGcSGYX]bTaZ 5.6 48

708 nonfoundingGeffectGofGobstructiveGjaundiceGinGtheGinterpretationGofGproteomicGplasmaGprofilingGdataG
forGpancreaticGcancerUGJournalVofVProteomeVResearchSG2009SGcSGX[YTc 5.6 36

707 ™imulationGofGionGmotionGinGqltx™GthroughGcombinedGuseGofG™txtzyGandGmodifiedG™o™UGAnalyticalV
ChemistrySG2009SGcXSGcb[dT]b 7.8 29

706 —egulationGofGtheGlowTdoseGradiationGparacrineTspecificGanchorageTindependentGgrowthGresponseG
byGannexinGlYUGRadiationVResearchSG2009SGXbYSGdaTXW] 3.1 10

705 nombinedGpulsedT–GdissociationGandGelectronGtransferGdissociationGforGidentificationGandG
quantificationGofGi —l–TlabeledGphosphopeptidesUGAnalyticalVChemistrySG2009SGcXSG[XZbT[Z 7.8 29

704 ™tructuralGbasisGforGaGhumanGglycosylationGdisorderGcausedGbyGmutationGofGtheGnzr[GgeneUG
ProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2009SGXWaSGXZZYdTZ[ 11.5 56

703 oualGspatialGmapsGofGtranscriptGandGproteinGabundanceGinGtheGmouseGbrainUGExpertVReviewVofV
ProteomicsSG2009SGaSGY[ZTd 4.2 6

702  radeGinGhealthTrelatedGservicesUGLancetlVTheSG2009SGZbZSG]dZTaWX 40 130

701  radeSG —t†™SGandGpharmaceuticalsUGLancetlVTheSG2009SGZbZSGac[TdX 40 107

700  radeGandGhealtheGanGagendaGforGactionUGLancetlVTheSG2009SGZbZSGbacTbZ 40 50

699 lnGextensiveGsurveyGofGtyrosineGphosphorylationGrevealingGnewGsitesGinGhumanGmammaryGepithelialG
cellsUGJournalVofVProteomeVResearchSG2009SGcSGZc]YTaX 5.6 45

698 °ltrafastGdifferentialGionGmobilityGspectrometryGatGextremeGelectricGfieldsGinGmultichannelG
microchipsUGAnalyticalVChemistrySG2009SGcXSGa[cdTd] 7.8 82

(2009-2009)
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697 lGperspectiveGonGtheGxaillardGreactionGandGtheGanalysisGofGproteinGglycationGbyGmassGspectrometryeG
probingGtheGpathogenesisGofGchronicGdiseaseUGJournalVofVProteomeVResearchSG2009SGcSGb][Tad 5.6 261

696 xolecularG oolsGandGtheGmiologyGofGwowTdoseGpffectsUGBioScienceSG2009SG]dSGa[dTa]] 5.7 1

695 rlobalGsystemsTlevelGanalysisGofGsfqGandG™mpmGdeletionGmutantsGinG™almonellaeGimplicationsGforG
virulenceGandGglobalGproteinGtranslationUGPLoSVONESG2009SG[SGe[cWd 3.7 102

694  woTdimensionalGionGmobilityGanalysesGofGproteinsGandGpeptidesUGMethodsVinVMolecularVBiologySG2009
SG[dYSG[XbT[] 1.4 13

693 sumanG†roteinpediaGenablesGsharingGofGhumanGproteinGdataUGNatureVBiotechnologySG2008SGYaSGXa[Tb 44.5 138

692 WelfarismSGextraTwelfarismGandGcapabilityeGtheGspreadGofGideasGinGhealthGeconomicsUGSocialVScienceV
andVMedicineSG2008SGabSGXXdWTc 5.1 110

691 lnalyticalGcharacterizationGofGtheGelectrosprayGionGsourceGinGtheGnanoflowGregimeUGAnalyticalV
ChemistrySG2008SGcWSGa]bZTd 7.8 63

690
pliminationGofGsystematicGmassGmeasurementGerrorsGinGliquidGchromatographyTmassGspectrometryG
basedGproteomicsGusingGregressionGmodelsGandGaGprioriGpartialGknowledgeGofGtheGsampleGcontentUG
AnalyticalVChemistrySG2008SGcWSGadZTbWa

7.8 32

689 nharacterizationGofGtheGmouseGpancreaticGisletGproteomeGandGcomparativeGanalysisGwithGotherG
mouseGtissuesUGJournalVofVProteomeVResearchSG2008SGbSGZXX[TYa 5.6 41

688 tmprovedGmethodsGforGtheGenrichmentGandGanalysisGofGglycatedGpeptidesUGAnalyticalVChemistrySG2008
SGcWSGdcYYTd 7.8 61

687 ooesGtrypsinGcutGbeforeGprolinejUGJournalVofVProteomeVResearchSG2008SGbSGZWWT] 5.6 180

686 napillaryTbasedGmultiGnanoelectrosprayGemitterseGimprovementsGinGionGtransmissionGefficiencyGandG
implementationGwithGcapillaryGreversedTphaseGwnTp™tTx™UGAnalyticalVChemistrySG2008SGcWSGX[ZTd 7.8 63

685 yanoelectrosprayGemitterGarraysGprovidingGinteremitterGelectricGfieldGuniformityUGAnalyticalV
ChemistrySG2008SGcWSG]aaWT] 7.8 40

684 —apidGsampleGprocessingGforGwnTx™TbasedGquantitativeGproteomicsGusingGhighGintensityGfocusedG
ultrasoundUGJournalVofVProteomeVResearchSG2008SGbSGZcaWTb 5.6 39

683 nharacterizationGofGstrategiesGforGobtainingGconfidentGidentificationsGinGbottomTupGproteomicsG
measurementsGusingGhybridGq x™GinstrumentsUGAnalyticalVChemistrySG2008SGcWSGc]X[TY] 7.8 23

682 winearGdiscriminantGanalysisTbasedGestimationGofGtheGfalseGdiscoveryGrateGforGphosphopeptideG
identificationsUGJournalVofVProteomeVResearchSG2008SGbSGYXd]TYWZ 5.6 34

681 lGcomputationalGstrategyGtoGanalyzeGlabelTfreeGtemporalGbottomTupGproteomicsGdataUGJournalVofV
ProteomeVResearchSG2008SGbSGY]d]TaW[ 5.6 29

680 †roteomicGprofilingGofGnonenzymaticallyGglycatedGproteinsGinGhumanGplasmaGandGerythrocyteG
membranesUGJournalVofVProteomeVResearchSG2008SGbSGYWY]TZY 5.6 97
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679 xassGspectrometryGanalysisGofGproteomeTwideGproteolyticGpostTtranslationalGdegradationGofG
proteinsUGAnalyticalVChemistrySG2008SGcWSG]cXdTYc 7.8 12

678 †roteomicsGanalysisGofGtheGcausativeGagentGofGtyphoidGfeverUGJournalVofVProteomeVResearchSG2008SGbSG][aT]b5.6 49

677  heGinfluenceGofGsampleGpreparationGandGreplicateGanalysesGonGsewaGnellGphosphoproteomeG
coverageUGJournalVofVProteomeVResearchSG2008SGbSGYYX]TYX 5.6 26

676 qundamentalsGofGtravelingGwaveGionGmobilityGspectrometryUGAnalyticalVChemistrySG2008SGcWSGdacdTdd 7.8 368

675 lpplicationGofGproteomicsGinGtheGdiscoveryGofGcandidateGproteinGbiomarkersGinGaGdiabetesG
autoantibodyGstandardizationGprogramGsampleGsubsetUGJournalVofVProteomeVResearchSG2008SGbSGadcTbWb 5.6 47

674 †roteomeTwideGidentificationGofGproteinsGandGtheirGmodificationsGwithGdecreasedGambiguitiesGandG
improvedGfalseGdiscoveryGratesGusingGuniqueGsequenceGtagsUGAnalyticalVChemistrySG2008SGcWSGXcbXTcY 7.8 45

673
–uantitativeGphosphoproteomeGanalysisGofGlysophosphatidicGacidGinducedGchemotaxisGapplyingG
dualTstepGOXcPzGlabelingGcoupledGwithGimmobilizedGmetalTionGaffinityGchromatographyUGJournalVofV
ProteomeVResearchSG2008SGbSG[YX]TY[

5.6 16

672 nomparativeGproteomicsGofGhumanGmonkeypoxGandGvacciniaGintracellularGmatureGandGextracellularG
envelopedGvirionsUGJournalVofVProteomeVResearchSG2008SGbSGdaWTc 5.6 48

671 ™ubambientGpressureGionizationGwithGnanoelectrosprayGsourceGandGinterfaceGforGimprovedG
sensitivityGinGmassGspectrometryUGAnalyticalVChemistrySG2008SGcWSGXcWWT] 7.8 63

670 qullyGautomatedGfourTcolumnGcapillaryGwnTx™GsystemGforGmaximizingGthroughputGinGproteomicG
analysesUGAnalyticalVChemistrySG2008SGcWSGYd[TZWY 7.8 121

669 plastomericGmicrochipGelectrosprayGemitterGforGstableGconeTjetGmodeGoperationGinGtheGnanoflowG
regimeUGAnalyticalVChemistrySG2008SGcWSGZcY[TZX 7.8 35

668 nontrolGofGionGdistortionGinGfieldGasymmetricGwaveformGionGmobilityGspectrometryGviaGvariationGofG
dispersionGfieldGandGgasGtemperatureUGAnalyticalVChemistrySG2008SGcWSGb]WcTX] 7.8 40

667 lpplicationGofGpressurizedGsolventsGforGultrafastGtrypsinGhydrolysisGinGproteomicseGproteomicsGonGtheG
flyUGJournalVofVProteomeVResearchSG2008SGbSGZYbaTcX 5.6 80

666 oifferencesGbetweenGhighTGandGlowTaffinityGcomplexesGofGenzymesGandGnonenzymesUGJournalVofV
MedicinalVChemistrySG2008SG]XSGa[ZYT[X 8.3 23

665
xitochondrialGdysfunctionSGoxidativeGstressSGandGapoptosisGrevealedGbyGproteomicGandG
transcriptomicGanalysesGofGtheGstriataGinGtwoGmouseGmodelsGofG†arkinsonNsGdiseaseUGJournalVofV
ProteomeVResearchSG2008SGbSGaaaTbb

5.6 79

664 lGdataTminingGschemeGforGidentifyingGpeptideGstructuralGmotifsGresponsibleGforGdifferentGx™Vx™G
fragmentationGintensityGpatternsUGJournalVofVProteomeVResearchSG2008SGbSGbWTd 5.6 45

663 nlusteringGmillionsGofGtandemGmassGspectraUGJournalVofVProteomeVResearchSG2008SGbSGXXZTYY 5.6 187

662 oeGnovoGsequencingGofGuniqueGsequenceGtagsGforGdiscoveryGofGpostTtranslationalGmodificationsGofG
proteinsUGAnalyticalVChemistrySG2008SGcWSGbb[YT][ 7.8 34

(2008-2008)
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661  heGmammaryGepithelialGcellGsecretomeGandGitsGregulationGbyGsignalGtransductionGpathwaysUGJournalV
ofVProteomeVResearchSG2008SGbSG]]cTad 5.6 29

660 sighGsensitivityGproteomicsGassistedGdiscoveryGofGaGnovelGoperonGinvolvedGinGtheGassemblyGofG
photosystemGttSGaGmembraneGproteinGcomplexUGJournalVofVBiologicalVChemistrySG2008SGYcZSGYbcYdTYbcZb 5.4 33

659 †roteomicGanalysisGofGstationaryGphaseGinGtheGmarineGbacteriumGInandidatusG†elagibacterGubiqueIUG
AppliedVandVEnvironmentalVMicrobiologySG2008SGb[SG[WdXTXWW 4.8 55

658
 heGgenomeGofGnyanotheceG]XX[YSGaGunicellularGdiazotrophicGcyanobacteriumGimportantGinGtheG
marineGnitrogenGcycleUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2008SGXW]SGX]Wd[Td

11.5 129

657 oln peGaGstatisticalGtoolGforGquantitativeGanalysisGofGTomicsGdataUGBioinformaticsSG2008SGY[SGX]]aTc 7.2 333

656 sumanGcytomegalovirusGsecretomeGcontainsGfactorsGthatGinduceGangiogenesisGandGwoundGhealingUG
JournalVofVVirologySG2008SGcYSGa]Y[TZ] 6.6 89

655 ™patialGmappingGofGtheGneuriteGandGsomaGproteomesGrevealsGaGfunctionalGndc[YV—acGregulatoryG
networkUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2008SGXW]SGXdZXTa11.5 68

654 oeconx™neGaGsoftwareGtoolGforGaccurateGparentGionGmonoisotopicGmassGdeterminationGforGtandemG
massGspectraUGBioinformaticsSG2008SGY[SGXWYXTZ 7.2 128

653 nomparativeGproteogenomicseGcombiningGmassGspectrometryGandGcomparativeGgenomicsGtoGanalyzeG
multipleGgenomesUGGenomeVResearchSG2008SGXcSGXXZZT[Y 9.7 90

652 WhatGerrorsGdoGpeerGreviewersGdetectSGandGdoesGtrainingGimproveGtheirGabilityGtoGdetectGthemjUG
JournalVofVtheVRoyalVSocietyVofVMedicineSG2008SGXWXSG]WbTX[ 2.3 99

651 pnhancedGdetectionGofGlowGabundanceGhumanGplasmaGproteinsGusingGaGtandemGtgβXYT™uperxixG
immunoaffinityGseparationGstrategyUGMolecularVandVCellularVProteomicsSG2008SGbSGXdaZTbZ 7.6 172

650 †roteogenomicseGneedsGandGrolesGtoGbeGfilledGbyGproteomicsGinGgenomeGannotationUGBriefingsVinV
FunctionalVGenomicsVeVProteomicsSG2008SGbSG]WTaY 116

649 °seGofGhighTthroughputGmassGspectrometryGtoGelucidateGhostTpathogenGinteractionsGinG™almonellaUG
FutureVMicrobiologySG2008SGZSGaY]TZ[ 2.9 7

648
sumanGcytomegalovirusG°wdbGkinaseGactivityGisGrequiredGforGtheGhyperphosphorylationGofG
retinoblastomaGproteinGandGinhibitsGtheGformationGofGnuclearGaggresomesUGJournalVofVVirologySG2008SG
cYSG]W][Tab

6.6 92

647 tsGprivateGhealthGcareGtheGanswerGtoGtheGhealthGproblemsGofGtheGworldNsGpoorjUGPLoSVMedicineSG2008SG
]SGeYZZ 11.6 73

646 —oleGofGtheGconservedGoligomericGrolgiGOnzrPGcomplexGinGproteinGglycosylationUGCarbohydrateV
ResearchSG2008SGZ[ZSGYWY[TZX 2.9 81

645 ™imultaneousGfragmentationGofGmultipleGionsGusingGtx™GdriftGtimeGdependentGcollisionGenergiesUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2008SGXdSG[XXTd 3.5 35

644 lnalysisGofGnonTenzymaticallyGglycatedGpeptideseGneutralTlossTtriggeredGx™OZPGversusGmultiTstageG
activationGtandemGmassGspectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG2008SGYYSGZWYbTZ[ 2.2 32
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643 nontingentGvaluationGinGhealthGcareeGdoesGitGmatterGhowGtheGNgoodNGisGdescribedjUGHealthVEconomicsV
gUnitedVKingdomhSG2008SGXbSGaWbTXb 2.4 16

642  rappedTionGcellGwithGimprovedGonGpotentialGharmonicityGforGq Ttn—Gx™UGJournalVofVtheVAmericanV
SocietyVforVMassVSpectrometrySG2008SGXdSG]caTdb 3.5 98

641 zptimumGwaveformsGforGdifferentialGionGmobilityGspectrometryGOqltx™PUGJournalVofVtheVAmericanV
SocietyVforVMassVSpectrometrySG2008SGXdSGXYcaTd] 3.5 28

640
nharacterizationGofGtheGmouseGbronchoalveolarGlavageGproteomeGbyGmicroTcapillaryGwnTq tn—GmassG
spectrometryUGJournalVofVChromatographyVBzVAnalyticalVTechnologiesVinVtheVBiomedicalVandVLifeV
SciencesSG2008SGca[SGd]TXWX

3.2 11

639 lpplicationGofGtheGaccurateGmassGandGtimeGtagGapproachGinGstudiesGofGtheGhumanGbloodGlipidomeUG
JournalVofVChromatographyVBzVAnalyticalVTechnologiesVinVtheVBiomedicalVandVLifeVSciencesSG2008SGcbXSGY[ZT]Y3.2 34

638 †roteomeGofGreobacterGsulfurreducensGgrownGwithGqeOtttPGoxideGorGqeOtttPGcitrateGasGtheGelectronG
acceptorUGBiochimicaVEtVBiophysicaVActaVmVProteinsVandVProteomicsSG2008SGXbc[SGXdZ]T[X 4 91

637 xl™tneGaGsoftwareGprogramGforGfastGquantitationGandGflexibleGvisualizationGofGchromatographicG
profilesGfromGdetectedGwnTx™OVx™PGfeaturesUGComputationalVBiologyVandVChemistrySG2008SGZYSGYX]Tb 3.6 104

636 sighG—esolutionG™eparationsGandGtmprovedGtonG†roductionGandG ransmissionGinGxetabolomicsUGTrACV
mVTrendsVinVAnalyticalVChemistrySG2008SGYbSGYW]TYX[ 14.6 40

635 znTlineGdigestionGsystemGforGproteinGcharacterizationGandGproteomeGanalysisUGAnalyticalVChemistrySG
2008SGcWSGcdZWTa 7.8 45

634 pnhancedGionGutilizationGefficiencyGusingGanGelectrodynamicGionGfunnelGtrapGasGanGinjectionG
mechanismGforGionGmobilityGspectrometryUGAnalyticalVChemistrySG2008SGcWSGaXYTYZ 7.8 91

633 lutomatedGgainGcontrolGionGfunnelGtrapGforGorthogonalGtimeTofTflightGmassGspectrometryUGAnalyticalV
ChemistrySG2008SGcWSG]ZabTba 7.8 26

632 oynamicallyGmultiplexedGionGmobilityGtimeTofTflightGmassGspectrometryUGAnalyticalVChemistrySG2008SG
cWSG]cbZTcZ 7.8 60

631 †seudorandomGsequenceGmodificationsGforGionGmobilityGorthogonalGtimeTofTflightGmassG
spectrometryUGAnalyticalVChemistrySG2008SGcWSGY[a[TbZ 7.8 39

630 mindingGxzloSGaGhighTqualityGproteinTligandGdatabaseUGNucleicVAcidsVResearchSG2008SGZaSGoab[Tc 20.1 115

629 nomparativeGbacterialGproteomicseGanalysisGofGtheGcoreGgenomeGconceptUGPLoSVONESG2008SGZSGeX][Y 3.7 57

628 zptimizationGofGproteomicGsampleGpreparationGproceduresGforGcomprehensiveGproteinG
characterizationGofGpathogenicGsystemsUGJournalVofVBiomolecularVTechniquesSG2008SGXdSGYc]Td] 1.1 13

627 tonGfunnelGtrapGinterfaceGforGorthogonalGtimeTofTflightGmassGspectrometryUGAnalyticalVChemistrySG
2007SGbdSGbc[]T]Y 7.8 62

626 lpplyingGaGtargetedGlabelTfreeGapproachGusingGwnTx™Glx GtagsGtoGevaluateGchangesGinGproteinG
phosphorylationGfollowingGphosphataseGinhibitionUGJournalVofVProteomeVResearchSG2007SGaSG[[cdTdb 5.6 20

(2007-2008)
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625 –uantitativeGproteomicGapproachesGforGstudyingGphosphotyrosineGsignalingUGExpertVReviewVofV
ProteomicsSG2007SG[SGXZTYZ 4.2 40

624 WholeGproteomeGanalysisGofGpostTtranslationalGmodificationseGapplicationsGofGmassTspectrometryG
forGproteogenomicGannotationUGGenomeVResearchSG2007SGXbSGXZaYTbb 9.7 155

623 tdentificationGofGaGdenitraseGactivityGagainstGcalmodulinGinGactivatedGmacrophagesGusingGhighTfieldG
liquidGchromatographyTTq tn—GmassGspectrometryUGBiochemistrySG2007SG[aSGXW[dcT]W] 3.2 55

622 plectrosprayGcharacteristicGcurveseGinGpursuitGofGimprovedGperformanceGinGtheGnanoflowGregimeUG
AnalyticalVChemistrySG2007SGbdSGcWZWTa 7.8 47

621 oistortionGofGionGstructuresGbyGfieldGasymmetricGwaveformGionGmobilityGspectrometryUGAnalyticalV
ChemistrySG2007SGbdSGX]YZTc 7.8 63

620 rlobalGpublicGgoodsGandGtheGglobalGhealthGagendaeGproblemsSGprioritiesGandGpotentialUGGlobalizationV
andVHealthSG2007SGZSGd 10 36

