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l Paper IF Citations

858 liologicalSGclinicalGandGpopulationGrelevanceGofGc]GlociGforGbloodGlipidsUGNatureSG2010SG[__SGaWaTXZ 50.4 2742

857 wetaTanalysisGofGa[SW[_GindividualsGidentifiesGXXGnewGsusceptibilityGlociGforGklzheimerNsGdiseaseUG
NaturebGeneticsSG2013SG[]SGX[]YTb 36.3 2714

856 qeneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SG]XbSGXcaTYW_ 50.4 2687

855 kssociationGanalysesGofGY[cSac_GindividualsGrevealGXbGnewGlociGassociatedGwithGbodyGmassGindexUG
NaturebGeneticsSG2010SG[YSGcZaT[b 36.3 2267

854 wutationsGinGtheGntTXGgeneGassociatedGwithGautosomalGrecessiveGearlyTonsetGparkinsonismUGScienceSG
2003SGYccSGY]_Tc 33.3 2093

853 niscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNaturebGeneticsSG2013SG[]SGXYa[TXYbZ 36.3 1904

852  ariantGofG”’owYGassociatedGwithGtheGriskGofGklzheimerNsGdiseaseUGNewbEnglandbJournalbofbMedicineSG
2013SGZ_bSGXWaTX_ 59.2 1603

851 rundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SG[_aSGbZYTb 50.4 1514

850 vargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNaturebGeneticsSG2012SG[[SGcbXTcW 36.3 1482

849 ”welveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNatureb
GeneticsSG2010SG[YSG]acTbc 36.3 1449

848 kGreferenceGpanelGofG_[Sca_GhaplotypesGforGgenotypeGimputationUGNaturebGeneticsSG2016SG[bSGXYacTbZ 36.3 1447

847 mommonGvariantsGatGklmkaSGw“[k_kVw“[k[oSGozrkXSGmnZZGandGmnYkzGareGassociatedGwithG
klzheimerNsGdiseaseUGNaturebGeneticsSG2011SG[ZSG[YcTZ] 36.3 1421

846 qenklovdGanG’GlibraryGforGgenomeTwideGassociationGanalysisUGBioinformaticsSG2007SGYZSGXYc[T_ 7.2 1397

845 “ixGnewGlociGassociatedGwithGbodyGmassGindexGhighlightGaGneuronalGinfluenceGonGbodyGweightG
regulationUGNaturebGeneticsSG2009SG[XSGY]TZ[ 36.3 1368

844 nefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNaturebGeneticsSG2014SG[_SGXXaZTb_ 36.3 1339

843 qenomeTwideGassociationGstudyGofGbloodGpressureGandGhypertensionUGNaturebGeneticsSG2009SG[XSG_aaTba 36.3 1065

842 xonsteroidalGantiinflammatoryGdrugsGandGtheGriskGofGklzheimerNsGdiseaseUGNewbEnglandbJournalbofb
MedicineSG2001SGZ[]SGX]X]TYX 59.2 1013
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841 xewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SG]XbSGXbaTXc_ 50.4 920

840 qeneticGmetaTanalysisGofGdiagnosedGklzheimerNsGdiseaseGidentifiesGnewGriskGlociGandGimplicatesGk˛†SG
tauSGimmunityGandGlipidGprocessingUGNaturebGeneticsSG2019SG]XSG[X[T[ZW 36.3 917

839 qenomeTwideGanalysisGofGgeneticGlociGassociatedGwithGklzheimerGdiseaseUGJAMAbobJournalbofbtheb
AmericanbMedicalbAssociationSG2010SGZWZSGXbZYT[W 27.4 888

838 qenomeTwideGmetaTanalysisGidentifiesG]_GboneGmineralGdensityGlociGandGrevealsGX[GlociGassociatedG
withGriskGofGfractureUGNaturebGeneticsSG2012SG[[SG[cXT]WX 36.3 866

837 qenomeTwideGassociationGstudyGidentifiesGa[GlociGassociatedGwithGeducationalGattainmentUGNatureSG
2016SG]ZZSG]ZcT[Y 50.4 850