619 napillaryGwnGcoupledGwithGhighTmassGmeasurementGaccuracyGmassGspectrometryGforGmetabolicG
profilingUGAnalyticalVChemistrySG2007SGbdSGaWcXTdZ 7.8 46

618 lGmethodGforGselectiveGenrichmentGandGanalysisGofGnitrotyrosineTcontainingGpeptidesGinGcomplexG
proteomeGsamplesUGJournalVofVProteomeVResearchSG2007SGaSGYY]bTac 5.6 78

617 lccurateGmassGmeasurementsGinGproteomicsUGChemicalVReviewsSG2007SGXWbSGZaYXT]Z 68.1 92

616 zptimizationGofGalgorithmsGforGionGmobilityGcalculationsUGJournalVofVPhysicalVChemistryVASG2007SGXXXSGYWWYTXW2.8 83

615
pnrichmentGandGanalysisGofGnonenzymaticallyGglycatedGpeptideseGboronateGaffinityGchromatographyG
coupledGwithGelectronTtransferGdissociationGmassGspectrometryUGJournalVofVProteomeVResearchSG2007
SGaSGYZYZTZW

5.6 142

614 †recautionaryGbehaviorGinGresponseGtoGperceivedGthreatGofGpandemicGinfluenzaUGEmergingVInfectiousV
DiseasesSG2007SGXZSGXZWbTXZ 10.2 155

613  heGrelationshipGbetweenGreliabilityGandGsizeGofGwillingnessTtoTpayGvalueseGaGqualitativeGinsightUG
HealthVEconomicsVgUnitedVKingdomhSG2007SGXaSGYXXTa 2.4 7

612 °seSGoptionGandGexternalityGvalueseGareGcontingentGvaluationGstudiesGinGhealthGcareGmisTspecifiedjUG
HealthVEconomicsVgUnitedVKingdomhSG2007SGXaSGcaXTd 2.4 20

611  heGroleGofGNreferenceGgoodsNGinGcontingentGvaluationeGshouldGweGhelpGrespondentsGtoGNconstructNG
theirGwillingnessGtoGpayjUGHealthVEconomicsVgUnitedVKingdomhSG2007SGXaSGXZXdTZY 2.4 10

610 †roteomicGprofilingGofGhumanGliverGbiopsieseGhepatitisGnGvirusTinducedGfibrosisGandGmitochondrialG
dysfunctionUGHepatologySG2007SG[aSGa[dT]b 11.2 101

609 †hosphopeptideGelutionGtimesGinGreversedTphaseGliquidGchromatographyUGJournalVofV
ChromatographyVASG2007SGXXbYSGdTXc 4.5 32

608 lnGelectrodynamicGionGfunnelGinterfaceGforGgreaterGsensitivityGandGhigherGthroughputGwithGlinearGionG
trapGmassGspectrometersUGInternationalVJournalVofVMassVSpectrometrySG2007SGYa]SGY[[TY]W 1.9 23
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607 znGtheGnumericalGformsGofGcontingentGvaluationGresponsesUGJournalVofVEconomicVPsychologySG2007SG
YcSG[aYT[ba 2.5 12

606 tonGmobilityGspectrometryTmassGspectrometryGperformanceGusingGelectrodynamicGionGfunnelsGandG
elevatedGdriftGgasGpressuresUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2007SGXcSGXXbaTcb 3.5 116

605
 argetedGtandemGmassGspectrometryGforGhighTthroughputGcomparativeGproteomicsGemployingG
yanownTq tn—Gx™GwithGexternalGionGdissociationUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG2007SGXcSGXZZYT[Z

3.5 6

604 tonizationGandGtransmissionGefficiencyGinGanGelectrosprayGionizationTmassGspectrometryGinterfaceUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2007SGXcSGX]cYTdW 3.5 182

603 ™calingGofGtheGresolvingGpowerGandGsensitivityGforGplanarGqltx™GandGmobilityTbasedGdiscriminationGinG
flowTGandGfieldTdrivenGanalyzersUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2007SGXcSGXabYTcX3.5 48

602 lpplicationGofGelectronGtransferGdissociationGmassGspectrometryGinGanalysesGofGnonTenzymaticallyG
glycatedGpeptidesUGRapidVCommunicationsVinVMassVSpectrometrySG2007SGYXSGaaXTa 2.2 72

601 pvidenceGforGaGprotectiveGresponseGbyGtheGgillGproteomeGofGrainbowGtroutGexposedGtoG₂TrayGinducedG
bystanderGsignalsUGProteomicsSG2007SGbSG[XbXTcW 4.8 55

600  heGfutureGofGliquidGchromatographyTmassGspectrometryGOwnTx™PGinGmetabolicGprofilingGandG
metabolomicGstudiesGforGbiomarkerGdiscoveryUGBiomarkersVinVMedicineSG2007SGXSGX]dTXc] 2.3 66

599 seadTtoTheadGcomparisonGofGserumGfractionationGtechniquesUGJournalVofVProteomeVResearchSG2007SG
aSGcYcTZa 5.6 144

598 xultiplexedGionGmobilityGspectrometryTorthogonalGtimeTofTflightGmassGspectrometryUGAnalyticalV
ChemistrySG2007SGbdSGY[]XTaY 7.8 61

597 †rofilingGsignalingGpolarityGinGchemotacticGcellsUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofV
theVUnitedVStatesVofVAmericaSG2007SGXW[SGcZYcTZZ 11.5 73

596
–uantitativeGanalysisGofGhumanGimmunodeficiencyGvirusGtypeGXTinfectedGno[RGcellGproteomeeG
dysregulatedGcellGcycleGprogressionGandGnuclearGtransportGcoincideGwithGrobustGvirusGproductionUG
JournalVofVVirologySG2007SGcXSGb]bXTcZ

6.6 77

595 lGgenomeTscaleGmapGofGexpressionGforGaGmouseGbrainGsectionGobtainedGusingGvoxelationUG
PhysiologicalVGenomicsSG2007SGZWSGZXZTYX 3.6 23

594  argetedGproteinGdegradationGbyG™almonellaGunderGphagosomeTmimickingGcultureGconditionsG
investigatedGusingGcomparativeGpeptidomicsUGMolecularVandVCellularVProteomicsSG2007SGaSGbXbTYb 7.6 22

593 †roteomicGprofilingGofGintactGproteinsGusingGWl₂T—†wnGYToGseparationsGandGq tn—GmassG
spectrometryUGJournalVofVProteomeVResearchSG2007SGaSGaWYTXW 5.6 73

592 Vt†p—eGanGadvancedGsoftwareGpackageGtoGsupportGhighTthroughputGwnTx™GpeptideGidentificationUG
BioinformaticsSG2007SGYZSGYWYXTZ 7.2 178

591 tdentificationGofGaGnovelGmitoticGphosphorylationGmotifGassociatedGwithGproteinGlocalizationGtoGtheG
mitoticGapparatusUGJournalVofVCellVScienceSG2007SGXYWSG[WaWTbW 5.3 24

590 ™patialGmappingGofGproteinGabundancesGinGtheGmouseGbrainGbyGvoxelationGintegratedGwithG
highTthroughputGliquidGchromatographyTmassGspectrometryUGGenomeVResearchSG2007SGXbSGZYcTZa 9.7 53

(2007-2007)
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589
™elfTreportedGmentalGhealthTrelatedGqualityGofGlifeGandGmortalityGinGmenGandGwomenGinGtheG
puropeanG†rospectiveGtnvestigationGintoGnancerGOp†tnTyorfolkPeGaGprospectiveGpopulationGstudyUG
PsychosomaticVMedicineSG2007SGadSG[XWT[

3.7 20

588
qruitGandGvegetableGconsumptionGandGselfTreportedGfunctionalGhealthGinGmenGandGwomenGinGtheG
puropeanG†rospectiveGtnvestigationGintoGnancerTyorfolkGOp†tnTyorfolkPeGaGpopulationTbasedG
crossTsectionalGstudyUGPublicVHealthVNutritionSG2007SGXWSGZ[T[X

3.3 66

587 xodifiableGlifestyleGbehaviorsGandGfunctionalGhealthGinGtheGpuropeanG†rospectiveGtnvestigationGintoG
nancerGOp†tnPTyorfolkGpopulationGstudyUGPreventiveVMedicineSG2007SG[[SGXWdTXa 4.3 23

586 xethodsGforGpseudopodiaGpurificationGandGproteomicGanalysisUGSciencefsVSTKEzVSignalVTransductionV
KnowledgeVEnvironmentSG2007SGYWWbSGpl[ 19

585 xicro™†pTnanownTp™tTx™Vx™GusingGXWTmicromTiUdUGsilicaTbasedGmonolithicGcolumnsGforGproteomicsUG
AnalyticalVChemistrySG2007SGbdSG][WT] 7.8 42

584 lrrayGofGchemicallyGetchedGfusedTsilicaGemittersGforGimprovingGtheGsensitivityGandGquantitationGofG
electrosprayGionizationGmassGspectrometryUGAnalyticalVChemistrySG2007SGbdSG[XdYTc 7.8 55

583 lGNleagueGtableNGofGcontingentGvaluationGresultsGforGpharmaceuticalGinterventionseGaGhardGpillGtoG
swallowjUGPharmacoeconomicsSG2007SGY]SGXWbTYb 4.4 12

582  heGuseGofGaGquantitativeGcysteinylTpeptideGenrichmentGtechnologyGforGhighTthroughputG
quantitativeGproteomicsUGMethodsVinVMolecularVBiologySG2007SGZ]dSGXWbTY[ 1.4 16

581 —espondingGtoGglobalGinfectiousGdiseaseGoutbreakseGlessonsGfromG™l—™GonGtheGroleGofGriskG
perceptionSGcommunicationGandGmanagementUGSocialVScienceVandVMedicineSG2006SGaZSGZXXZTYZ 5.1 446

580 °singGsizeGexclusionGchromatographyT—†wnGandG—†wnTntpqGasGtwoTdimensionalGseparationG
strategiesGforGproteinGprofilingUGElectrophoresisSG2006SGYbSGYbYYTZZ 3.6 46

579
ttNsGnotGjustGwhatGyouGdoSGitNsGtheGwayGthatGyouGdoGiteGtheGeffectGofGdifferentGpaymentGcardGformatsG
andGsurveyGadministrationGonGwillingnessGtoGpayGforGhealthGgainUGHealthVEconomicsVgUnitedVKingdomhSG
2006SGX]SGYcXTdZ

2.4 52

578 sowGcommonGisGtheGNprominenceGeffectNjGldditionalGevidenceGtoGWhynesGetGalUGHealthVEconomicsV
gUnitedVKingdomhSG2006SGX]SGYW]TXW 2.4 4

577 pmpiricalGimplicationsGofGresponseGacquiescenceGinGdiscreteTchoiceGcontingentGvaluationUGHealthV
EconomicsVgUnitedVKingdomhSG2006SGX]SGXWbbTcd 2.4 14

576 sepato†roteomicseGapplyingGproteomicGtechnologiesGtoGtheGstudyGofGliverGfunctionGandGdiseaseUG
HepatologySG2006SG[[SGYddTZWc 11.2 46

575 ldvancesGinGproteomicsGdataGanalysisGandGdisplayGusingGanGaccurateGmassGandGtimeGtagGapproachUG
MassVSpectrometryVReviewsSG2006SGY]SG[]WTcY 11 272

574 xedicalGjournalsGandGtheGmassGmediaeGmovingGfromGloveGandGhateGtoGloveUGJournalVofVtheVRoyalV
SocietyVofVMedicineSG2006SGddSGZ[bT]Y 2.3 7

573  heGhighlyGprofitableGbutGunethicalGbusinessGofGpublishingGmedicalGresearchUGJournalVofVtheVRoyalV
SocietyVofVMedicineSG2006SGddSG[]YTa 2.3 6

572
oifferentialGlabelTfreeGquantitativeGproteomicGanalysisGofG™hewanellaGoneidensisGculturedGunderG
aerobicGandGsuboxicGconditionsGbyGaccurateGmassGandGtimeGtagGapproachUGMolecularVandVCellularV
ProteomicsSG2006SG]SGbX[TY]

7.6 80
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571 ldvancesGandGchallengesGinGliquidGchromatographyTmassGspectrometryTbasedGproteomicsGprofilingG
forGclinicalGapplicationsUGMolecularVandVCellularVProteomicsSG2006SG]SGXbYbT[[ 7.6 281

570 tntegratedGmolecularGsignatureGofGdiseaseeGanalysisGofGinfluenzaGvirusTinfectedGmacaquesGthroughG
functionalGgenomicsGandGproteomicsUGJournalVofVVirologySG2006SGcWSGXWcXZTYc 6.6 110

569 lnalysisGofGtheG™almonellaGtyphimuriumGproteomeGthroughGenvironmentalGresponseGtowardG
infectiousGconditionsUGMolecularVandVCellularVProteomicsSG2006SG]SGX[]WTaX 7.6 98

568 sighGdynamicGrangeGcharacterizationGofGtheGtraumaGpatientGplasmaGproteomeUGMolecularVandV
CellularVProteomicsSG2006SG]SGXcddTdXZ 7.6 131

567  radeGandGpublicGhealtheGfacingGtheGchallengesGofGglobalisationUGJournalVofVEpidemiologyVandV
CommunityVHealthSG2006SGaWSGa]WTX 5.1 14

566
†roteomicGanalysisGofG™almonellaGentericaGserovarGtyphimuriumGisolatedGfromG—lWGYa[UbG
macrophageseGidentificationGofGaGnovelGproteinGthatGcontributesGtoGtheGreplicationGofGserovarG
typhimuriumGinsideGmacrophagesUGJournalVofVBiologicalVChemistrySG2006SGYcXSGYdXZXT[W

5.4 120

565 °ni†epTTaGdatabaseGforGhumanGyTlinkedGglycositeseGaGresourceGforGbiomarkerGdiscoveryUGGenomeV
BiologySG2006SGbSG—bZ 18.3 94

564 nharacterizationGofGtheGmouseGbrainGproteomeGusingGglobalGproteomicGanalysisGcomplementedGwithG
cysteinylTpeptideGenrichmentUGJournalVofVProteomeVResearchSG2006SG]SGZaXTd 5.6 122

563 nhemicallyGetchedGopenGtubularGandGmonolithicGemittersGforGnanoelectrosprayGionizationGmassG
spectrometryUGAnalyticalVChemistrySG2006SGbcSGbbdaTcWX 7.8 214

562 °singGeconomicGanalysesGforGlocalGpriorityGsettingGeGtheGpopulationGcostTimpactGapproachUGAppliedV
HealthVEconomicsVandVHealthVPolicySG2006SG]SG[]T][ 3.4 8

561
lGmacroeconomicGapproachGtoGevaluatingGpoliciesGtoGcontainGantimicrobialGresistanceeGaGcaseGstudyG
ofGmethicillinTresistantG™taphylococcusGaureusGOx—™lPUGAppliedVHealthVEconomicsVandVHealthVPolicySG
2006SG]SG]]Ta]

3.4 24

560 °ltraTsensitiveGandGquantitativeGcharacterizationGofGproteomesUGMolecularVBioSystemsSG2006SGYSGYYXTZW 15

559  owardGplasmaGproteomeGprofilingGwithGionGmobilityTmassGspectrometryUGJournalVofVProteomeV
ResearchSG2006SG]SGYdbbTc[ 5.6 134

558 —obustGalgorithmGforGalignmentGofGliquidGchromatographyTmassGspectrometryGanalysesGinGanG
accurateGmassGandGtimeGtagGdataGanalysisGpipelineUGAnalyticalVChemistrySG2006SGbcSGbZdbT[Wd 7.8 147

557 sighTresolutionGfieldGasymmetricGwaveformGionGmobilityGspectrometryGusingGnewGplanarGgeometryG
analyzersUGAnalyticalVChemistrySG2006SGbcSGZbWaTX[ 7.8 151

556 qeasibilityGofGhigherTorderGdifferentialGionGmobilityGseparationsGusingGnewGasymmetricGwaveformsUG
JournalVofVPhysicalVChemistryVASG2006SGXXWSGYaaZTbZ 2.8 47

555 qieldGasymmetricGwaveformGionGmobilityGspectrometryGstudiesGofGproteinseGoipoleGalignmentGinGionG
mobilityGspectrometryjUGJournalVofVPhysicalVChemistryVBSG2006SGXXWSGYXdaaTcW 3.4 56

554 pvaluationGofGmultiproteinGimmunoaffinityGsubtractionGforGplasmaGproteomicsGandGcandidateG
biomarkerGdiscoveryGusingGmassGspectrometryUGMolecularVandVCellularVProteomicsSG2006SG]SGYXabTb[ 7.6 188

(2006-2006)
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553 yormalizationGapproachesGforGremovingGsystematicGbiasesGassociatedGwithGmassGspectrometryGandG
labelTfreeGproteomicsUGJournalVofVProteomeVResearchSG2006SG]SGYbbTca 5.6 287

552 miomarkerGcandidateGidentificationGinGβersiniaGpestisGusingGorganismTwideGsemiquantitativeG
proteomicsUGJournalVofVProteomeVResearchSG2006SG]SGZWWcTXb 5.6 40

551 pndogenouslyGnitratedGproteinsGinGmouseGbraineGlinksGtoGneurodegenerativeGdiseaseUGBiochemistrySG
2006SG[]SGcWWdTYY 3.2 127

550 xassGmeasurementGaccuracyGinGanalysesGofGhighlyGcomplexGmixturesGbasedGuponGmultidimensionalG
recalibrationUGAnalyticalVChemistrySG2006SGbcSGcZb[Tc] 7.8 31

549 nharacterizationGofGtheGhumanGpancreaticGisletGproteomeGbyGtwoTdimensionalGwnVx™Vx™UGJournalVofV
ProteomeVResearchSG2006SG]SGZZ[]T][ 5.6 54

548 lnGtx™Ttx™GanalogueGofGx™Tx™UGAnalyticalVChemistrySG2006SGbcSG[XaXTb[ 7.8 221

547
lpplicationGofGtheGaccurateGmassGandGtimeGtagGapproachGtoGtheGproteomeGanalysisGofGsubTcellularG
fractionsGobtainedGfromG—hodobacterGsphaeroidesGYU[UXUGlerobicGandGphotosyntheticGcellGculturesUG
JournalVofVProteomeVResearchSG2006SG]SGXd[WTb

5.6 42

546
xoreGsensitiveGandGquantitativeGproteomicGmeasurementsGusingGveryGlowGflowGrateGporousGsilicaG
monolithicGwnGcolumnsGwithGelectrosprayGionizationTmassGspectrometryUGJournalVofVProteomeV
ResearchSG2006SG]SGXWdXTb

5.6 49

545 nharacterizingGtheGstructuresGandGfoldingGofGfreeGproteinsGusingGYToGgasTphaseGseparationseG
observationGofGmultipleGunfoldedGconformersUGAnalyticalVChemistrySG2006SGbcSGZZW[TX] 7.8 83

544 †hosphoproteomeGprofilingGofGhumanGskinGfibroblastGcellsGinGresponseGtoGlowTGandGhighTdoseG
irradiationUGJournalVofVProteomeVResearchSG2006SG]SGXY]YTaW 5.6 100

543 tmprovedGpeptideGelutionGtimeGpredictionGforGreversedTphaseGliquidGchromatographyTx™GbyG
incorporatingGpeptideGsequenceGinformationUGAnalyticalVChemistrySG2006SGbcSG]WYaTZd 7.8 147

542 wnTx™Vx™GbasedGproteomicGanalysisGandGfunctionalGinferenceGofGhypotheticalGproteinsGinG
oesulfovibrioGvulgarisUGBiochemicalVandVBiophysicalVResearchVCommunicationsSG2006SGZ[dSGX[XYTd 3.4 14

541 nonfirmationGofGtheGexpressionGofGaGlargeGsetGofGconservedGhypotheticalGproteinsGinG™hewanellaG
oneidensisGx—TXUGJournalVofVMicrobiologicalVMethodsSG2006SGaaSGYYZTZZ 2.8 24

540 nomparisonGofGaerobicGandGphotosyntheticG—hodobacterGsphaeroidesGYU[UXGproteomesUGJournalVofV
MicrobiologicalVMethodsSG2006SGabSG[Y[TZa 2.8 35

539 †roteomicGapproachesGtoGbacterialGdifferentiationUGJournalVofVMicrobiologicalVMethodsSG2006SGabSG[bZTca 2.8 20

538 qutureGdirectionsGforGelectrosprayGionizationGforGbiologicalGanalysisGusingGmassGspectrometryUG
BioTechniquesSG2006SG[XSGX[bTc 2.5 31

537 †—t™xeGaGdataGmanagementGsystemGforGhighTthroughputGproteomicsUGProteomicsSG2006SGaSGXbcZTdW 4.8 63

536 –uantitativeGproteomeGanalysisGofGbreastGcancerGcellGlinesGusingGXczTlabelingGandGanGaccurateGmassG
andGtimeGtagGstrategyUGProteomicsSG2006SGaSGYdWZTX] 4.8 33
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535 lGproteomicGviewGofGoesulfovibrioGvulgarisGmetabolismGasGdeterminedGbyGliquidGchromatographyG
coupledGwithGtandemGmassGspectrometryUGProteomicsSG2006SGaSG[YcaTdd 4.8 43

534 zbesityGindicesGandGselfTreportedGfunctionalGhealthGinGmenGandGwomenGinGtheGp†tnTyorfolkUGObesitySG
2006SGX[SGcc[TdZ 8 13

533  heGproteomeGofGdissimilatoryGmetalTreducingGmicroorganismGreobacterGsulfurreducensGunderG
variousGgrowthGconditionsUGBiochimicaVEtVBiophysicaVActaVmVProteinsVandVProteomicsSG2006SGXba[SGXXdcTYWa4 112

532 pxploringGproteinTligandGrecognitionGwithGmindingGxzloUGJournalVofVMolecularVGraphicsVandV
ModellingSG2006SGY[SG[X[TY] 2.8 53

531  heoreticalGandGexperimentalGevaluationGofGtheGlowGmVzGtransmissionGofGanGelectrodynamicGionG
funnelUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2006SGXbSG]caT]dY 3.5 44

530 tmprovingGmassGspectrometerGsensitivityGusingGaGhighTpressureGelectrodynamicGionGfunnelGinterfaceUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2006SGXbSGXYddTZW] 3.5 81

529 IμeroTlengthIGcrossTlinkingGinGsolidGstateGasGanGapproachGforGanalysisGofGproteinTproteinGinteractionsUG
ProteinVScienceSG2006SGX]SG[YdT[W 6.3 20

528 lx GtagGapproachGtoGproteomicGcharacterizationGofGoeinococcusGradioduransGandG™hewanellaG
oneidensisUGMethodsVofVBiochemicalVAnalysisSG2006SG[dSGXXZTZ[ 9

527 °tilizingGhumanGbloodGplasmaGforGproteomicGbiomarkerGdiscoveryUGJournalVofVProteomeVResearchSG
2005SG[SGXWbZTc] 5.6 240

526  woTdimensionalGgasTphaseGseparationsGcoupledGtoGmassGspectrometryGforGanalysisGofGcomplexG
mixturesUGAnalyticalVChemistrySG2005SGbbSGaZcXTc 7.8 111

525 †robabilityTbasedGevaluationGofGpeptideGandGproteinGidentificationsGfromGtandemGmassG
spectrometryGandG™p–°p™ GanalysiseGtheGhumanGproteomeUGJournalVofVProteomeVResearchSG2005SG[SG]ZTaY5.6 293

524
nanGweGuseGcontingentGvaluationGtoGassessGtheGdemandGforGchildhoodGimmunisationGinGdevelopingG
countriesjeGaGsystematicGreviewGofGtheGliteratureUGAppliedVHealthVEconomicsVandVHealthVPolicySG2005SG
[SGXa]TbZ

3.4 13

523
nharacterizationGofGpurifiedGcTtypeGhemeTcontainingGpeptidesGandGidentificationGofGcTtypeG
hemeTattachmentGsitesGinG™hewanellaGoneidenisGcytochromesGusingGmassGspectrometryUGJournalVofV
ProteomeVResearchSG2005SG[SGc[aT][

5.6 19

522 oevelopmentGandGevaluationGofGaGmicroTGandGnanoscaleGproteomicGsampleGpreparationGmethodUG
JournalVofVProteomeVResearchSG2005SG[SGYZdbT[WZ 5.6 141

521 xakingGbroadGproteomeGproteinGmeasurementsGinGXT]GminGusingGhighTspeedG—†wnGseparationsGandG
highTaccuracyGmassGmeasurementsUGAnalyticalVChemistrySG2005SGbbSGbbaZTbZ 7.8 31

520 sumanGplasmaGyTglycoproteomeGanalysisGbyGimmunoaffinityGsubtractionSGhydrazideGchemistrySGandG
massGspectrometryUGJournalVofVProteomeVResearchSG2005SG[SGYWbWTcW 5.6 365

519  argetedGcomparativeGproteomicsGbyGliquidGchromatographyTtandemGqourierGionGcyclotronG
resonanceGmassGspectrometryUGAnalyticalVChemistrySG2005SGbbSG[WWTa 7.8 45

518 rlobalGwholeTcellGq tn—GmassGspectrometricGproteomicsGanalysisGofGtheGheatGshockGresponseGinGtheG
radioresistantGbacteriumGoeinococcusGradioduransUGJournalVofVProteomeVResearchSG2005SG[SGbWdTXc 5.6 24

(2005-2006)
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517 °ltrahighTthroughputGproteomicsGusingGfastG—†wnGseparationsGwithGp™tTx™Vx™UGAnalyticalVChemistrySG
2005SGbbSGaadYTbWX 7.8 63

516 ™ensitivityGtoGscaleGinGcontingentGvaluationeGtheGimportanceGofGtheGbudgetGconstraintUGJournalVofV
HealthVEconomicsSG2005SGY[SG]X]TYd 3.5 28

515 lssessingGtheGmacroeconomicGimpactGofGaGhealthcareGproblemeGtheGapplicationGofGcomputableG
generalGequilibriumGanalysisGtoGantimicrobialGresistanceUGJournalVofVHealthVEconomicsSG2005SGY[SGXW]]Tb] 3.5 72

514 nanGweGestimateGtheGNsocialNGvalueGofGaG–lwβjGqourGcoreGissuesGtoGresolveUGHealthVPolicySG2005SGb[SGbbTc[ 3.2 37

513 nomparisonGofGnormalGandGbreastGcancerGcellGlinesGusingGproteomeSGgenomeSGandGinteractomeGdataUG
JournalVofVProteomeVResearchSG2005SG[SGXd]YTaW 5.6 29

512 †erspectiveeGaGprogramGtoGimproveGproteinGbiomarkerGdiscoveryGforGcancerUGJournalVofVProteomeV
ResearchSG2005SG[SGXXW[Td 5.6 125

511 lutomatedGYWGkpsiG—†wnTx™GandGx™Vx™GwithGchromatographicGpeakGcapacitiesGofGXWWWTX]WWGandG
capabilitiesGinGproteomicsGandGmetabolomicsUGAnalyticalVChemistrySG2005SGbbSGZWdWTXWW 7.8 218

510 †reparationGofGYWTmicromTiUdUGsilicaTbasedGmonolithicGcolumnsGandGtheirGperformanceGforG
proteomicsGanalysesUGAnalyticalVChemistrySG2005SGbbSG]WYcTZ] 7.8 132

509 zptimizationGofGtheGdesignGandGoperationGofGqltx™GanalyzersUGJournalVofVtheVAmericanVSocietyVforV
MassVSpectrometrySG2005SGXaSGYTXY 3.5 64

508 lutomaticGgainGcontrolGinGmassGspectrometryGusingGaGjetGdisrupterGelectrodeGinGanGelectrodynamicG
ionGfunnelUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2005SGXaSGY[[T]Z 3.5 36

507 qltx™GoperationGforGrealisticGgasGflowGprofileGandGasymmetricGwaveformsGincludingGelectronicGnoiseG
andGrippleUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2005SGXaSGX[[bTX[]] 3.5 41

506  heGutilityGofGaccurateGmassGandGwnGelutionGtimeGinformationGinGtheGanalysisGofGcomplexGproteomesUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2005SGXaSGXYZdT[d 3.5 89

505 °ltraTsensitiveSGhighGthroughputGandGquantitativeGproteomicsGmeasurementsUGInternationalVJournalV
ofVMassVSpectrometrySG2005SGY[WSGXd]TYXY 1.9 16

504 sighTsensitivityGionGmobilityGspectrometryVmassGspectrometryGusingGelectrodynamicGionGfunnelG
interfacesUGAnalyticalVChemistrySG2005SGbbSGZZZWTd 7.8 225

503 ™tatisticalGcharacterizationGofGtheGchargeGstateGandGresidueGdependenceGofGlowTenergyGntoGpeptideG
dissociationGpatternsUGAnalyticalVChemistrySG2005SGbbSG]cWWTXZ 7.8 203

502 nombiningGcapillaryGelectrophoresisGwithGmassGspectrometryGforGapplicationsGinGproteomicsUG
ElectrophoresisSG2005SGYaSGXYdXTZW] 3.6 168

501
pvaluationGofGtwoTdimensionalGelectrophoresisGandGliquidGchromatographyTTtandemGmassG
spectrometryGforGtissueTspecificGproteinGprofilingGofGlaserTmicrodissectedGplantGsamplesUG
ElectrophoresisSG2005SGYaSGYbYdTZc

3.6 58

500 †roteomicsGbyGq tn—GmassGspectrometryeGtopGdownGandGbottomGupUGMassVSpectrometryVReviewsSG
2005SGY[SGXacTYWW 11 375
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499 VariableGlowTmassGfilteringGusingGanGelectrodynamicGionGfunnelUGJournalVofVMassVSpectrometrySG2005SG
[WSGXYX]TYY 2.2 15

498 mindingGxzloGOxotherGzfGlllGoatabasesPUGProteinszVStructurelVFunctionVandVBioinformaticsSG2005SGaWSGZZZT[W4.2 187

497
nomparativeGproteomeGanalysesGofGhumanGplasmaGfollowingGinGvivoGlipopolysaccharideG
administrationGusingGmultidimensionalGseparationsGcoupledGwithGtandemGmassGspectrometryUG
ProteomicsSG2005SG]SG]bYTc[

4.8 120

496 †roteomicGanalysisGofGwymeGdiseaseeGglobalGproteinGcomparisonGofGthreeGstrainsGofGmorreliaG
burgdorferiUGProteomicsSG2005SG]SGX[[aT]Z 4.8 17

495 tmprovedGproteomeGcoverageGbyGusingGhighGefficiencyGcysteinylGpeptideGenrichmenteGtheGhumanG
mammaryGepithelialGcellGproteomeUGProteomicsSG2005SG]SGXYaZTbZ 4.8 63

494 rlobalGdetectionGandGcharacterizationGofGhypotheticalGproteinsGinG™hewanellaGoneidensisGx—TXGusingG
wnTx™GbasedGproteomicsUGProteomicsSG2005SG]SGZXYWTZW 4.8 50

493 nharacterizationGofGtheGhumanGbloodGplasmaGproteomeUGProteomicsSG2005SG]SG[WZ[T[] 4.8 164

492 lGproteomicGstudyGofGtheGs°†zG†lasmaG†roteomeG†rojectNsGpilotGsamplesGusingGanGaccurateGmassG
andGtimeGtagGstrategyUGProteomicsSG2005SG]SGZ[][Taa 4.8 55

491 lx G agGlpproachGtoG†roteomicGnharacterizationGofGoeinococcusGradioduransGandG™hewanellaG
oneidensisUGMethodsVofVBiochemicalVAnalysisSG2005SGXXZTXZ[

490 ldvancedGnanoscaleGseparationsGandGmassGspectrometryGforGsensitiveGhighTthroughputGproteomicsUG
ExpertVReviewVofVProteomicsSG2005SGYSG[ZXT[b 4.2 33

489 sighGthroughputGquantitativeGanalysisGofGserumGproteinsGusingGglycopeptideGcaptureGandGliquidG
chromatographyGmassGspectrometryUGMolecularVandVCellularVProteomicsSG2005SG[SGX[[T]] 7.6 176

488 †roteomeGanalysisGofGliverGcellsGexpressingGaGfullTlengthGhepatitisGnGvirusGOsnVPGrepliconGandGbiopsyG
specimensGofGposttransplantationGliverGfromGsnVTinfectedGpatientsUGJournalVofVVirologySG2005SGbdSGb]]cTad6.6 74

487
–uantitativeGproteomeGanalysisGofGhumanGplasmaGfollowingGinGvivoGlipopolysaccharideG
administrationGusingGXazVXczGlabelingGandGtheGaccurateGmassGandGtimeGtagGapproachUGMolecularV
andVCellularVProteomicsSG2005SG[SGbWWTd

7.6 144

486
rlobalGprofilingGofG™hewanellaGoneidensisGx—TXeGexpressionGofGhypotheticalGgenesGandGimprovedG
functionalGannotationsUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofV
AmericaSG2005SGXWYSGYWddTXW[

11.5 106

485 †roteomicGanalysesGusingGanGaccurateGmassGandGtimeGtagGstrategyUGBioTechniquesSG2004SGZbSGaYXT[SG
aYaTZZSGaZaGpassim 2.5 135

484 lGrationalGapproachGforGdiscoveringGandGvalidatingGcancerGmarkersGinGveryGsmallGsamplesGusingGmassG
spectrometryGandGpwt™lGmicroarraysUGDiseaseVMarkersSG2004SGYWSGXZ]T[c 3.2 24

483 sighTthroughputGproteomicsGusingGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryUG
ExpertVReviewVofVProteomicsSG2004SGXSGcbTd] 4.2 40

482 †roteomeGanalysisGofGoylGdamageTinducedGneuronalGdeathGusingGhighGthroughputGmassG
spectrometryUGJournalVofVBiologicalVChemistrySG2004SGYbdSGYaac]Tdb 5.4 22

(2004-2005)
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481 tdentificationGofG†roteinsGinGsumanGnytomegalovirusGOsnxVPG†articleseGtheGsnxVG†roteomeUG
JournalVofVVirologySG2004SGbcSGXZZd]TXZZd] 6.6 5

480 tdentificationGofGproteinsGinGhumanGcytomegalovirusGOsnxVPGparticleseGtheGsnxVGproteomeUGJournalV
ofVVirologySG2004SGbcSGXWdaWTa 6.6 460

479 ValidationGofG™hewanellaGoneidensisGx—TXGsmallGproteinsGbyGlx GtagTbasedGproteomeGanalysisUG
OMICSVAVJournalVofVIntegrativeVBiologySG2004SGcSGYZdT][ 3.8 43

478 napillaryGisoelectricGfocusingTTmassGspectrometryGofGproteinsGandGproteinGcomplexesUGMethodsVinV
MolecularVBiologySG2004SGYbaSGYdXTZW[ 1.4 6

477 tntegrativeGanalysisGofGtheGmitochondrialGproteomeGinGyeastUGPLoSVBiologySG2004SGYSGeXaW 9.7 165

476 lGcommonGopenGrepresentationGofGmassGspectrometryGdataGandGitsGapplicationGtoGproteomicsG
researchUGNatureVBiotechnologySG2004SGYYSGX[]dTaa 44.5 632

475 qoreignGdirectGinvestmentGandGtradeGinGhealthGserviceseGaGreviewGofGtheGliteratureUGSocialVScienceVandV
MedicineSG2004SG]dSGYZXZTYZ 5.1 74

474 nonsiderationsGforGelectronGcaptureGdissociationGefficiencyGinGq tn—GmassGspectrometryUG
InternationalVJournalVofVMassVSpectrometrySG2004SGYZ[SGXZXTXZa 1.9 26

473 yanoscaleGproteomicsUGAnalyticalVandVBioanalyticalVChemistrySG2004SGZbcSGXWZbT[] 4.4 42

472
 ailoredGnoiseGwaveformVcollisionTinducedGdissociationGofGionsGstoredGinGaGlinearGionGtrapGcombinedG
withGliquidGchromatographyVqourierGtransformGionGcyclotronGresonanceGmassGspectrometryUGRapidV
CommunicationsVinVMassVSpectrometrySG2004SGXcSGYacYTdW

2.2 7

471 tmprovedGdetectionGofGmultiTphosphorylatedGpeptidesGinGtheGpresenceGofGphosphoricGacidGinGliquidG
chromatographyVmassGspectrometryUGJournalVofVMassVSpectrometrySG2004SGZdSGYWcTX] 2.2 69

470 †roofreadingGactivityGofG†fuGthermostableGoylGpolymeraseGonGaGaTzTmethylguanineTcontainingG
templateGmonitoredGbyGp™tTq tn—GmassGspectrometryUGChemBioChemSG2004SG]SGXWXYT] 3.8 2

469
lnGautomatedGhighGperformanceGcapillaryGliquidGchromatographyTqourierGtransformGionGcyclotronG
resonanceGmassGspectrometerGforGhighTthroughputGproteomicsUGJournalVofVtheVAmericanVSocietyVforV
MassVSpectrometrySG2004SGX]SGYXYTZY

3.5 65

468 nhargeGcompetitionGandGtheGlinearGdynamicGrangeGofGdetectionGinGelectrosprayGionizationGmassG
spectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2004SGX]SGX[XaTX[YZ 3.5 208

467 xodelingGtheGresolutionGandGsensitivityGofGqltx™GanalysesUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG2004SGX]SGX[cbTX[dc 3.5 81

466 nollisionalGactivationGofGionsGinG—qGionGtrapsGandGionGguideseGtheGeffectiveGionGtemperatureG
treatmentUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2004SGX]SGXaXaTYc 3.5 54

465 q tn—GmassGspectrometryGforGqualitativeGandGquantitativeGbioanalysesUGCurrentVOpinionVinV
BiotechnologySG2004SGX]SGZTXX 11.4 45

464  heGreliabilityGofGwillingnessGtoGpayGforGchangesGinGhealthGstatusUGAppliedVHealthVEconomicsVandV
HealthVPolicySG2004SGZSGZ]Tc 3.4 11
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463 nalculatingGsocietyNsGwillingnessGtoGpayGforGaG–lwβeGkeyGquestionsGforGdiscussionUGAppliedVHealthV
EconomicsVandVHealthVPolicySG2004SGZSGXY]Ta 3.4 3

462 °ltrasensitiveGandGquantitativeGanalysesGfromGcombinedGseparationsTmassGspectrometryGforGtheG
characterizationGofGproteomesUGAccountsVofVChemicalVResearchSG2004SGZbSGYadTbc 24.3 132

461 rlobalGanalysisGofGtheGmembraneGsubproteomeGofG†seudomonasGaeruginosaGusingGliquidG
chromatographyTtandemGmassGspectrometryUGJournalVofVProteomeVResearchSG2004SGZSG[Z[T[[ 5.6 52

460 sighTthroughputGcomparativeGproteomeGanalysisGusingGaGquantitativeGcysteinylTpeptideGenrichmentG
technologyUGAnalyticalVChemistrySG2004SGbaSG]Z[]T]Z 7.8 134

459 °nderstandingGandGdesigningGfieldGasymmetricGwaveformGionGmobilityGspectrometryGseparationsGinG
gasGmixturesUGAnalyticalVChemistrySG2004SGbaSGbZaaTb[ 7.8 85

458 xultidimensionalGproteomeGanalysisGofGhumanGmammaryGepithelialGcellsUGJournalVofVProteomeV
ResearchSG2004SGZSGacTb] 5.6 84

457 lpplicationGofGpeptideGwnGretentionGtimeGinformationGinGaGdiscriminantGfunctionGforGpeptideG
identificationGbyGtandemGmassGspectrometryUGJournalVofVProteomeVResearchSG2004SGZSGbaWTd 5.6 127

456 °ltraThighTefficiencyGstrongGcationGexchangeGwnV—†wnVx™Vx™GforGhighGdynamicGrangeG
characterizationGofGtheGhumanGplasmaGproteomeUGAnalyticalVChemistrySG2004SGbaSGXXZ[T[[ 7.8 273

455 oissociationGbehaviorGofGdoublyTchargedGtrypticGpeptideseGcorrelationGofGgasTphaseGcleavageG
abundanceGwithGramachandranGplotsUGJournalVofVtheVAmericanVChemicalVSocietySG2004SGXYaSGZWZ[T] 16.4 63

454 °ltrasensitiveGproteomicsGusingGhighTefficiencyGonTlineGmicroT™†pTnanownTnanop™tGx™GandGx™Vx™UG
AnalyticalVChemistrySG2004SGbaSGX[[T][ 7.8 173

453 renomicsGknowledgeGandGequityeGaGglobalGpublicGgoodsGperspectiveGofGtheGpatentGsystemUGBulletinV
ofVtheVWorldVHealthVOrganizationSG2004SGcYSGZc]Td 8.2 13

452  heG°seGofGlccurateGxassGandG imeG agsGmasedG°ponGsighT hroughputGqourierG ransformGtonG
nyclotronG—esonanceGxassG™pectrometryGforGrlobalG†roteomicGnharacterizationG2004SGXcZTYY[

451 sighTperformanceGseparationsGandGmassGspectrometricGmethodsGforGhighTthroughputGproteomicsG
usingGaccurateGmassGtagsUGAdvancesVinVProteinVChemistrySG2003SGa]SGc]TXZX 5

450 †roteomicGcharacterizationGofGnippleGaspirateGfluideGidentificationGofGpotentialGbiomarkersGofGbreastG
cancerUGBreastVCancerVResearchVandVTreatmentSG2003SGcWSGcbTdb 4.4 103

449 °seGofGartificialGneuralGnetworksGforGtheGaccurateGpredictionGofGpeptideGliquidGchromatographyG
elutionGtimesGinGproteomeGanalysesUGAnalyticalVChemistrySG2003SGb]SGXWZdT[c 7.8 261

448 †roteomeGanalysisGbyGmassGspectrometryUGAnnualVReviewVofVBiophysicsVandVBiomolecularVStructureSG
2003SGZYSGZddT[Y[ 117

447 nonstructionGofGtheGcontingentGvaluationGmarketGinGhealthGcareeGaGcriticalGassessmentUGHealthV
EconomicsVgUnitedVKingdomhSG2003SGXYSGaWdTYc 2.4 127

446 WillingnessGtoGpayGandGsizeGofGhealthGbenefiteGanGintegratedGmodelGtoGtestGforGNsensitivityGtoGscaleNUG
HealthVEconomicsVgUnitedVKingdomhSG2003SGXYSGbdXTa 2.4 18

(2003-2004)
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445 †roteomeGanalysesGusingGaccurateGmassGandGelutionGtimeGpeptideGtagsGwithGcapillaryGwnG
timeTofTflightGmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2003SGX[SGdcWTdX3.5 136

444 ™uppressionGofGtheGlowerGchargeGstateGionsGinGtheGexternalGaccumulationG—qGmultipoleGwithGaG
reducedGtrappingGonGpotentialUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2003SGX[SGXYYdTZ]3.5 2

443 ™tableGisotopeTcodedGproteomicGmassGspectrometryUGCurrentVOpinionVinVBiotechnologySG2003SGX[SGXWXTd 11.4 167

442 xodelingGtheGionGdensityGdistributionGinGcollisionalGcoolingG—qGmultipoleGionGguidesUGInternationalV
JournalVofVMassVSpectrometrySG2003SGYYYSGX]]TXb[ 1.9 32

441 tdentificationGofGtrypticGpeptidesGfromGlargeGdatabasesGusingGmultiplexedGtandemGmassG
spectrometryeGsimulationsGandGexperimentalGresultsUGProteomicsSG2003SGZSGXYbdTca 4.8 30

440 oetectionGofGinGsituGlabeledGcellGsurfaceGproteinsGbyGmassGspectrometryeGapplicationGtoGtheG
membraneGsubproteomeGofGhumanGmammaryGepithelialGcellsUGProteomicsSG2003SGZSGXa[bT]X 4.8 24

439
tnitialGimplementationGofGexternalGaccumulationGliquidGchromatographyVelectrosprayGionizationG
qourierGtransformGionGcyclotronGresonanceGwithGautomatedGgainGcontrolUGRapidVCommunicationsVinV
MassVSpectrometrySG2003SGXbSGaYbTZa

2.2 31

438
lutomatedGgainGcontrolGandGinternalGcalibrationGwithGexternalGionGaccumulationGcapillaryGliquidG
chromatographyTelectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceUGAnalyticalV
ChemistrySG2003SGb]SG[Xd]TYW]

7.8 71

437
sighGmassGmeasurementGaccuracyGdeterminationGforGproteomicsGusingGmultivariateGregressionG
fittingeGapplicationGtoGelectrosprayGionizationGtimeTofTflightGmassGspectrometryUGAnalyticalVChemistry
SG2003SGb]SG[aWTc

7.8 39

436 †hosphoproteinGisotopeTcodedGsolidTphaseGtagGapproachGforGenrichmentGandGquantitativeGanalysisG
ofGphosphopeptidesGfromGcomplexGmixturesUGAnalyticalVChemistrySG2003SGb]SG][[XT]W 7.8 129

435 ouplexGfoldamersGfromGassemblyGinducedGfoldingUGJournalVofVtheVAmericanVChemicalVSocietySG2003SG
XY]SGddZYTZ 16.4 52

434
tntegrationGofGelectrokineticTbasedGmultidimensionalGseparationVconcentrationGplatformGwithG
electrosprayGionizationTqourierGtransformGionGcyclotronGresonanceTmassGspectrometryGforG
proteomeGanalysisGofG™hewanellaGoneidensisUGAnalyticalVChemistrySG2003SGb]SG[[ZYT[W

7.8 65

433 lffinityGlabelingGofGhighlyGhydrophobicGintegralGmembraneGproteinsGforGproteomeTwideGanalysisUG
JournalVofVProteomeVResearchSG2003SGYSGX]ZTaX 5.6 72

432 sighTefficiencyGonTlineGsolidTphaseGextractionGcouplingGtoGX]TX]WTmicromTiUdUGcolumnGliquidG
chromatographyGforGproteomicGanalysisUGAnalyticalVChemistrySG2003SGb]SGZ]daTZaW] 7.8 99

431  rendsGinGmassGspectrometryGinstrumentationGforGproteomicsUGTrendsVinVBiotechnologySG2002SGYWSG™ZTb 15.1 46

430 †roteomeGanalysisGofGcamptothecinTtreatedGcorticalGneuronsGusingGisotopeTcodedGaffinityGtagsUG
ElectrophoresisSG2002SGYZSGX]dXTc 3.6 34

429 †roteomicsGbasedGonGhighTefficiencyGcapillaryGseparationsUGElectrophoresisSG2002SGYZSGZXWaTY[ 3.6 152

428 tntegrationGofGcapillaryGisoelectricGfocusingGwithGcapillaryGreversedTphaseGliquidGchromatographyGforG
twoTdimensionalGproteomicsGseparationUGElectrophoresisSG2002SGYZSGZX[ZTc 3.6 84
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427 pvaluationGofGenzymaticGdigestionGandGliquidGchromatographyTmassGspectrometryGpeptideGmappingG
ofGtheGintegralGmembraneGproteinGbacteriorhodopsinUGElectrophoresisSG2002SGYZSGZYY[TZY 3.6 31

426 lnGaccurateGmassGtagGstrategyGforGquantitativeGandGhighTthroughputGproteomeGmeasurementsUG
ProteomicsSG2002SGYSG]XZTYZ 4.8 386

425 ™electiveGincorporationGofGisotopicallyGlabeledGaminoGacidsGforGidentificationGofGintactGproteinsGonGaG
proteomeTwideGlevelUGJournalVofVMassVSpectrometrySG2002SGZbSGddTXWb 2.2 88

424 reneGexpressionGprofilingGusingGadvancedGmassGspectrometricGapproachesUGJournalVofVMassV
SpectrometrySG2002SGZbSGXXc]Tdc 2.2 33

423 ldvancedGmassGspectrometricGmethodsGforGtheGrapidGandGquantitativeGcharacterizationGofG
proteomesUGComparativeVandVFunctionalVGenomicsSG2002SGZSGX[ZT]W 11

422 ™uperbugsGtteGhowGshouldGeconomicGevaluationGbeGconductedGforGinterventionsGwhichGaimGtoGcontainG
antimicrobialGresistancejUGHealthVEconomicsVgUnitedVKingdomhSG2002SGXXSGaZbT[b 2.4 40

421 sigherTresolutionGdataTdependentGselectiveGexternalGionGaccumulationGforGcapillaryGwnTq tn—UG
InternationalVJournalVofVMassVSpectrometrySG2002SGYXcSGYa]TYbd 1.9 14

420 xassGmeasurementGerrorsGcausedGbyGNlocalIGfrequencyGperturbationsGinGq tn—GmassGspectrometryUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2002SGXZSGddTXWa 3.5 73

419 p™tTq tn—GmassGspectrometryGemployingGdataTdependentGexternalGionGselectionGandGaccumulationUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2002SGXZSGX[[T][ 3.5 65

418 nhargeGeffectsGforGdifferentiationGofGoligodeoxynucleotideGisomersGcontainingGcToxoTdrGresiduesUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2002SGXZSGXd]Td 3.5 17

417
qrequencyGshiftsGdueGtoGtheGinterferenceGofGresolvedGpeaksGinGmagnitudeTmodeGqourierTtransformG
ionGcyclotronGresonanceGmassGspectraUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2002SG
XZSGZcbT[WX

3.5 6

416
tncreasedGproteomeGcoverageGforGquantitativeGpeptideGabundanceGmeasurementsGbasedGuponGhighG
performanceGseparationsGandGo—plx™Gq tn—GmassGspectrometryUGJournalVofVtheVAmericanVSocietyV
forVMassVSpectrometrySG2002SGXZSGd][TaZ

3.5 50

415  owardGaGhumanGbloodGserumGproteomeeGanalysisGbyGmultidimensionalGseparationGcoupledGwithG
massGspectrometryUGMolecularVandVCellularVProteomicsSG2002SGXSGd[bT]] 7.6 622

414  heGuseGofGaccurateGmassGtagsGforGhighTthroughputGmicrobialGproteomicsUGOMICSVAVJournalVofV
IntegrativeVBiologySG2002SGaSGaXTdW 3.8 63

413 nreatingGnanocavitiesGofGtunableGsizeseGhollowGhelicesUGProceedingsVofVtheVNationalVAcademyVofV
SciencesVofVtheVUnitedVStatesVofVAmericaSG2002SGddSGXX]cZTc 11.5 130

412
oirectGmassGspectrometricGanalysisGofGintactGproteinsGofGtheGyeastGlargeGribosomalGsubunitGusingG
capillaryGwnVq tn—UGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG
2002SGddSG]d[YTb

11.5 165

411 renomesGtoGwifeGInenterGforGxolecularGandGnellularG™ystemsIeGaGresearchGprogramGforGidentificationG
andGcharacterizationGofGproteinGcomplexesUGOMICSVAVJournalVofVIntegrativeVBiologySG2002SGaSGYcbTZWZ 3.8 6

410 rlobalGanalysisGofGtheGoeinococcusGradioduransGproteomeGbyGusingGaccurateGmassGtagsUGProceedingsV
ofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG2002SGddSGXXW[dT][ 11.5 355

(2002-2002)
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409 sighG†erformanceGplectrosprayGtonizationGqourierG ransformGtonGnyclotronG—esonanceGxassG
™pectrometryGatGwowGxagneticGqieldUGEuropeanVJournalVofVMassVSpectrometrySG2002SGcSGXadTXba 1.1 5

408 sighTefficiencyGnanoscaleGliquidGchromatographyGcoupledGonTlineGwithGmassGspectrometryGusingG
nanoelectrosprayGionizationGforGproteomicsUGAnalyticalVChemistrySG2002SGb[SG[YZ]T[d 7.8 249

407 wowTenergyGcollisionTinducedGdissociationGfragmentationGanalysisGofGcysteinylTmodifiedGpeptidesUG
AnalyticalVChemistrySG2002SGb[SGYYc[TdY 7.8 70

406 sighTthroughputGglobalGpeptideGproteomicGanalysisGbyGcombiningGstableGisotopeGaminoGacidG
labelingGandGdataTdependentGmultiplexedTx™Vx™UGAnalyticalVChemistrySG2002SGb[SG[dd[T]WWW 7.8 60

405 †hosphoproteinGisotopeTcodedGaffinityGtagseGapplicationGtoGtheGenrichmentGandGidentificationGofG
lowTabundanceGphosphoproteinsUGAnalyticalVChemistrySG2002SGb[SGaWbTXa 7.8 144

404 tndependentGcontrolGofGionGtransmissionGinGaGjetGdisrupterGdualTchannelGionGfunnelGelectrosprayG
ionizationGx™GinterfaceUGAnalyticalVChemistrySG2002SGb[SG][ZXTb 7.8 54

403 pnrichmentGofGintegralGmembraneGproteinsGforGproteomicGanalysisGusingGliquidG
chromatographyTtandemGmassGspectrometryUGJournalVofVProteomeVResearchSG2002SGXSGZ]XTaW 5.6 216

402 xyxomaGvirusGimmunomodulatoryGproteinGxX]a—GisGaGstructuralGmimicGofGeukaryoticGtranslationG
initiationGfactorGetqYalphaUGJournalVofVMolecularVBiologySG2002SGZYYSGd[ZT][ 6.5 38

401 lntimicrobialGresistanceeGaGglobalGresponseUGBulletinVofVtheVWorldVHealthVOrganizationSG2002SGcWSGXYaTZZ 8.2 82

400 lberrantGmobilityGphenomenaGofGtheGoylGrepairGproteinG₂†lUGProteinVScienceSG2001SGXWSGXZ]ZTaY 6.3 61

399
tonGdiscriminationGduringGionGaccumulationGinGaGquadrupoleGinterfaceGexternalGtoGaGqourierG
transformGionGcyclotronGresonanceGmassGspectrometerUGInternationalVJournalVofVMassVSpectrometrySG
2001SGYWcSGYW]TYY]

1.9 46

398
plectrosprayGionizationTqourierGtransformGionGcyclotronGmassGspectrometryGusingGionGpreselectionG
andGexternalGaccumulationGforGultrahighGsensitivityUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG2001SGXYSGZcT[c

3.5 46

397 †hysicalVchemicalGseparationsGinGtheGbreakTupGofGhighlyGchargedGdropletsGfromGelectrospraysUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2001SGXYSGZ[ZTb 3.5 71

396 lGdynamicGionGcoolingGtechniqueGforGq tn—GmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforV
MassVSpectrometrySG2001SGXYSGXXadTbZ 3.5 13

395 nontrolledGionGfragmentationGinGaGYToGquadrupoleGionGtrapGforGexternalGionGaccumulationGinGp™tG
q tn—GmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2001SGXYSGXZXYTd 3.5 23

394
lGnewGtechniqueGforGunbiasedGexternalGionGaccumulationGinGaGquadrupoleGtwoTdimensionalGionGtrapG
forGelectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryUGRapidV
CommunicationsVinVMassVSpectrometrySG2001SGX]SGXXbYTcW

2.2 24

393 oynamicallyGassistedGgatedGtrappingGforGqourierGtransformGionGcyclotronGmassGspectrometryUGRapidV
CommunicationsVinVMassVSpectrometrySG2001SGX]SGX]]cTaX 2.2 8

392
zptimalGpressureGconditionsGforGunbiasedGexternalGionGaccumulationGinGaGtwoTdimensionalG
radioTfrequencyGquadrupoleGforGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryUG
RapidVCommunicationsVinVMassVSpectrometrySG2001SGX]SGXdccTda

2.2 11
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391  heGrelativeGsensitivityGofGwillingnessTtoTpayGandGtimeTtradeToffGtoGchangesGinGhealthGstatuseGanG
empiricalGinvestigationUGHealthVEconomicsVgUnitedVKingdomhSG2001SGXWSG[cbTdb 2.4 27

390  heoryGversusGpracticeeGaGreviewGofGNwillingnessTtoTpayNGinGhealthGandGhealthGcareUGHealthVEconomicsV
gUnitedVKingdomhSG2001SGXWSGZdT]Y 2.4 287

389 —apidGquantitativeGmeasurementsGofGproteomesGbyGqourierGtransformGionGcyclotronGresonanceGmassG
spectrometryUGElectrophoresisSG2001SGYYSGXa]YTac 3.6 95

388 sighTefficiencyGcapillaryGisoelectricGfocusingGofGproteinGcomplexesGfromGpscherichiaGcoliGcytosolicG
extractsUGJournalVofVChromatographyVASG2001SGdX[SGY]bTa[ 4.5 21

387 tdentificationGofGintrinsicGorderGandGdisorderGinGtheGoylGrepairGproteinG₂†lUGProteinVScienceSG2001SG
XWSG]aWTbX 6.3 101

386 qromGproteasesGtoGproteomicsUGProteinVScienceSG2001SGXWSGcdYTdW[ 6.3 111

385 pconomicsGofGfallGpreventionGprogramseGevidenceGandGresearchGprioritiesUGExpertVReviewVofV
PharmacoeconomicsVandVOutcomesVResearchSG2001SGXSG]dTab 2.2 5

384 †hosphoproteinGisotopeTcodedGaffinityGtagGapproachGforGisolatingGandGquantitatingG
phosphopeptidesGinGproteomeTwideGanalysesUGAnalyticalVChemistrySG2001SGbZSGY]bcTca 7.8 320

383
sighTthroughputGpeptideGidentificationGfromGproteinGdigestsGusingGdataTdependentGmultiplexedG
tandemGq tn—GmassGspectrometryGcoupledGwithGcapillaryGliquidGchromatographyUGAnalyticalV
ChemistrySG2001SGbZSGZZXYTYY

7.8 76

382 renerationGofGmultipleGelectrospraysGusingGmicrofabricatedGemitterGarraysGforGimprovedGmassG
spectrometricGsensitivityUGAnalyticalVChemistrySG2001SGbZSGXa]cTaZ 7.8 143

381 –uantitativeGanalysisGofGbacterialGandGmammalianGproteomesGusingGaGcombinationGofGcysteineG
affinityGtagsGandGX]yTmetabolicGlabelingUGAnalyticalVChemistrySG2001SGbZSGYXZYTd 7.8 272

380
†ackedGcapillaryGreversedTphaseGliquidGchromatographyGwithGhighTperformanceGelectrosprayG
ionizationGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryGforGproteomicsUGAnalyticalV
ChemistrySG2001SGbZSGXbaaTb]

7.8 205

379 sighTthroughputGproteomicsGusingGhighTefficiencyGmultipleTcapillaryGliquidGchromatographyGwithG
onTlineGhighTperformanceGp™tGq tn—GmassGspectrometryUGAnalyticalVChemistrySG2001SGbZSGZWXXTYX 7.8 173

378
oynamicGrangeGexpansionGappliedGtoGmassGspectrometryGbasedGonGdataTdependentGselectiveGionG
ejectionGinGcapillaryGliquidGchromatographyGfourierGtransformGionGcyclotronGresonanceGforGenhancedG
proteomeGcharacterizationUGAnalyticalVChemistrySG2001SGbZSG]W]YTaW

7.8 65

377 masicityGofGtheGaminoGgroupsGofGtheGaminoglycosideGamikacinGusingGcapillaryGelectrophoresisGandG
coupledGnpTx™Tx™GtechniquesUGAnalyticalVChemistrySG2001SGbZSG[WYcTZa 7.8 26

376 oesignGandGperformanceGofGanGp™tGinterfaceGforGselectiveGexternalGionGaccumulationGcoupledGtoGaG
qourierGtransformGionGcyclotronGmassGspectrometerUGAnalyticalVChemistrySG2001SGbZSGY]ZTaX 7.8 79

375 lGmulticapillaryGinletGjetGdisruptionGelectrodynamicGionGfunnelGinterfaceGforGimprovedGsensitivityG
usingGatmosphericGpressureGionGsourcesUGAnalyticalVChemistrySG2001SGbZSG[XaYTbW 7.8 80

374 x™GforGidentificationGofGsingleGnucleotideGpolymorphismsGandGx™Vx™GforGdiscriminationGofGisomericG
†n—GproductsUGAnalyticalVChemistrySG2000SGbYSG[WZZT[W 7.8 38

(2000-2001)
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373 sighTresolutionGcapillaryGisoelectricGfocusingGofGproteinsGusingGhighlyGhydrophilicTsubstitutedG
celluloseTcoatedGcapillariesG2000SGXYSGXZ]TX[X 108

372 lGnovelGhighTperformanceGfourierGtransformGionGcyclotronGresonanceGcellGforGimprovedGbiopolymerG
characterizationUGJournalVofVMassVSpectrometrySG2000SGZ]SGc]Td[ 2.2 27

371 xicrofabricatedGisoelectricGfocusingGdeviceGforGdirectGelectrosprayGionizationTmassGspectrometryUG
ElectrophoresisSG2000SGYXSGXdXTb 3.6 151

370 xassGspectrometricGdetectionGforGcapillaryGisoelectricGfocusingGseparationsGofGcomplexGproteinG
mixturesUGElectrophoresisSG2000SGYXSGXZbYTcW 3.6 121

369
—adialGstratificationGofGionsGasGaGfunctionGofGmassGtoGchargeGratioGinGcollisionalGcoolingGradioG
frequencyGmultipolesGusedGasGionGguidesGorGionGtrapsUGRapidVCommunicationsVinVMassVSpectrometrySG
2000SGX[SGXdWbTXZ

2.2 52

368 nharacterizationGofGhumanGalcoholGdehydrogenaseGisoenzymesGbyGcapillaryGisoelectricG
focusingTmassGspectrometryUGElectrophoresisSG2000SGYXSGYZacTb] 3.6 27

367
 woTdimensionalGelectrophoreticVchromatographicGseparationsGcombinedGwithGelectrosprayG
ionizationGq tn—GmassGspectrometryGforGhighGthroughputGproteomeGanalysisUGJournalVofVSeparationV
ScienceSG2000SGXYSGZcZTZdW

22

366 ™imulationTbasedGoptimizationGofGtheGelectrodynamicGionGfunnelGforGhighGsensitivityGelectrosprayG
ionizationGmassGspectrometryUGInternationalVJournalVofVMassVSpectrometrySG2000SGYWZSGZXT[b 1.9 77

365 pvolutionGofGesiâ��massGspectrometryGandGfourierGtransformGionGcyclotronGresonanceGforGproteomicsG
andGotherGbiologicalGapplicationsUGInternationalVJournalVofVMassVSpectrometrySG2000SGYWWSG]WdT][[ 1.9 69

364
zbtainingGmoreGaccurateGqourierGtransformGionGcyclotronGresonanceGmassGmeasurementsGwithoutG
internalGstandardsGusingGmultiplyGchargedGionsUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG2000SGXXSG[XaTYX

3.5 58

363 †roteomeGanalysisGusingGselectiveGincorporationGofGisotopicallyGlabeledGaminoGacidsUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2000SGXXSGbcTcY 3.5 130

362 tnitialGimplementationGofGanGelectrodynamicGionGfunnelGwithGqourierGtransformGionGcyclotronG
resonanceGmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2000SGXXSGXdTYZ 3.5 69

361 lGsimpleGnanoelectrosprayGarrangementGwithGcontrollableGflowrateGforGmassGanalysisGofG
submicroliterGproteinGsamplesUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2000SGXXSGd[Td 3.5 18

360
plectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGmassGspectrometricGanalysisGofG
theGrecombinantGhumanGmacrophageGcolonyGstimulatingGfactorGbetaGandGderivativesUGJournalVofVtheV
AmericanVSocietyVforVMassVSpectrometrySG2000SGXXSGYZbT[Z

3.5 15

359 plectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGanalysisGofGlargeGpolymeraseG
chainGreactionGproductsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG2000SGXXSGZZZTb 3.5 21

358  heGdiscreteTchoiceGwillingnessTtoTpayGquestionGformatGinGhealthGeconomicseGshouldGweGadoptG
environmentalGguidelinesjUGMedicalVDecisionVMakingSG2000SGYWSGXd[TYWa 2.5 82

357 †roteinGidentificationGwithGaGsingleGaccurateGmassGofGaGcysteineTcontainingGpeptideGandGconstrainedG
databaseGsearchingUGAnalyticalVChemistrySG2000SGbYSGXXXYTc 7.8 128

356 °tilityGofGaccurateGmassGtagsGforGproteomeTwideGproteinGidentificationUGAnalyticalVChemistrySG2000SG
bYSGZZ[dT][ 7.8 252
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355 †romotingGtheGhealthGofGpeopleGwithGphysicalGdisabilitieseGaGdiscussionGofGtheGfinancingGandG
organizationGofGpublicGhealthGservicesGinGlustraliaUGHealthVPromotionVInternationalSG2000SGX]SGbdTca 3 14

354 napillaryGisoelectricGfocusingGofGyeastGcellsUGAnalyticalVChemistrySG2000SGbYSG[aWZTb 7.8 57

353 sighTefficiencyGcapillaryGisoelectricGfocusingGofGpeptidesUGAnalyticalVChemistrySG2000SGbYSGYX][Td 7.8 90

352 tmprovedGionGtransmissionGfromGatmosphericGpressureGtoGhighGvacuumGusingGaGmulticapillaryGinletG
andGelectrodynamicGionGfunnelGinterfaceUGAnalyticalVChemistrySG2000SGbYSG]WX[Td 7.8 53

351 oesignGandGimplementationGofGaGnewGelectrodynamicGionGfunnelUGAnalyticalVChemistrySG2000SGbYSGYY[bT]] 7.8 173

350 nhargeGcapacityGlimitationsGofGradioGfrequencyGionGguidesGinGtheirGuseGforGimprovedGionG
accumulationGandGtrappingGinGmassGspectrometryUGAnalyticalVChemistrySG2000SGbYSGdbWTc 7.8 43

349 lccurateGmassGmultiplexedGtandemGmassGspectrometryGforGhighTthroughputGpolypeptideG
identificationGfromGmixturesUGAnalyticalVChemistrySG2000SGbYSGXdXcTY[ 7.8 108

348 nharacterizationGofGmicroorganismsGandGbiomarkerGdevelopmentGfromGglobalGp™tTx™Vx™GanalysesG
ofGcellGlysatesUGAnalyticalVChemistrySG2000SGbYSGY[b]TcX 7.8 51

347 ™tepwiseGmobilizationGofGfocusedGproteinsGinGcapillaryGisoelectricGfocusingGmassGspectrometryUG
AnalyticalVChemistrySG2000SGbYSGX[aYTc 7.8 42

346 ™eparationGandGdetectionGofGintactGnoncovalentGproteinGcomplexesGfromGmixturesGbyGonTlineG
capillaryGisoelectricGfocusingTmassGspectrometryUGAnalyticalVChemistrySG2000SGbYSG]Z]aTaW 7.8 65

345 μeptomoleTsensitivityGelectrosprayGionizationTTqourierGtransformGionGcyclotronGresonanceGmassG
spectrometryGofGproteinsUGAnalyticalVChemistrySG2000SGbYSGYYbXTd 7.8 144

344 —adialGstratificationGofGionsGasGaGfunctionGofGmassGtoGchargeGratioGinGcollisionalGcoolingGradioG
frequencyGmultipolesGusedGasGionGguidesGorGionGtrapsG2000SGX[SGXdWb 1

343 waserGmicromachinedGisoelectricGfocusingGdevicesGonGpolymerGsubstrateGforGelectrosprayGmassG
spectrometryG1999SGZcbbSGYc 4

342  heoreticalGpredictionGofGchargedGdropletGevaporationGandGfissionGinGelectrosprayGionizationUG
InternationalVJournalVofVMassVSpectrometrySG1999SGXc]TXcbSGdbTXW] 1.9 20

341 †ressureGlimitedGsustainedGoffTresonanceGirradiationGforGcollisionTactivatedGdissociationGinGfourierG
transformGmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1999SGXWSGX]Tc 3.5 8

340
plectrosprayGionizationTmassGspectrometryGstudyGofGtheGinteractionGofGcisplatinTadductedG
oligonucleotidesGwithGhumanG₂†lGminimalGbindingGdomainGproteinUGAnalyticalVBiochemistrySG1999SG
YbYSGYaTZZ

3.1 31

339 lnGintegratedGmicrofabricatedGdeviceGforGdualGmicrodialysisGandGonTlineGp™tTionGtrapGmassG
spectrometryGforGanalysisGofGcomplexGbiologicalGsamplesUGAnalyticalVChemistrySG1999SGbXSGX[c]TdW 7.8 116

338 nharacterizationGofGanGimprovedGelectrodynamicGionGfunnelGinterfaceGforGelectrosprayGionizationG
massGspectrometryUGAnalyticalVChemistrySG1999SGbXSGYd]bTa[ 7.8 120
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337 sighTmassTmeasurementGaccuracyGandGXWWLGsequenceGcoverageGofGenzymaticallyGdigestedGbovineG
serumGalbuminGfromGanGp™tTq tn—GmassGspectrumUGAnalyticalVChemistrySG1999SGbXSGY]d]Td 7.8 87

336 †robingGproteomesGusingGcapillaryGisoelectricGfocusingTelectrosprayGionizationGqourierGtransformG
ionGcyclotronGresonanceGmassGspectrometryUGAnalyticalVChemistrySG1999SGbXSGYWbaTc[ 7.8 220

335 †robingGtheGenergeticsGofGdissociationGofGcarbonicGanhydraseTligandGcomplexesGinGtheGgasGphaseUG
BiophysicalVJournalSG1999SGbaSGZY]ZTaW 2.9 45

334 sighTresolutionGcapillaryGisoelectricGfocusingGofGcomplexGproteinGmixturesGfromGlysatesGofG
microorganismsUGAnalyticalVChemistrySG1999SGbXSG]Z[cT]Z 7.8 68

333 —etrievalGofGoylG°singG™oftTwandingGafterGxassGlnalysisGbyGp™tTq tn—GforGpnzymaticGxanipulationUG
JournalVofVtheVAmericanVChemicalVSocietySG1999SGXYXSGcdaXTcdaY 16.4 38

332 sighG hroughputG†roteomeTWideG†recisionGxeasurementsGofG†roteinGpxpressionG°singGxassG
™pectrometryUGJournalVofVtheVAmericanVChemicalVSocietySG1999SGXYXSGbd[dTbd]W 16.4 194

331 xicrofluidicGoevicesGonG†olymerG™ubstratesGforGmioanalyticalGlpplicationsG1999SG[]XT[aW 1

330 †robingG—eglV—ylGinteractionsGusingGelectrosprayGionizationTfourierGtransformGionGcyclotronG
resonanceTmassGspectrometryUGAnalyticalVBiochemistrySG1998SGYaYSGabTba 3.1 24

329
 heGuseGofGaGstableGinternalGmassGstandardGforGaccurateGmassGmeasurementsGofGoligonucleotideG
fragmentGionsGusingGelectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGmassG
spectrometryGwithGinfraredGmultiphotonGdissociationG1998SGXYSGX[WWTX[W[

32

328 plectrosprayGionizationTmassGspectrometryGcharacterizationGofGheterotetramericGsarcosineGoxidaseUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1998SGdSG]XWT] 3.5 5

327 plectrosprayGionizationTqourierGtransformGionGcyclotronGresonanceGmassGspectrometryGatGXXU]GteslaeG
instrumentGdesignGandGinitialGresultsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1998SGdSGadYTbWW3.5 45

326
tmprovedGisotopicGabundanceGmeasurementsGforGhighGresolutionGfourierGtransformGionGcyclotronG
resonanceGmassGspectraGviaGtimeTdomainGdataGextractionUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG1998SGdSGbddTcW[

3.5 27

325  heGobservationGofGchaperoneTligandGnoncovalentGcomplexesGwithGelectrosprayGionizationGmassG
spectrometryUGProteinVScienceSG1998SGbSGXXcWT] 6.3 36

324  heGinteractionGbetweenGtheGchaperoneG™ecmGandGitsGligandseGevidenceGforGmultipleGsubsitesGforG
bindingUGProteinVScienceSG1998SGbSGYZc[TdW 6.3 39

323 nontrollingGantimicrobialGresistanceeGaGproposedGtransferableGpermitGmarketUGHealthVPolicySG1998SG
[ZSGYXdTZY 3.2 17

322 znTlineGdualGmicrodialysisGwithGp™tTx™GforGdirectGanalysisGofGcomplexGbiologicalGsamplesGandG
microorganismGlysatesUGAnalyticalVChemistrySG1998SGbWSGXbdbTcWX 7.8 73

321 nharacterizationGofGaGnovelGcovalentGmonoadductGonGtheG—ylGoverhangGofGanG—ylToylGhybridG
inducedGbyGantitumorGantibioticGneocarzinostatinUGBiochemistrySG1998SGZbSGXbWaTXZ 3.2 6

320 lGmicrofabricatedGdialysisGdeviceGforGsampleGcleanupGinGelectrosprayGionizationGmassGspectrometryUG
AnalyticalVChemistrySG1998SGbWSGZ]]ZTa 7.8 146
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319 lnGionGfunnelGinterfaceGforGimprovedGionGfocusingGandGsensitivityGusingGelectrosprayGionizationGmassG
spectrometryUGAnalyticalVChemistrySG1998SGbWSG[XXXTd 7.8 206

318 nharacterizationGofGmicrodialysisGacidificationGforGcapillaryGisoelectricGfocusingTmicroelectrosprayG
ionizationGmassGspectrometryUGAnalyticalVChemistrySG1998SGbWSG[d[]T]W 7.8 51

317 wargeGxoleculeGnharacterizationGmasedGuponGtndividualGtonGoetectionGwithGplectrosprayG
tonizationTq tn—GxassG™pectrometryUGAnalyticalVChemistrySG1998SGbWSG]XdTY] 7.8 20

316 seterogeneityGinGmacillusGcereusG†n—GproductsGdetectedGbyGp™tTq tn—GmassGspectrometryUGAnalyticalV
ChemistrySG1998SGbWSGXYWZTb 7.8 29

315
norrelationGbetweenGtheGnhargeGofG†roteinsGinG™olutionGandGinGtheGrasG†haseGtnvestigatedGbyG
†roteinGnhargeGwaddersSGnapillaryGplectrophoresisSGandGplectrosprayGtonizationGxassG™pectrometryUG
JournalVofVPhysicalVChemistryVBSG1998SGXWYSGXW]daTXWaWX

3.4 41

314 napillaryGisoelectricGfocusingTelectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceG
massGspectrometryGforGproteinGcharacterizationUGAnalyticalVChemistrySG1998SGbWSGZYZ]T[X 7.8 83

313
tnTtrapGcleanupGofGproteinsGfromGelectrosprayGionizationGusingGsoftGsustainedGoffTresonanceG
irradiationGwithGfourierGtransformGionGcyclotronGresonanceGmassGspectrometryUGAnalyticalVChemistrySG
1998SGbWSG[W]Tc

7.8 35

312 xicrofabricatedGoualTxicrodialysisGandGnapillaryGtsoelectricGqocusingGoevicesGforGnleanupGandG
™eparationsGVGxassG™pectrometricGlnalysisGofGmiomoleculesG1998SGZ[ZTZ[a 1

311 ™equencingGandGnharacterizationGofGwargerGzligonucleotidesGbyGplectrosprayGtonizationGqourierG
 ransformGtonGnyclotronG—esonanceGxassG™pectrometryUGReviewsVinVAnalyticalVChemistrySG1998SGXbSGXTac 2.3 30

310 yanoscaleG ectonicseGG™elfTlssemblySGnharacterizationSGandGnhemistryGofGaGyovelGnlassGofG
zrganoplatinumG™quareGxacrocyclesUGJournalVofVtheVAmericanVChemicalVSocietySG1997SGXXdSGXXaXXTXXaXd 16.4 92

309 yewGmassGspectrometricGmethodsGforGtheGstudyGofGnoncovalentGassociationsGofGbiopolymersUG
ChemicalVSocietyVReviewsSG1997SGYaSGXdX 58.5 163

308 narbonicGlnhydraseTtnhibitorGmindingeGGqromG™olutionGtoGtheGrasG†haseUGJournalVofVtheVAmericanV
ChemicalVSocietySG1997SGXXdSGXX]bTXX]c 16.4 91

307  ransitionTxetalTxediatedG—ationalGoesignGandG™elfTlssemblyGofGnhiralSGyanoscaleG™upramolecularG
†olyhedraGwithG°niqueG G™ymmetryâ� UGOrganometallicsSG1997SGXaSGZWd[TZWda 3.8 124

306 wengthGandGbaseGcompositionGofG†n—TamplifiedGnucleicGacidsGusingGmassGmeasurementsGfromG
electrosprayGionizationGmassGspectrometryUGAnalyticalVChemistrySG1997SGadSGX][ZTd 7.8 85

305 xatrixTlssistedGwaserGoesorptionVtonizationGxassG™pectrometryUGtnstrumentationGandGlpplicationsUG
JournalVofVChemicalVEducationSG1997SGb[SGXYcc 2.4 37

304 nharacterizationGofGtheGmicrodialysisGjunctionGinterfaceGforGcapillaryG
electrophoresisVmicroelectrosprayGionizationGmassGspectrometryUGAnalyticalVChemistrySG1997SGadSGYX][Tc 7.8 61

303 lGdualTtrapGdesignGandGitsGapplicationsGinGelectrosprayGionizationGq tn—GmassGspectrometryUG
AnalyticalVChemistrySG1997SGadSGXZWbTX[ 7.8 13

302
xolecularGlrchitectureGviaGnoordinationeGGxarriageGofGnrownGpthersGandGnalixarenesGwithGxolecularG
™quaresSG°niqueG etranuclearGxetallamacrocyclesGfromGxetallacrownGptherGandGxetallacalixareneG
nomplexesGviaG™elfTlssemblyUGJournalVofVtheVAmericanVChemicalVSocietySG1997SGXXdSG]XaZT]Xac

16.4 113

(1997-1998)

57



301 ™ensitivityGenhancementGofGelectrosprayGionizationTx™GforGaqueousGsolutionsGinGtheGcoronaTassistedG
coneTjetGmodeUGInternationalVJournalVofVMassVSpectrometryVandVIonVProcessesSG1997SGXaYSGadTba 6

300
plectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGmassGspectrometricG
characterizationGofGhighGmolecularGmassG™tarburstâ�¢GdendrimersUGInternationalVJournalVofVMassV
SpectrometryVandVIonVProcessesSG1997SGXa]TXaaSG[W]T[Xc

87

299  woGdimensionalGmanyGparticleGsimulationGofGtrappedGionsUGInternationalVJournalVofVMassV
SpectrometryVandVIonVProcessesSG1997SGXa]TXaaSGYbXTYdb 25

298 tmprovingGtheGxicrodialysisG†rocedureGforGplectrosprayGtonizationGxassG™pectrometryGofGmiologicalG
™amplesG1997SGZYSG[Y]T[ZX 33

297 lGnovelGionGfunnelGforGfocusingGionsGatGelevatedGpressureGusingGelectrosprayGionizationGmassG
spectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1997SGXXSGXcXZTXcXb 2.2 219

296
lpplicationGofGsequentialGpairedGcovarianceGtoGliquidGchromatographyTmassGspectrometryGdataG
enhancementsGinGbothGtheGsignalTtoTnoiseGratioGandGtheGresolutionGofGanalyteGpeaksGinGtheG
chromatogramUGJournalVofVChromatographyVASG1997SGbbXSGXTb

4.5 16

295 lGnovelGionGfunnelGforGfocusingGionsGatGelevatedGpressureGusingGelectrosprayGionizationGmassG
spectrometryG1997SGXXSGXcXZ 21

294 yoncovalentGinteractionsGobservedGusingGelectrosprayGionizationUGMethodsVinVMolecularVBiologySG
1996SGaXSGXX]TYb 1.4 2

293 nharacterizationGofG†n—GproductsGfromGbacilliGusingGelectrosprayGionizationGq tn—GmassG
spectrometryUGAnalyticalVChemistrySG1996SGacSGZbW]TXY 7.8 99

292 ™creeningGderivatizedGpeptideGlibrariesGforGtightGbindingGinhibitorsGtoGcarbonicGanhydraseGttGbyG
electrosprayGionizationTmassGspectrometryUGJournalVofVMedicinalVChemistrySG1996SGZdSGXd[dT]] 8.3 131

291 InoloredIGnoiseGwaveformsGandGquadrupoleGexcitationGforGtheGdynamicGrangeGexpansionGofGqourierG
transformGionGcyclotronGresonanceGmassGspectrometryUGAnalyticalVChemistrySG1996SGacSG]Z[T[X 7.8 86

290 znTlineGmicrodialysisGsampleGcleanupGforGelectrosprayGionizationGmassGspectrometryGofGnucleicGacidG
samplesUGAnalyticalVChemistrySG1996SGacSGZYd]Td 7.8 125

289 oesignGandG™elfTlssemblyGofGyanoscaleGzrganoplatinumGxacrocyclesUGJournalVofVtheVAmericanV
ChemicalVSocietySG1996SGXXcSGcbZXTcbZY 16.4 81

288 nharacterizationGofGsydrogenTmondedGlggregatesGinGnhloroformGbyGplectrosprayGtonizationGxassG
™pectrometryUGJournalVofVOrganicVChemistrySG1996SGaXSGYYW[TYYWa 4.2 42

287 plectrosprayGtonizationGxassG™pectroscopyeG†artGtUGtnstrumentationGandG™pectralGtnterpretationUG
JournalVofVChemicalVEducationSG1996SGbZSGlcY 2.4 29

286 yoncovalentGnomplexesGofGyucleicGlcidsGandG†roteinsG™tudiedGbyGplectrosprayGtonizationGxassG
™pectrometryUGACSVSymposiumVSeriesSG1996SGYd[TZX[ 0.4 3

285 nomparisonGofGZjS]jTGandGYjS]jTlinkedGoylGduplexGstabilitiesGbyGelectrosprayGionizationGmassG
spectrometryUGChemicalVCommunicationsSG1996SGb[bTb[c 5.8 16

284
oirectGmeasurementGofGoligonucleotideGbindingGstoichiometryGofGgeneGVGproteinGbyGmassG
spectrometryUGProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaSG1996
SGdZSGbWYYTb

11.5 87
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283 napillaryGelectrophoresisTmassGspectrometryUGMethodsVinVEnzymologySG1996SGYbXSG[[cTca 1.7 24

282
plectrosprayGionizationGwithGhighGperformanceGfourierGtransformGionGcyclotronGresonanceGmassG
spectrometryGforGtheGstudyGofGnoncovalentGbiomolecularGcomplexesUGTechniquesVinVProteinV
ChemistrySG1996SGXZTYY

6

281 nhapterG]GnapillaryGelectrophoresisVxassGspectrometryUGProgressVinVPharmaceuticalVandVBiomedicalV
AnalysisSG1996SGYSGYYdTYb] 8

280 plectrosprayGtonizationGxassG™pectrometryeG†artGtteGlpplicationsGinGnharacterizationGofG†eptidesGandG
†roteinsUGJournalVofVChemicalVEducationSG1996SGbZSGlXXc 2.4 18

279  heGinterfaceGofGcapillaryGelectrophoresisGwithGhighGperformanceGqourierGtransformGionGcyclotronG
resonanceGmassGspectrometryGforGbiomoleculeGcharacterizationUGElectrophoresisSG1996SGXbSGXcWcTXb 3.6 29

278 sighGperformanceGfourierGtransformGionGcyclotronGresonanceGmassGspectrometricGdetectionGforG
capillaryGelectrophoresisUGJournalVofVHighVResolutionVChromatographySG1996SGXdSGaXbTaYX 22

277 mindingGspecificityGofGpostTactivatedGneocarzinostatinGchromophoreGdrugTbulgedGoylGcomplexG
studiedGusingGelectrosprayGionizationGmassGspectrometryUGJournalVofVMassVSpectrometrySG1996SGZXSGZXTa 2.2 16

276 nharacterizationGofGmetastableGintermediatesGofGenzymaticGperoxidationGofGyloRGbyGonTlineG
capillaryGelectrophoresisVelectrosprayGionizationGmassGspectrometryG1996SGZXSGXdZTXdc 14

275 ™pecificGmetalToligonucleotideGbindingGstudiedGbyGhighGresolutionGtandemGmassGspectrometryUG
JournalVofVMassVSpectrometrySG1996SGZXSGaadTb] 2.2 36

274
†redictionGofGaG™paceGnhargeGtnducedG°pperGxolecularGxassGwimitG owardsGlchievingG°nitGxassG
—esolutionGinGqourierG ransformGtonGnyclotronG—esonanceGxassG™pectrometryUGJournalVofVMassV
SpectrometrySG1996SGZXSGbbXTbdW

2.2 51

273 ™uperbugseGshouldGantimicrobialGresistanceGbeGincludedGasGaGcostGinGeconomicGevaluationjUGHealthV
EconomicsVgUnitedVKingdomhSG1996SG]SGYXbTYa 2.4 104

272
lnalysisGofGdoubleTstrandedGpolymeraseGchainGreactionGproductsGfromGtheGmacillusGcereusGgroupGbyG
electrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryUGRapidV
CommunicationsVinVMassVSpectrometrySG1996SGXWSGYdTZ]

2.2 49

271 °ltrahighG—esolutionGtsotopeGoistributionGnalculationsG1996SGXWSG][T]d 45

270 znTlineGxicrodialysisGoesaltingGforGplectrosprayGtonizationTxassG™pectrometryGofG†roteinsGandG
†eptidesG1996SGXWSGcZ]TcZc 26

269 lnalysisGofGsingleGcellsGwithGcapillaryGelectrophoresisGelectrosprayGionizationGqourierGtransformGionG
cyclotronGresonanceGmassGspectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1996SGXWSGdXdTYY 2.2 106

268 lGyewGsighTperformanceGtnterfaceGforGnapillaryGplectrophoresisVplectrosprayGtonizationGxassG
™pectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1996SGXWSGXXb]TXXbc 2.2 53

267 xassGspectrometricGcharacterizationGofGsequenceTspecificGcomplexesGofGoylGandGtranscriptionG
factorG†°UXGoylGbindingGdomainUGAnalyticalVBiochemistrySG1996SGYZdSGZ]T[W 3.1 57

266
lGhighGperformanceGlowGmagneticGfieldGinternalGelectrosprayGionizationTfourierGtransformGionG
cyclotronGresonanceGmassGspectrometerUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG
1996SGbSGdX]TYY

3.5 7

(1996-1996)
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265 nhargeTstateGreductionGwithGimprovedGsignalGintensityGofGoligonucleotidesGinGelectrosprayG
ionizationGmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1996SGbSGadbTbWa 3.5 122

264 plectrosprayGmassGspectrometricGinvestigationGofGtheGchaperoneG™ecmUGProteinVScienceSG1996SG]SG[ccTd[ 6.3 57

263 zverTtheTcounterGantimicrobialseGtheGhiddenGcostsGofGresistanceUGJournalVofVAntimicrobialV
ChemotherapySG1996SGZbSGXWZXTY 5.1 10

262 xolecularGweightGdeterminationGofGplasmidGoylGusingGelectrosprayGionizationGmassGspectrometryUG
NucleicVAcidsVResearchSG1996SGY[SGYXcZTd 20.1 59

261 oetectionGofGhydrogenTbondedGsupramolecularGcomplexesGusingGelectrosprayGionizationGfromG
chloroformUGRapidVCommunicationsVinVMassVSpectrometrySG1995SGdSGZXYTZXa 2.2 23

260 mioTaffinityGcharacterizationGmassGspectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1995SG
dSGa[[T]W 2.2 56

259 oetectionGofGhighGmolecularGweightGstarburstGdendrimersGbyGelectrosprayGionizationGmassG
spectometryUGRapidVCommunicationsVinVMassVSpectrometrySG1995SGdSGX]]YTX]]] 2.2 71

258 pngineeredGchimericGstreptavidinGtetramersGasGnovelGtoolsGforGbioseparationsGandGdrugGdeliveryUG
NatureVBiotechnologySG1995SGXZSGXXdcTXYW[ 44.5 37

257 oissociationGofGtetramericGionsGofGnoncovalentGstreptavidinGcomplexesGformedGbyGelectrosprayG
ionizationUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1995SGaSG[]dTa] 3.5 122

256
nharacterizationGofGnoncovalentGcomplexesGformedGbetweenGminorGgrooveGbindingGmoleculesGandG
duplexGoylGbyGelectrosprayGionizationTmassGspectrometryUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG1995SGaSGXX][Ta[

3.5 91

255
pnhancedGaccumulatedGtrappingGefficiencyGusingGanGauxiliaryGtrappingGelectrodeGinGanGexternalG
sourceGqourierGtransformGionGcyclotronGresonanceGmassGspectrometerUGInternationalVJournalVofVMassV
SpectrometryVandVIonVProcessesSG1995SGX[YSGX[ZTX]W

5

254 nyclotronGmotionGofGtwoGnoulombicallyGinteractingGionGcloudsGwithGimplicationsGtoG
qourierTtransformGionGcyclotronGresonanceGmassGspectrometryUGPhysicalVReviewVESG1995SG]YSG[ZaaT[Zca 2.4 99

253 oirectGplectrosprayGtonGnurrentGxonitoringGoetectionGandGttsG°seGwithGznlineGnapillaryG
plectrophoresisGxassG™pectrometryUGAnalyticalVChemistrySG1995SGabSG[aYT[a] 7.8 16

252 nhargeG™tateG—eductionGofGzligonucleotideGyegativeGtonsGfromGplectrosprayGtonizationUGAnalyticalV
ChemistrySG1995SGabSG]caT]dZ 7.8 68

251 nharacterizationGofGcytochromeGcGvariantsGwithGhighTresolutionGq tn—GmassGspectrometryeG
correlationGofGfragmentationGandGstructureUGAnalyticalVChemistrySG1995SGabSGY[dcT]Wd 7.8 93

250 °singGplectrosprayGtonizationGq tn—GxassG™pectrometryG oG™tudyGnompetitiveGmindingGofGtnhibitorsG
toGnarbonicGlnhydraseUGJournalVofVtheVAmericanVChemicalVSocietySG1995SGXXbSGcc]dTccaW 16.4 172

249  rappingSGoetectionSGandGxassGoeterminationGofGnoliphageG [GoylGtonsGbyGplectrosprayGtonizationG
qourierG ransformGtonGnyclotronG—esonanceGxassG™pectrometryUGAnalyticalVChemistrySG1995SGabSGXX]dTXXaZ7.8 130

248 napillaryGelectrophoresisTelectrosprayGionizationGqourierGtransformGionGcyclotronGresonanceGmassG
spectrometryGforGdirectGanalysisGofGcellularGproteinsUGAnalyticalVChemistrySG1995SGabSGX[bbTcW 7.8 110
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247 —apidGnalculationGofGtsotopeGoistributionsUGAnalyticalVChemistrySG1995SGabSGYaddTYbW[ 7.8 116

246
lpplicationGofG™equentialG†airedGnovarianceGtoGnapillaryGplectrophoresisGplectrosprayGtonizationG
 imeTofTqlightGxassG™pectrometryeG°nravelingGtheG™ignalGfromGtheGyoiseGinGtheGplectropherogramUG
AnalyticalVChemistrySG1995SGabSG[ZbXT[Zb]

7.8 54

245 ™electedGionGaccumulationGofGnoncovalentGcomplexesGinGaGfourierGtransformGionGcyclotronG
resonanceGmassGspectrometerUGJournalVofVMassVSpectrometrySG1995SGZWSGXY[TXZZ 2.2 43

244 †rotonGtransferGreactionsGofGmultiplyGchargedGpeptideGandGproteinGcationsGandGanionsUGJournalVofV
MassVSpectrometrySG1995SGZWSGZZdTZ[b 2.2 50

243 tnvestigationGofGnonTcovalentGligandGbindingGtoGtheGintactGstreptavidinGtetramerGbyGelectrosprayG
ionizationGmassGspectrometryUGJournalVofVMassVSpectrometrySG1995SGZWSGXWd]TXXWY 2.2 27

242 znTlineGcapillaryGelectrophoresisTelectrosprayGionizationGmassGspectrometryGofGnucleotidesUG
ElectrophoresisSG1995SGXaSGZcdTd] 3.6 32

241
qrequencyGshiftsGandGmodulationGeffectsGdueGtoGsolenoidalGmagneticGfieldGinhomogeneitiesGinGionG
cyclotronGmassGspectrometryUGInternationalVJournalVofVMassVSpectrometryVandVIonVProcessesSG1995SG
X[XSGXWXTXXa

11

240 lGuniquelyGmodifiedG—yleGtntroductionGofGaGsingleG—ylGcleavageGagentGintoGtheGxXGribozymeUG
BioorganicVandVMedicinalVChemistryVLettersSG1994SG[SGYXZZTYXZc 2.9 5

239 zbservationGofGlargeGmultimersGinGtheGelectrosprayGionizationGmassGspectrometryGofGpeptidesUGRapidV
CommunicationsVinVMassVSpectrometrySG1994SGcSGYXXTa 2.2 24

238
nhargeGstateGspecificGfacileGgasTphaseGcleavageGofGlspGb]TxetGbaGpeptideGbondGinGtheGalphaTchainGofG
humanGapohemoglobinGprobedGbyGelectrosprayGionizationGmassGspectrometryUGBiologicalVMassV
SpectrometrySG1994SGYZSGbWbTXW

31

237
nharacterizationGofGribonucleaseGmGheterogeneityGandGtheGidentificationGandGremovalGofGphosphateG
adductsGbyGhighGresolutionGelectrosprayGionizationGqourierGtransformGionGclylotronGresonanceGmassG
spectrometryUGInternationalVJournalVofVMassVSpectrometryVandVIonVProcessesSG1994SGXZYSGdbTXWb

10

236
tsotopicGbeatGpatternsGinGqourierGtransformGionGcyclotronGresonanceGmassGspectrometryeG
implicationsGforGhighGresolutionGmassGmeasurementsGofGlargeGbiopolymersUGInternationalVJournalVofV
MassVSpectrometryVandVIonVProcessesSG1994SGXZYSGXWdTXYb

48

235 ™heathlessGcapillaryGelectrophoresisTelectrosprayGionizationGmassGspectrometryGusingGXWGmuGmGtUoUG
capillarieseGanalysesGofGtrypticGdigestsGofGcytochromeGcUGJournalVofVChromatographyVASG1994SGa]dSGYXbTYY 4.5 166

234 tnteractionGofGangiotensinGpeptidesGandGzincGmetalGionsGprobedGbyGelectrosprayGionizationGmassG
spectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1994SG]SGd]dTa] 3.5 107

233 lGstudyGofGtheGthermalGdenaturationGofGribonucleaseG™GbyGelectrosprayGionizationGmassG
spectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1994SG]SGaX[TYY 3.5 38

232 tnvestigationGofGtheGgasTphaseGstructureGofGelectrosprayedGproteinsGusingGionTmoleculeGreactionsUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1994SG]SGYWbTYW 3.5 85

231 zbservationGofGnoncovalentGcomplexesGtoGtheGavidinGtetramerGbyGelectrosprayGionizationGmassG
spectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1994SG]SGYWXT[ 3.5 48

230 †rotonGtransferGreactionGstudiesGofGmultiplyGchargedGproteinsGinGaGhighGmassTtoTchargeGratioG
quadrupoleGmassGspectrometerUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1994SG]SGXWa[TbX 3.5 54
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229
napillaryGelectrophoresisGfourierGtransformGionGcyclotronGresonanceGmassGspectrometryGwithG
sustainedGoffTresonanceGirradiationGforGtheGcharacterizationGofGproteinGandGpeptideGmixturesUG
JournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1994SG]SGcd[Td

3.5 43

228  rappingSGdetectionGandGreactionGofGveryGlargeGsingleGmolecularGionsGbyGmassGspectrometryUGNatureSG
1994SGZadSGXZbTXZd 50.4 117

227 zbservationGofGtheGyoncovalentG–uaternaryGlssociationsGofG†roteinsGbyGplectrosprayGtonizationG
xassG™pectrometryUGJournalVofVtheVAmericanVChemicalVSocietySG1994SGXXaSG]YbXT]Ybc 16.4 250

226 nhargeTstateGshiftingGofGindividualGmultiplyTchargedGionsGofGbovineGalbuminGdimerGandGmolecularG
weightGdeterminationGusingGanGindividualTionGapproachUGAnalyticalVChemistrySG1994SGaaSGYWc[Tb 7.8 29

225 zbservationGofGouplexGoylTorugGyoncovalentGnomplexesGbyGplectrosprayGtonizationGxassG
™pectrometryUGJournalVofVtheVAmericanVChemicalVSocietySG1994SGXXaSGaWYbTaWYc 16.4 95

224  rappingSGoetectionSGandGxassGxeasurementGofGtndividualGtonsGinGaGqourierG ransformGtonGnyclotronG
—esonanceGxassG™pectrometerUGJournalVofVtheVAmericanVChemicalVSocietySG1994SGXXaSGbcZdTbc[b 16.4 76

223
oirectGnhargeGyumberGandGxolecularGWeightGoeterminationGofGwargeGtndividualGtonsGbyG
plectrosprayGtonizationGqourierG ransformGtonGnyclotronG—esonanceGxassG™pectrometryUGAnalyticalV
ChemistrySG1994SGaaSGZda[TZdad

7.8 30

222 plectrosprayGtonizationGxassG™pectrometryGandG andemGxassG™pectrometryGofGwargeGmiomoleculesG
1994SGY[ZTYca 1

221 napillaryGplectrophoresisVxassG™pectrometryUGAnalyticalVChemistrySG1993SGa]SG]b[lT]c[l 7.8 124

220 zbservationGofGtheGmultimericGformsGofGconcanavalinGlGbyGelectrosprayGionizationGmassG
spectrometryUGJournalVofVtheVAmericanVChemicalVSocietySG1993SGXX]SG]cadT]cbW 16.4 50

219 zbservationGofGaGsmallGoligonucleotideGduplexGbyGelectrosprayGionizationGmassGspectrometryUG
JournalVofVtheVAmericanVChemicalVSocietySG1993SGXX]SGcWZTcW[ 16.4 152

218  andemGmassGspectrometryGofGveryGlargeGmoleculesUGYUGoissociationGofGmultiplyGchargedG
prolineTcontainingGproteinsGfromGelectrosprayGionizationUGAnalyticalVChemistrySG1993SGa]SG[Y]TZc 7.8 227

217 lGsmallGangleGxTrayGscatteringGstudyGofGtheGeffectGofGpressureGonGtheGaggregationGofGasphalteneG
fractionsGinGpetroleumGfluidsGunderGnearTcriticalGsolventGconditionsUGLangmuirSG1993SGdSGYWZ]TYW[[ 4 62

216 zbservationGofGaGnoncovalentGribonucleaseG™TproteinV™TpeptideGcomplexGbyGelectrosprayGionizationG
massGspectrometryUGJournalVofVtheVAmericanVChemicalVSocietySG1993SGXX]SG[ZdXT[ZdY 16.4 88

215 znTlineGcapillaryGelectrophoresisGwithGqourierGtransformGionGcyclotronGresonanceGmassG
spectrometryUGJournalVofVtheVAmericanVChemicalVSocietySG1993SGXX]SGadcZTadc[ 16.4 63

214
lGluminescenceGquenchingGstudyGofGaGpercolationGtransitionGinGaG
propaneVdidodecyldimethylammoniumGbromideVwaterGmicroemulsionUGTheVJournalVofVPhysicalV
ChemistrySG1993SGdbSGXYZZXTXYZZc

11

213 plucidationGofGnovalentGxodificationsGandGyoncovalentGlssociationsGinG†roteinsGbyGplectrosprayG
tonizationGxassG™pectrometryG1993SGYZTZX 3

212 nollisionallyGactivatedGdissociationGandGtandemGmassGspectrometryGofGintactGhemoglobinGbetaTchainG
variantGproteinsGwithGelectrosprayGionizationUGBiologicalVMassVSpectrometrySG1993SGYYSGXXYTYW 46
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211 oirectGobservationGofGaGoylGquadruplexGbyGelectrosprayGionizationGmassGspectrometryUGBiologicalV
MassVSpectrometrySG1993SGYYSGXcXTZ 89

210  heGobservationGofGnonTcovalentGinteractionsGinGsolutionGbyGelectrosprayGionizationGmassG
spectrometryeG†romiseSGpitfallsGandGprognosisUGBiologicalVMassVSpectrometrySG1993SGYYSG[dZT]WX 237

209 °seGofGsmallTdiameterGcapillariesGforGincreasingGpeptideGandGproteinGdetectionGsensitivityGinGcapillaryG
electrophoresisTmassGspectrometryUGElectrophoresisSG1993SGX[SG[[cT]b 3.6 86

208 —educedGelutionGspeedGdetectionGforGcapillaryGelectrophoresisVmassGspectrometryUGJournalVofV
SeparationVScienceSG1993SG]SG]bTaY 47

207 zbservationGandGimplicationsGofGhighGmassTtoTchargeGratioGionsGfromGelectrosprayGionizationGmassG
spectrometryUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1993SG[SG]ZaT[] 3.5 96

206
sighTresolutionGaccurateGmassGmeasurementsGofGbiomoleculesGusingGaGnewGelectrosprayGionizationG
ionGcyclotronGresonanceGmassGspectrometerUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG
1993SG[SG]aaTbb

3.5 119

205
 imeTbaseGmodulationGforGtheGcorrectionGofGcyclotronGfrequencyGshiftsGobservedGinGlongTlivedG
transientsGfromGfourierTtransformGionTcyclotronTresonanceGmassGspectrometryGofGelectrosprayedG
biopolymersUGRapidVCommunicationsVinVMassVSpectrometrySG1993SGbSGbWWTbWZ

2.2 37

204 ™electedTionGaccumulationGfromGanGexternalGelectrosprayGionizationGsourceGwithGaGfourierTtransformG
ionGcyclotronGresonanceGmassGspectrometerUGRapidVCommunicationsVinVMassVSpectrometrySG1993SGbSGdX[TdXd2.2 47

203 ™mallGvolumeGandGlowGflowTrateGelectrosprayGlonizationGmassGspectrometryGofGaqueousGsamplesUG
RapidVCommunicationsVinVMassVSpectrometrySG1993SGbSGXWXbTXWYX 2.2 156

202 oynamicGqluorescenceG–uenchingGinG—everseGxicroemulsionsGinG†ropaneUGACSVSymposiumVSeriesSG
1992SGY]cTYbW 0.4

201 lggregationGofGpolyethyleneGglycolGdodecylGethersGinGsupercriticalGcarbonGdioxideGandGethaneUG
LangmuirSG1992SGcSGZbbTZc[ 4 38

200 pxtractionGofGmetalGionsGfromGliquidGandGsolidGmaterialsGbyGsupercriticalGcarbonGdioxideUGAnalyticalV
ChemistrySG1992SGa[SGYcb]TYcbc 7.8 191

199
qourierGtransformGinfraredGspectroscopyGofGmolecularGinteractionsGofGheptafluoroTXTbutanolGorG
XTbutanolGinGsupercriticalGcarbonGdioxideGandGsupercriticalGethaneUGTheVJournalVofVPhysicalVChemistrySG
1992SGdaSGaXbYTaXcX

94

198 sydrogenGmondingGofG™impleGllcoholsGinG™upercriticalGqluidsUGACSVSymposiumVSeriesSG1992SGXb]TXcb 0.4 6

197 xultiplyGchargedGnegativeGionsGbyGelectrosprayGionizationGofGpolypeptidesGandGproteinsUGAnalyticalV
ChemistrySG1992SGa[SGcXTc 7.8 100

196 lttomoleGlevelGcapillaryGelectrophoresisTmassGspectrometricGproteinGanalysisGusingG]GUmuUmGiUdUG
capillariesUGAnalyticalVChemistrySG1992SGa[SGZXd[TZXda 7.8 102

195
†robingGqualitativeGconformationGdifferencesGofGmultiplyGprotonatedGgasTphaseGproteinsGviaG
hydrogenVdeuteriumGisotopicGexchangeGwithGwaterTdYUGJournalVofVtheVAmericanVChemicalVSocietySG
1992SGXX[SG]cdbT]cdc

16.4 170

194 lctivationGenergiesGforGgasTphaseGdissociationsGofGmultiplyGchargedGionsGfromGelectrosprayG
ionizationGmassGspectrometryUGTheVJournalVofVPhysicalVChemistrySG1992SGdaSGYZdbTY[WW 63
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193 †roteinGstructuralGeffectsGinGgasGphaseGionVmoleculeGreactionsGwithGdiethylamineUGRapidV
CommunicationsVinVMassVSpectrometrySG1992SGaSGX]dTa] 2.2 64

192 rasTphaseGprotonGtransferGreactionsGinvolvingGmultiplyGchargedGcytochromeGcGionsGandGwaterGunderG
thermalGconditionsUGJournalVofVtheVAmericanVSocietyVforVMassVSpectrometrySG1992SGZSGaY[TZW 3.5 78

191 lGnewGapproachGforGtheGstudyGofGgasTphaseGionTionGreactionsGusingGelectrosprayGionizationUGJournalV
ofVtheVAmericanVSocietyVforVMassVSpectrometrySG1992SGZSGad]TbW] 3.5 77

190 †reservationGofGnonTcovalentGassociationsGinGelectrosprayGionizationGmassGspectrometryeGxultiplyG
chargedGpolypeptideGandGproteinGdimersUGOrganicVMassVSpectrometrySG1992SGYbSGcXXTcYX 132

189  heGlnalysisGofGmiomoleculesGbyGplectrosprayGtonizationâ��xassG™pectrometryGandG andemGxassG
™pectrometryG1992SGZbTdc 2

188 q Tt—GinvestigationGofGtheGpartitioningGofGsodiumGbisOYTethylhexylPGsulfosuccinateGbetweenGanG
aqueousGandGaGpropaneGphaseUGTheVJournalVofVPhysicalVChemistrySG1991SGd]SGX[WZTX[Wd 11

187 †ressureGeffectsGonGtheGphaseGbehaviorGofGaGpropyleneVwaterVsurfactantGmixtureUGTheVJournalVofV
PhysicalVChemistrySG1991SGd]SGZY]ZTZY]b 22

186
lpplicationGofGelectrosprayGionizationGmassGspectrometryGandGtandemGmassGspectrometryGinG
combinationGwithGcapillaryGelectrophoresisGforGbiochemicalGinvestigationsUGBiochemicalVSocietyV
TransactionsSG1991SGXdSGd[ZTb

5.1 7

185 ™olubilityGofGfluorinatedGmetalGdiethyldithiocarbamatesGinG™upercriticalGcarbonGdioxideUGJournalVofV
SupercriticalVFluidsSG1991SG[SGXd[TXdc 4.2 158

184 xassGspectrometricGanalysisGofGlensG˛†TcrystallinsUGInternationalVJournalVofVMassVSpectrometryVandVIonV
ProcessesSG1991SGXXXSGYYdTY[] 9

183 tnstrumentationGforGhighTperformanceGcapillaryGelectrophoresisâ��massGspectrometryUGJournalVofV
ChromatographyVASG1991SG]]dSGXdbTYWc 4.5 69

182 ™orptionGisothermsGinGsupercriticalGfluidGchromatographyUGJournalVofVChromatographyVASG1991SG]]WSGbb]Tbc]4.5 9

181 †rinciplesGandGpracticeGofGelectrosprayGionizationâ��massGspectrometryGforGlargeGpolypeptidesGandG
proteinsUGMassVSpectrometryVReviewsSG1991SGXWSGZ]dT[]Y 11 506

180 noulombicGeffectsGinGtheGdissociationGofGlargeGhighlyGchargedGionsUGInternationalVJournalVofVMassV
SpectrometryVandVIonVProcessesSG1991SGXXXSGXWZTXYd 66

179 ™olventTinducedGconformationalGchangesGofGpolypeptidesGprobedGbyGelectrosprayTionizationGmassG
spectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1991SG]SGXWXT] 2.2 251

178  hermallyGinducedGdissociationGofGionsGfromGelectrosprayGmassGspectrometryUGRapidV
CommunicationsVinVMassVSpectrometrySG1991SG]SG]cYT]c] 2.2 66

177 pvidenceGofGchargeGinversionGinGtheGreactionGofGsinglyGchargedGanionsGwithGmultiplyGchargedG
macroionsUGTheVJournalVofVPhysicalVChemistrySG1991SGd]SGa[XYTa[X] 70

176 lGsmallTangleGneutronGscatteringGstudyGofGintermicellarGinteractionsGinGmicroemulsionsGofGlz SG
waterSGandGnearTcriticalGpropaneUGTheVJournalVofVPhysicalVChemistrySG1991SGd]SG[]cT[aY 86
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175 xicellarGandGbicontinuousGmicroemulsionsGformedGinGbothGnearTcriticalGandGsupercriticalGpropaneG
withGdidodecyldimethylammoniumGbromideGandGwaterUGTheVJournalVofVPhysicalVChemistrySG1991SGd]SGX[[]TX[[c 27

174  andemGmassGspectrometryGofGveryGlargeGmoleculeseGserumGalbuminGsequenceGinformationGfromG
multiplyGchargedGionsGformedGbyGelectrosprayGionizationUGAnalyticalVChemistrySG1991SGaZSGY[ccTdd 7.8 178

173 sydrogenGbondingGofGmethylGalcoholTdGinGsupercriticalGcarbonGdioxideGandGsupercriticalGethaneG
solutionsUGJournalVofVtheVAmericanVChemicalVSocietySG1991SGXXZSGcZYbTcZZ[ 16.4 100

172 xicroemulsionsGformedGfromGnonionicGsurfactantsGinGnearTcriticalGandGsupercriticalGalkaneseG
quasiTelasticGlightGscatteringGinvestigationsUGTheVJournalVofVPhysicalVChemistrySG1990SGd[SGZbYdTZbZ[ 17

171 plectrosprayGionizationGmassGspectrometryUGMethodsVinVEnzymologySG1990SGXdZSG[XYTZX 1.7 45

170 VarianceGcontributionsGtoGbandGspreadGinGcapillaryGzoneGelectrophoresisUGJournalVofVChromatographyV
ASG1990SG]W[SGXTXd 4.5 30

169
nollisionalGactivationGandGcollisionTactivatedGdissociationGofGlargeGmultiplyGchargedGpolypeptidesG
andGproteinsGproducedGbyGelectrosprayGionizationUGJournalVofVtheVAmericanVSocietyVforVMassV
SpectrometrySG1990SGXSG]ZTa]

3.5 207

168
tnternalGenergyGeffectsGinGtheGcollisionTinducedGdissociationGofGlargeGbiopolymerGmolecularGionsG
producedGbyGelectrosprayGionizationGtandemGmassGspectrometryGofGcytochromeGcUGRapidV
CommunicationsVinVMassVSpectrometrySG1990SG[SG][T]b

2.2 33

167  heGuseGofGdynamicallyGprogrammedGscansGtoGgenerateGparentTionGtandemGmassGspectraGwithGtheG
ionTtrapGmassGspectrometerUGRapidVCommunicationsVinVMassVSpectrometrySG1990SG[SGXWcTXXZ 2.2 23

166 lGdetailedGstudyGofGtheGcharacteristicsGofGtheGionTtrapGmassGspectrometerGusingGdynamicallyG
programmedGscansUGRapidVCommunicationsVinVMassVSpectrometrySG1990SG[SG[X]T[Xb 2.2 13

165 nomparisonGofGelectrosprayGionizationGandGplasmaGdesorptionGmassGspectraGofGpeptidesGandG
proteinsUGBiologicalVMassVSpectrometrySG1990SGXdSGYcaTYd[ 27

164 napillaryGisotachophoresisGwithG°VGandGtandemGmassGspectrometricGdetectionGforGpeptidesGandG
proteinsUGElectrophoresisSG1990SGXXSGbWdTXb 3.6 44

163 zbservationsGonGtheGsolubilityGofGsurfactantsGandGrelatedGmoleculesGinGcarbonGdioxideGatG]W´°nUG
JournalVofVSupercriticalVFluidsSG1990SGZSG]XTa] 4.2 284

162 tnterTGandGinteaTmolecularGhydrogenTbondingGofGpolyethyleneGglycolGdodecylGethersGinGsupercriticalG
ethaneUGJournalVofVSupercriticalVFluidsSG1990SGZSGXadTXb[ 4.2 11

161 xicroemulsionGpolymerizationGwithinGnearTGandGsupercriticalGcontinuousGphaseseGpffectGofG
microemulsionGstructureGonGreactionGcharacteristicsUGJournalVofVSupercriticalVFluidsSG1990SGZSGYW]TYXZ 4.2 7

160 ™ensitivityGconsiderationsGforGlargeGmoleculeGdetectionGbyGcapillaryGelectrophoresisTelectrosprayG
ionizationGmassGspectrometryUGJournalVofVChromatographyVASG1990SG]XaSGX]bTa] 4.5 49

159 ™orptionGisothermsGofGmobileGphaseGcomponentsGinGcapillaryGsupercriticalGfluidGchromatographyUG
JournalVofVChromatographyVASG1990SG]W]SGXZdTX[a 4.5 22

158 sighTpressureGandGsupercriticalGcapillaryGelectrophoresisUGJournalVofVChromatographyVASG1990SG]XbSG]bZT]cX4.5 4
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157 nollisionalGactivationGandGdissociationGofGlargeGmultiplyGchargedGproteinsGproducedGbyGelectrosprayG
ionizationUGAnalyticaVChimicaVActaSG1990SGY[XSGXabTXbZ 6.6 34

156 tnterdropletGattractiveGforcesGinGlz GwaterTinToilGmicroemulsionsGformedGinGsubcriticalGandG
supercriticalGsolventsUGTheVJournalVofVPhysicalVChemistrySG1990SGd[SGXddbTYWW[ 44

155 †haseGbehaviorGofGinverseGmicroemulsionsGforGtheGpolymerizationGofGacrylamideGinGnearTcriticalGandG
supercriticalGcontinuousGphasesUGTheVJournalVofVPhysicalVChemistrySG1990SGd[SGZ[]TZ]W 22

154 †rimaryGsequenceGinformationGfromGintactGproteinsGbyGelectrosprayGionizationGtandemGmassG
spectrometryUGScienceSG1990SGY[cSGYWXT[ 33.3 249

153 pffectGofGreducingGdisulfideTcontainingGproteinsGonGelectrosprayGionizationGmassGspectraUGAnalyticalV
ChemistrySG1990SGaYSGadZTc 7.8 250

152 —everseGmicellesGandGmicroemulsionsGinGnearTcriticalGandGsupercriticalGfluidsUGTheVJournalVofVPhysicalV
ChemistrySG1990SGd[SGbcXTbcb 79

151 yewGdevelopmentsGinGbiochemicalGmassGspectrometryeGelectrosprayGionizationUGAnalyticalVChemistrySG
1990SGaYSGccYTdd 7.8 947

150 nonfirmationGandGquantitationGofGhydroxymethanesulfonateGinGprecipitationGbyGelectrosprayG
ionizationTtandemGmassGspectrometryUGAtmosphericVEnvironmentVPartVAVGeneralVTopicsSG1990SGY[SGYd]XTYd]b 10

149  hermochromicGshiftsGinGsupercriticalGfluidsUGTheVJournalVofVPhysicalVChemistrySG1989SGdZSGXYaXTXYa[ 10

148 tnverseGpmulsionG†olymerizationGofGlcrylamideGinGyearTnriticalGandG™upercriticalGnontinuousG
†hasesUGACSVSymposiumVSeriesSG1989SGXc[TYWa 0.4 3

147  heG†otentialGofG—everseGxicelleGxobileG†hasesGforG™upercriticalGqluidGnhromatographyUGJournalVofV
ChromatographicVScienceSG1989SGYbSGZWdTZXb 1.4 10

146 napillaryGzoneGelectrophoresisGwithGlaserGfluorescenceGdetectionGofGmarineGtoxinsUGJournalVofV
SeparationVScienceSG1989SGXSGc]Tcd 32

145 napillaryGzoneGelectrophoresisâ��massGspectrometryGwithGelectrosprayGionizationGofGpeptidesGandG
proteinsUGJournalVofVSeparationVScienceSG1989SGXSGYYZTYYd 32

144 †eptideGandGproteinGanalysisGbyGelectrosprayGionizationTmassGspectrometryGandGcapillaryG
electrophoresisTmassGspectrometryUGAnalyticalVBiochemistrySG1989SGXbdSG[W[TXY 3.1 198

143 napillaryGzoneGelectrophoresisGandGisotachophoresisTmassGspectrometryGofGpolypeptidesGandG
proteinsGbasedGuponGanGelectrosprayGionizationGinterfaceUGJournalVofVChromatographyVASG1989SG[cWSGYXXTZY4.5 114

142 napillaryGelectrophoresisTelectrosprayGionizationTmassGspectrometryUGJournalVofVChromatographyVASG
1989SG[b[SGYXTZb 4.5 59

141 ™equenceGdeterminationGofGmultiplyGchargedGpeptideGmolecularGionsGbyGelectrosprayâ��ionizationG
tandemGmassGspectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1989SGZSGXaWTXa[ 2.2 96

140 ™upercriticalGqluidG echnologiesGforGneramicT†rocessingGlpplicationsUGJournalVofVtheVAmericanV
CeramicVSocietySG1989SGbYSGcbXTccX 3.8 91
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139 —everseGmicelleGandGmicroemulsionGphasesGinGsupercriticalGxenonGandGethaneeGlightGscatteringGandG
spectroscopicGprobeGstudiesUGTheVJournalVofVPhysicalVChemistrySG1989SGdZSG[XdcT[YW[ 55

138 ™ampleGintroductionGandGseparationGinGcapillaryGelectrophoresisSGandGcombinationGwithGmassG
spectrometricGdetectionUGTalantaSG1989SGZaSGXaXTd 6.2 31

137 napillaryGisotachophoresisVmassGspectrometryUGAnalyticalVChemistrySG1989SGaXSGYYcTYZY 7.8 90

136 napillaryGzoneGelectrophoresisGofGfuelGmaterialsUGEnergyVeamp;VFuelsSG1989SGZSG[YcT[ZW 4.1 4

135 ™tationaryGphaseGsolvationGinGcapillaryGsupercriticalGfluidGchromatographyUGAnalyticalVChemistrySG
1989SGaXSGXZ[cTXZ]Z 7.8 19

134 ™upercriticalGfluidGchromatographyTmassGspectrometryeGlGpotentiallyGusefulGtechniqueGforG
porphyrinGanalysisUGOrganicVGeochemistrySG1989SGX[SGYYbTYZY 3.1 11

133 yearTGandGxidTtnfraredG ransmissionGnellsGforGtheG™tudyGofG—everseGxicelleG†hasesGinG™upercriticalG
qluidsUGAppliedVSpectroscopySG1989SG[ZSGcXYTcXa 3.1 17

132 tnfraredGspectroscopicGstudiesGofGsupercriticalGfluidGsolutionsUGTheVJournalVofVPhysicalVChemistrySG
1989SGdZSGaaaXTaaa] 31

131 ™pectroscopicGstudiesGofGmetalGchelatesGinGsupercriticalGfluidsUGTheVJournalVofVPhysicalVChemistrySG
1989SGdZSGYX[WTYX[Z 12

130  andemGmassGspectrometryGofGhighlyGchargedGcytochromeGcGmolecularGionsGproducedGbyG
electrosprayGionizationUGTheVJournalVofVPhysicalVChemistrySG1989SGdZSG]WXdT]WYY 50

129 ™tructureGofG—everseGxicelleGandGxicroemulsionG†hasesGinGyearTnriticalGandG™upercriticalGqluidGasG
oeterminedGfromGoynamicGwightT™catteringG™tudiesUGACSVSymposiumVSeriesSG1989SGXa]TXcZ 0.4 6

128
nhemicalGionizationGmassGspectraGofGhighGmolecularGweightSGbiologicallyGactiveGcompoundsG
producedGfollowingGsupercriticalGfluidGchromatographyUGBiomedicalVeVEnvironmentalVMassV
SpectrometrySG1988SGX]SGYZdT[Y

23

127 ™olventGeffectsGonGtheGchargeGdistributionGobservedGwithGelectrosprayGionizationTmassG
spectrometryGofGlargeGmoleculesUGBiologicalVMassVSpectrometrySG1988SGXbSG[XXT[X[ 55

126 nollisionalGeffectsGonGtheGchargeGdistributionGofGionsGfromGlargeGmoleculesSGformedGbyG
electrosprayTionizationGmassGspectrometryUGRapidVCommunicationsVinVMassVSpectrometrySG1988SGYSGYWbTYXW2.2 205

125 napillaryGzoneGelectrophoresisTx™UGNatureSG1988SGZZXSGaZdT[W 50.4 45

124 pffectGofGtheGpartialGmolarGvolumeGofGtheGsoluteGinGtheGstationaryGphaseGonGretentionGinGsupercriticalG
fluidGchromatographyUGJournalVofVChromatographyVASG1988SG[]dSGXcZTXdX 4.5 7

123 zrganizedGmolecularGassembliesGinGsupercriticalGfluidsfGxetalGionGchelatesGandGreverseGmicellesUG
JournalVofVSupercriticalVFluidsSG1988SGXSGbTX[ 4.2 4

122 oynamicGlightGscatteringGmeasurementsGofGreverseGmicelleGphasesGinGliquidGandGsupercriticalGethaneUG
TheVJournalVofVPhysicalVChemistrySG1988SGdYSGYbWbTYbXW 47

(1988-1989)

67



121 †ressureGprogrammedGmicroboreGcolumnGsupercriticalGfluidGchromatographyTmassGspectrometryG
forGtheGdeterminationGofGorganophosphorusGinsecticidesUGAnalyticalVChemistrySG1988SGaWSG]YdTZ] 7.8 39

120 napillaryGzoneGelectrophoresisTmassGspectrometryGusingGanGelectrosprayGionizationGinterfaceUG
AnalyticalVChemistrySG1988SGaWSG[ZaT[[X 7.8 316

119 —etentionG†rocessesGinG™upercriticalGqluidGnhromatographyUGACSVSymposiumVSeriesSG1988SGXaXTXbc 0.4 4

118 ™upercriticalGqluidGnhromatographyeGnurrentG™tatusGandG†rognosisUGAnalyticalVChemistrySG1988SGaWSGXZYZlTXZZal7.8 28

117 tmprovedGelectrosprayGionizationGinterfaceGforGcapillaryGzoneGelectrophoresisTmassGspectrometryUG
AnalyticalVChemistrySG1988SGaWSGXd[cTXd]Y 7.8 452

116 ™olvatochromicGbehaviorGofGbinaryGsupercriticalGfluidseGtheGcarbonGdioxideVYTpropanolGsystemUGTheV
JournalVofVPhysicalVChemistrySG1988SGdYSGYZb[TYZbc 98

115 —everseGmicelleGandGmicroemulsionGphasesGinGsupercriticalGfluidsUGTheVJournalVofVPhysicalVChemistrySG
1988SGdYSGYdWZTYdWb 81

114 ™olvatochromismeGaGdielectricGcontinuumGmodelGappliedGtoGsupercriticalGfluidsUGTheVJournalVofV
PhysicalVChemistrySG1988SGdYSGYZ]TYZc 47

113 —everseGxicelleG™upercriticalGqluidG™eparationsUGSeparationVScienceVandVTechnologySG1988SGYZSGYWX]TYWZW 2.5 9

112 ™upercriticalGqluidGnhromatographyGandG™upercriticalGqluidGnhromatographyVxassG™pectrometryGforG
lnalysisGofGnomplexGsydrocarbonGxixturesUGJournalVofVChromatographicVScienceSG1988SGYaSGYYcTYZ] 1.4 18

111 lnalyticalG™upercriticalGqluidGpxtractionGxethodologiesUGACSVSymposiumVSeriesSG1988SG[[TaY 0.4 8

110 —etentionGinGsupercriticalGfluidGchromatographyeGinfluenceGofGtheGpartialGmolarGvolumeGofGtheGsoluteG
inGtheGstationaryGphaseUGTheVJournalVofVPhysicalVChemistrySG1988SGdYSGXaa[TXaab 24

109 zrganizedG™urfactantGlssembliesGinG™upercriticalGqluidsUGACSVSymposiumVSeriesSG1988SGdXTXWb 0.4 2

108 pffectsGofGpressureGonGretentionGinGsupercriticalGfluidGchromatographyUGTheVJournalVofVPhysicalV
ChemistrySG1987SGdXSGZZZZTZZZa 26

107 —everseGmicelleGsupercriticalGfluidGchromatographyUGAnalyticalVChemistrySG1987SG]dSGXdbbTXdbd 7.8 31

106 znTlineGmassGspectrometricGdetectionGforGcapillaryGzoneGelectrophoresisUGAnalyticalVChemistrySG1987SG
]dSGXYZWTXYZY 7.8 513

105 ™olubilitiesGinG™upercriticalGqluidseG heGlpplicationGofGnhromatographicGxeasurementGxethodsUG
SeparationVScienceVandVTechnologySG1987SGYYSGXWa]TXWca 2.5 24

104 —apidGexpansionGofGsupercriticalGfluidGsolutionseGsoluteGformationGofGpowdersSGthinGfilmsSGandGfibersUG
IndustrialVeamp;VEngineeringVChemistryVResearchSG1987SGYaSGYYdcTYZWa 3.9 304
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103 ™olventGpropertiesGofGsupercriticalGxenonGandGsulfurGhexafluorideUGTheVJournalVofVPhysicalVChemistrySG
1987SGdXSGZW]dTZWaY 57

102 qormationGofGfineGparticlesGinGsupercriticalGfluidGmicelleGsystemsUGMaterialsVLettersSG1987SGaSGZXTZZ 3.3 22

101 †ressureGandGcompositionGgradientsGinGcapillaryGsupercriticalGfluidGchromatographyUGAnalyticalV
ChemistrySG1987SG]dSGbYbTbZX 7.8 34

100 xassGspectrometerGinterfaceGforGmicroboreGandGhighGflowGrateGcapillaryGsupercriticalGfluidG
chromatographyGwithGsplitlessGinjectionUGAnalyticalVChemistrySG1987SG]dSGXZTYY 7.8 63

99 znTlineGsupercriticalGfluidGextractionTcapillaryGgasGchromatographyUGAnalyticalVChemistrySG1987SG]dSGa[WTa[[7.8 111

98 zrganizedGmolecularGassembliesGinGtheGgasGphaseeGreverseGmicellesGandGmicroemulsionsGinG
supercriticalGfluidsUGJournalVofVtheVAmericanVChemicalVSocietySG1987SGXWdSGdYWTdYX 16.4 92

97  heGformationGofGpolymerGfibersGfromGtheGrapidGexpansionGofGsupercriticalGfluidGsolutionsUGPolymerV
EngineeringVandVScienceSG1987SGYbSGXadZTXadb 2.3 54

96 †roductionGofGpowdersGandGfilmsGbyGtheGrapidGexpansionGofGsupercriticalGsolutionsUGJournalVofV
MaterialsVScienceSG1987SGYYSGXdXdTXdYc 4.3 85

95 qundamentalsGandGpracticeGofGsupercriticalGfluidGchromatographyTmassGspectrometryUGMassV
SpectrometryVReviewsSG1987SGaSG[[]T[da 11 72

94 lnalyticalGapplicationsGofGcapillaryGsupercriticalGfluidGchromatographyâ��massGspectrometryUGJournalV
ofVChromatographyVASG1987SG[WWSGZWbTZXa 4.5 26

93 pffectGofGtemperatureGandGmodifierGconcentrationGonGretentionGinGsupercriticalGfluidG
chromatographyUGJournalVofVChromatographyVASG1987SGZdaSGXdTYd 4.5 32

92 napillaryGsupercriticalGfluidGchromatographyâ��massGspectrometryUGJournalVofVChromatographyVASG
1987SGZd[SGZTX[ 4.5 21

91 pffectGofGsoluteGconcentrationGonGretentionGinGsupercriticalGfluidGchromatographyUGJournalVofV
ChromatographyVASG1987SGZcdSG[ZZT[Zc 4.5 6

90 lnalyticalGsupercriticalGfluidGextractionGofGadsorbentGmaterialsUGAnalyticalVChemistrySG1987SG]dSGZcT[[ 7.8 123

89 lmmoniaGandGmethaneGchemicalGionizationGmassGspectraGofGacidGandGcarbamateGpesticidesGusingG
directGsupercriticalGfluidGinjectionUGBiologicalVMassVSpectrometrySG1986SGXZSGZZT[] 27

88 —apidGanalysisGusingGcapillaryGsupercriticalGfluidGchromatographyUGJournalVofVHighVResolutionV
ChromatographySG1986SGdSGbZTbb 21

87 napillaryGsupercriticalGfluidGchromatographyTmassGspectrometryUGJournalVofVHighVResolutionV
ChromatographySG1986SGdSGX[]TX]Z 47

86 pffectGofGdenistyGonGenthalpyGandGentropyGofGtransferGforGsupercriticalGfluidGchroamtographyUG
JournalVofVChromatographyVASG1986SGZ]XSGYXXTYXc 4.5 33

(1986-1987)
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85 norrelatonGofGsolvatochromicGeffectsGwithGretentionGinGsupercriticalGfluidGchromatographyUGJournalV
ofVChromatographyVASG1986SGZbXSGcZTdY 4.5 11

84 tnvestigationGofGpolarGmodifiersGinGcarbonGdioxideGmobileGphasesGforGcapillaryGsupercriticalGfluidG
chromatographyUGJournalVofVChromatographyVASG1986SGZ]]SGZabTZbZ 4.5 53

83 ™tudyGofGretentionGprocessesGinGcapillaryGsupercriticalGfluidGchromatographyGwithGbinaryGfluidGmobileG
phasesUGJournalVofVChromatographyVASG1986SGZaXSGY]TZY 4.5 45

82 nharacterizationGofGsupercriticalGfluidGsolventsGusingGsolvatochromicGshiftsUGTheVJournalVofVPhysicalV
ChemistrySG1986SGdWSGZWYYTZWYa 129

81 ™upercriticalGfluidGextractionGandGdirectGfluidGinjectionGmassGspectrometryGforGtheGdeterminationGofG
trichotheceneGmycotoxinsGinGwheatGsamplesUGAnalyticalVChemistrySG1986SG]cSGY[YXT] 7.8 53

80 —apidGprecipitationGofGlowGvaporGpressureGsolidsGfromGsupercriticalGfluidGsolutionseGtheGformationGofG
thinGfilmsGandGpowdersUGJournalVofVtheVAmericanVChemicalVSocietySG1986SGXWcSGYXWWTYXWY 16.4 97

79 †erformanceGofGcapillaryGrestrictorsGinGsupercriticalGfluidGchromatographyUGAnalyticalVChemistrySG
1986SG]cSGYW]bTYWa[ 7.8 89

78  heGpreparationGofGpolycarbosilaneGpowdersGandGfibersGduringGrapidGexpansionGofGsupercriticalGfluidG
solutionsUGMaterialsVLettersSG1986SG[SG[YdT[ZY 3.3 42

77 qormationGofG™ilicaG†owdersGfromGtheG—apidGpxpansionGofG™upercriticalG™olutionsUGAdvancedVCeramicV
MaterialsSG1986SGXSGY[YTY[a 38

76 ™olubilitiesGofGcaffeineGandGtheophyllineGinGsupercriticalGammoniaUGFluidVPhaseVEquilibriaSG1985SGYYSGXb]TXcZ2.5 8

75 oieselGfuelGmarineGandGsedimentGanalysis™upercriticalGammoniaGextractionGandGdirectGfluidGinjectionG
â��GmassGspectrometryUGFuelSG1985SGa[SGcXWTcX] 7.1 16

74 ™torageGstabilityGofGdieselGfuelGmarineeGrelationGtoGeUsUrUGmeasurementsUGFuelSG1985SGa[SG]dXT]dZ 7.1 4

73 —apidGcapillaryGsupercriticalGfluidGchromatographicGanalysisGofGcarbamateGpesticidesUGJournalVofVHighV
ResolutionVChromatographySG1985SGcSGcTXX 28

72 —apidGandGhighGresolutionGcapillaryGsupercriticalGfluidGchromatographyGO™qnPGandG™qnVx™GofG
trichotheceneGmycotoxinsUGJournalVofVChromatographicVScienceSG1985SGYZSGXdYTd 1.4 58

71  emperatureGdependenceGofGretentionGinGsupercriticalGfluidGchromatographyUGTheVJournalVofV
PhysicalVChemistrySG1985SGcdSG]]YaT]]ZW 37

70 †ressureGprogrammingGinGsupercriticalGfluidGchromatographyUGAnalyticalVChemistrySG1985SG]bSGYcYdTYcZa 7.8 40

69 tnvestigationGofGretentionGandGselectivityGeffectsGusingGvariousGmobileGphasesGinGcapillaryG
supercriticalGfluidGchromatographyUGAnalyticalVChemistrySG1985SG]bSGYcYZTYcYd 7.8 44

68 ™upercriticalGfluidGchromatographyGandGsupercriticalGfluidGchromatographyâ��massGspectrometryGofG
marineGdieselGfuelUGJournalVofVChromatographyVASG1984SGZX[SGY]ZTYaY 4.5 31
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67 lpplicationGofGcapillaryGsupercriticalGfluidGchromatographyGtoGtheGanalysisGofGaGmiddleGdistillateGfuelUG
ChromatographiaSG1984SGXcSG][YT][] 2.1 28

66 —apidGandGefficientGcapillaryGcolumnGsupercriticalGfluidGchromatographyGwithGmassGspectrometricG
detectionUGAnalyticalVChemistrySG1984SG]aSGY[baTY[cW 7.8 68

65 napillaryGsupercriticalGfluidGchromatographyVmassGspectrometryGwithGelectronGimpactGionizationUG
AnalyticalVChemistrySG1984SG]aSGYdbXTYdbZ 7.8 43

64 oirectGsupercriticalGfluidGinjectionGmassGspectrometryGofGtrichothecenesUGBiomedicalVMassV
SpectrometrySG1983SGXWSG]bbT]cW 15

63 yewGmethodGforGtheGdirectGanalysisGofGsupercriticalGfluidGcoalGextractionGandGliquefactionUGFuelSG1983
SGaYSG[aaT[ac 7.1 11

62 xassGspectrometricGstudyGofGtheGhighGtemperatureGchemistryGofGbenzeneUGCombustionVandVFlameSG
1983SG]XSGXTYY 5.3 48

61 ™upercriticalGfluidGchromatographyGTGmassGspectrometryUGInternationalVJournalVofVMassVSpectrometryV
andVIonVPhysicsSG1983SG[aSGYXbTYYW 12

60 oirectGxassG™pectrometricGlnalysisGofG™upercriticalGqluidGpxtractionG†roductsUGSeparationVScienceV
andVTechnologySG1983SGXcSGY[]TY]Y 2.5 14

59 xassGspectrometryGwithGdirectGsupercriticalGfluidGinjectionUGAnalyticalVChemistrySG1983SG]]SGYYaaTYYbY 7.8 74

58 qlyGashGsurfaceGformationGandGsegregationGduringGheatingUGAtmosphericVEnvironmentSG1983SGXbSGXZddTX[Wd 8

57 menzeneGpyrolysisGandGsootGformationGatGhighGtemperaturesUGInternationalVJournalVofVMassV
SpectrometryVandVIonVPhysicsSG1983SG[bSGaZTaa 3

56 napillaryGcolumnGsupercriticalGfluidGchromatographyGmassGspectrometryUGAnalyticalVChemistrySG1982SG
][SGXccZTXcc] 7.8 80

55 oirectGfluidGinjectionGinterfaceGforGcapillaryGsupercriticalGfluidGchromatographyTmassGspectrometryUG
JournalVofVChromatographyVASG1982SGY[bSGYZXTY[Z 4.5 73

54 wiquidGchromatographyTmassGspectrometryGandGelectronGimpactGandGsecondaryGionGmassG
spectrometryGwithGribbonGstorageGinterfaceUGAnalyticalVChemistrySG1981SG]ZSGXaWZTXaXX 7.8 37

53 —ibbonGstorageGtechniquesGforGliquidGchromatographyTmassGspectrometryUGAnalyticalVChemistrySG
1981SG]ZSGXXYWTXXYY 7.8 10

52 VolatilityGofGflyGashGandGcoalUGFuelSG1980SG]dSGaaXTaa] 7.1 20

51  heGtraceGelementGchemistryGofGcoalGduringGcombustionGandGtheGemissionsGfromGcoalTfiredGplantsUG
ProgressVinVEnergyVandVCombustionVScienceSG1980SGaSG]ZTXXd 33.6 142

50 nharacterizationGandGformationGofGsubmicronGparticlesGinGcoalTfiredGplantsUGAtmosphericVEnvironment
SG1979SGXZSGaWbTaXb 87

(1979-1984)

71



49 noncentrationGdependenceGuponGparticleGsizeGofGvolatilizedGelementsGinGflyGashUGEnvironmentalV
ScienceVeamp;VTechnologySG1979SGXZSG]]ZT]]c 10.3 123

48 lGdirectGmassGspectrometricGstudyGofGtheGmechanismGofGtolueneGpyrolysisGatGhighGtemperaturesUGTheV
JournalVofVPhysicalVChemistrySG1979SGcZSGX]]ZTX]aZ 83

47 xassTspectrometricGstudyGofGtheGthermalGpyrolysisGofGtetrasulphurGtetranitrideGoverGquartzGwoolG
andGsilverGwoolUGJournalVofVtheVChemicalVSocietyVDaltonVTransactionsSG1979SG[bc 4

46 —eactionsGofGtetrasulfurGtetranitrideGwithGbromineUG—eactionGinGcarbonGdisulfideGsolutionGtoGgiveG
n™ZyYmrYUGInorganicVChemistrySG1979SGXcSGZcZTZc] 5.1 12

45 nharacterizationGofGmicronTsizeGflyashGparticlesGbyG₂TrayGphotoelectionGspectroscopyGOp™nlPUGScienceV
ofVtheVTotalVEnvironmentSG1979SGXYSGb]Tc] 10.2 8

44 qormationGofGradicalsGandGcomplexGorganicGcompoundsGbyGhighTtemperatureGpyrolysiseG heGpyrolysisG
ofGtoluenejUGCombustionVandVFlameSG1979SGZ]SGXbdTXdW 5.3 59

43 —eactionsGofGthermalGenergyGOY†PnRGionsGwithGseveralGmoleculesUGInternationalVJournalVofVMassV
SpectrometryVandVIonVPhysicsSG1978SGYaSGXXXTXXZ 3

42 ™econdaryGionGreactionsGinGbenzeneUGInternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG
1978SGYaSGYbdTYcc 4

41 —eactionsGofG[nsZ]RGandG[noZ]RGwithGalcoholsUGOrganicVMassVSpectrometrySG1978SGXZSGaccTad[ 3

40 narbonGionGreactionsGwithGethyleneGandGpropyleneGoxideUGChemicalVPhysicsVLettersSG1978SG][SGYbZTYb[ 2.5 1

39 lGmassGspectrometricGstudyGofGtheGthermalGpyrolysisGofG™[y[UGChemicalVPhysicsVLettersSG1978SG]]SG]dWT]dY2.5 4

38 ™eparationGandGchemicalGcharacterizationGofGfinelyTsizedGflyTashGparticlesUGAnalyticalVChemistrySG1978
SG]WSGXWZYTXW[W 7.8 107

37 xassGspectrometricGstudyGofGtheGvaporTphaseGspeciesGofGbrominatedGpolymericGsulfurGnitrideGandG
tetrasulfurGtetranitrideUGInorganicVChemistrySG1978SGXbSGdZcTd[X 5.1 11

36 lpplicationGofG₂TrayG†hotoelectronG™pectroscopyGtoGtheG™tudyGofGqlyGlshUGAppliedVSpectroscopySG
1978SGZYSGZXaTZXd 3.1 21

35 tnvestigationGofGtheGhydrideGimpurityGofGpolyOsulfurGnitridePGOO™yPxPUGqormationGofGpolyOsulfurGnitridePG
inGtheGpresenceGofGwaterUGInorganicVChemistrySG1978SGXbSGXaZdTXa[Y 5.1 8

34 —eactionGofGhydrodinitrogenOXRPGwithGmethanolUGtnternalGenergyGeffectsGinGprotonGtransferG
reactionsUGTheVJournalVofVPhysicalVChemistrySG1977SGcXSGXd]TXdd 6

33 —eactionsGofGnsZRGOnoZRPGwithGnZsazGisomersUGJournalVofVtheVAmericanVChemicalVSocietySG1977SGddSGaW[YTaW[]16.4 7

32 lGstudyGofGtheGvaporGphaseGspeciesGofGpolymericGsulfurGnitrideSGO™yPxUGJournalVofVtheVAmericanV
ChemicalVSocietySG1977SGddSGXbYaTXbZW 16.4 20
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31 †roductionGofGsYzYGinGhydrocarbonTzYTnqZmrGsystemsUGFireVSafetyVJournalSG1977SGXSGZbT[W 3.3

30 tonâ��moleculeGreactionsGofGnsZRGandGnoZRGwithGaceticGacidSGmethylGacetateSGdimethylGetherGandG
ethyleneGoxideUGInternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG1977SGY[SGXbZTXbd 7

29 ™lowGionicGmetastableGprocessesGasGaGprobeGforGquantumGmechanicalGtunnelingUGInternationalV
JournalVofVMassVSpectrometryVandVIonVPhysicsSG1977SGYZSGb]Tbb 1

28 lGstudyGofGtheGmechanismGofGOY†PGcarbonGionGreactionsGwithGbenzeneGatGXUWGtoGXYGeVUGTheVJournalVofV
PhysicalVChemistrySG1976SGcWSGYdW[TYdXW 12

27 lGtandemTtn—GstudyGofGinternalGenergyGeffectsGinGtheGoZRGRGlrGandGlroRGRGsYOoYPGreactionsUG
InternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG1976SGYWSGZZT[X 12

26
tnternalTenergyGeffectsGinGprotonTtransferGreactionsUG heGreactionsGofGlroROlrsRPGwithGmethaneSG
ethyleneSGethaneSGpropyleneSGandGcyclopropaneUGInternationalVJournalVofVMassVSpectrometryVandVIonV
PhysicsSG1976SGYWSG[ZT]c

11

25
tnternalTenergyGeffectsGinGprotonGtransferGreactionsUG heGreactionsGofGlroRGwithGseveralGmonatomicSG
diatomicSGandGpolyatomicGmoleculesUGInternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG
1976SGYWSG]dTad

5

24
†rotonTGandGdeuteronTtransferGreactionsGtoGethaneGandGethaneTdaeGtnternalTenergyGeffectsGinGtheG
formationGandGdecompositionGofGnYsbRUGInternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG
1976SGYWSGZ[bTZbc

13

23 ™lowGmetastableGdecompositionGofGmethaneGandGdeuteratedGmethanesGmolecularGionsUG
InternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG1976SGYWSG[Y]T[Yb 7

22 qieldGionizationGandGfieldGdesorptionGmassGspectraGofGpolymericGsulfurGnitrideUGInternationalVJournalV
ofVMassVSpectrometryVandVIonVPhysicsSG1976SGYXSG[XXT[X[ 10

21 tonâ��moleculeGreactionsGofGnsRZGwithGacetonitrileGatGthermalGtranslationalGenergiesUGChemicalV
PhysicsVLettersSG1976SG[YSG]bcT]cW 2.5 3

20 tdentificationGofGtheGvaporGphaseGspeciesGofGO™yPxUGChemicalVPhysicsVLettersSG1976SG[XSGZaYTZa[ 2.5 12

19 pvidenceGforGcomplexGformationGinGtheGreactionsGofGnsRZGandGnoRZGwithGnsZzsSGnoZzoSGandG
nYs]zsUGChemicalVPhysicsVLettersSG1976SG[XSGa[Tab 2.5 14

18 xetastableGtransitionsGinGnTbutaneGandGnTbutaneTdbUGOrganicVMassVSpectrometrySG1976SGXXSGZWdTZXY 7

17 ™lowGmetastableGtransitionsGinGaromaticGspeciesUGOrganicVMassVSpectrometrySG1976SGXXSG[[]T[]b 11

16 —eactionsGofGvrsRGandGzYsRGwithGns[SGnYs[SGnYsaGandGysZUGInternationalVJournalVofVMassV
SpectrometryVandVIonVPhysicsSG1976SGXdSGYWXTYWa 10

15 tonTmoleculeGreactionsGinGsYVrareTgasGsystemsGbyGionGcyclotronGresonanceGtUG—eactionsGwithGseGandG
yeUGInternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG1976SGXdSGZadTZd[ 17

14 tonTmoleculeGreactionsGinGsYVrareTgasGsystemsGbyGionGcyclotronGresonanceGttUG—eactionsGinGsystemsG
ofGsYGwithGlrSGvrGandG₂eUGInternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG1976SGXdSGZd]T[XZ 30

(1976-1977)
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13 —eactionsGofGrareTgasGhydrideGionsGwithGethyleneUGInternationalVJournalVofVMassVSpectrometryVandVIonV
PhysicsSG1976SGYWSGbXTba 12

12 tonâ��moleculeGreactionGmechanismseG hermalGenergyGgasGphaseGreactionsGofGXYnRGandGXZnRGionsG
withGns[SGnYs[SGnYsaSGnZsaSGnZscSGandGnoZnsYnoZUGJournalVofVChemicalVPhysicsSG1976SGa]SGY]b[TY]cZ 3.9 24

11 nomplexGformationGinGtheGnROY†PRns[GreactionGatGWUXGtoGXWGeVUGJournalVofVChemicalVPhysicsSG1976SG
a]SGZaa]TZaab 3.9 2

10  heGmetastableGdissociationGofGnZscRGatGlongGtimesGinGaGtandemGtn—GmassGspectrometerUG
InternationalVJournalVofVMassVSpectrometryVandVIonVPhysicsSG1975SGXbSGYZZTYZd 20

9 znGtheGstructureGofGns]RfGlGstudyGofGhydronGtransferGreactionsGfromGns[sRGandGno[sRG
tandemTtn—UGChemicalVPhysicsVLettersSG1975SGZaSG][]T][b 2.5 13

8 znGtheGreactionGofGvrRGwithGhydrogenUGChemicalVPhysicsVLettersSG1975SGZYSG]XZT]Xa 2.5 12

7 lGlowGenergyGtn—GstudyGofGtheGsymmetricGchargeGtransferGreactionGZseRGRG[seGTiG[seRGRGZseUG
ChemicalVPhysicsVLettersSG1974SGYbSG[dZT[d] 2.5 5
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2 sighTthroughputGandGhighTefficiencyGsampleGpreparationGforGsingleTcellGproteomicsGusingGaGnestedG
nanowellGchip 4

1 —obustSGsensitiveSGandGquantitativeGsingleTcellGproteomicsGbasedGonGionGmobilityGfiltering 1

Richard D Smith

74