836 qenomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNaturebGeneticsSG2014SG[_SGYZ[T[[ 36.3 784

835 kGlargeGgenomeTwideGassociationGstudyGofGageTrelatedGmacularGdegenerationGhighlightsG
contributionsGofGrareGandGcommonGvariantsUGNaturebGeneticsSG2016SG[bSGXZ[T[Z 36.3 769

834 wetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNaturebGeneticsSG2010SG[YSGc[cT_W 36.3 724

833 vociGinfluencingGlipidGlevelsGandGcoronaryGheartGdiseaseGriskGinGX_GouropeanGpopulationGcohortsUG
NaturebGeneticsSG2009SG[XSG[aT]] 36.3 708

832 zresenileGdementiaGandGcerebralGhaemorrhageGlinkedGtoGaGmutationGatGcodonG_cYGofGtheG
betaTamyloidGprecursorGproteinGgeneUGNaturebGeneticsSG1992SGXSGYXbTYX 36.3 652

831 sdentificationGofGsevenGlociGaffectingGmeanGtelomereGlengthGandGtheirGassociationGwithGdiseaseUG
NaturebGeneticsSG2013SG[]SG[YYTaSG[YaeXTY 36.3 624

830 vargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNaturebGeneticsSG2012SG[[SGccXTXWW] 36.3 621

829 kGgenomeTwideGapproachGaccountingGforGbodyGmassGindexGidentifiesGgeneticGvariantsGinfluencingG
fastingGglycemicGtraitsGandGinsulinGresistanceUGNaturebGeneticsSG2012SG[[SG_]cT_c 36.3 615

828 qeneticGvariantsGassociatedGwithGsubjectiveGwellTbeingSGdepressiveGsymptomsSGandGneuroticismG
identifiedGthroughGgenomeTwideGanalysesUGNaturebGeneticsSG2016SG[bSG_Y[TZZ 36.3 602

827 mommonGgeneticGvariantsGinfluenceGhumanGsubcorticalGbrainGstructuresUGNatureSG2015SG]YWSGYY[Tc 50.4 601

826 xewGlociGassociatedGwithGkidneyGfunctionGandGchronicGkidneyGdiseaseUGNaturebGeneticsSG2010SG[YSGZa_Tb[ 36.3 599

825 mommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNatureb
GeneticsSG2013SG[]SGXZ[]T]Y 36.3 597

824  ariantsGinGw”x’XlGinfluenceGfastingGglucoseGlevelsUGNaturebGeneticsSG2009SG[XSGaaTbX 36.3 584
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823 “equenceGvariantsGatGmr’xlZTmr’xk_GandGmözYk_GaffectGsmokingGbehaviorUGNaturebGeneticsSG2010
SG[YSG[[bT]Z 36.3 582

822 “evenGnewGlociGassociatedGwithGageTrelatedGmacularGdegenerationUGNaturebGeneticsSG2013SG[]SG[ZZTcSG[ZceXTY36.3 577

821 ”wentyGboneTmineralTdensityGlociGidentifiedGbyGlargeTscaleGmetaTanalysisGofGgenomeTwideG
associationGstudiesUGNaturebGeneticsSG2009SG[XSGXXccTYW_ 36.3 566

820 qWk“GofGXY_S]]cGindividualsGidentifiesGgeneticGvariantsGassociatedGwithGeducationalGattainmentUG
ScienceSG2013SGZ[WSGX[_aTaX 33.3 563

819 wultiancestryGgenomeTwideGassociationGstudyGofG]YWSWWWGsubjectsGidentifiesGZYGlociGassociatedGwithG
strokeGandGstrokeGsubtypesUGNaturebGeneticsSG2018SG]WSG]Y[T]Za 36.3 536

818 kssociationGofGthreeGgeneticGlociGwithGuricGacidGconcentrationGandGriskGofGgoutdGaGgenomeTwideG
associationGstudyUGLancetnbTheSG2008SGZaYSGXc]ZT_X 40 520

817 opigenomeTwideGassociationGstudyGofGbodyGmassGindexSGandGtheGadverseGoutcomesGofGadiposityUG
NatureSG2017SG][XSGbXTb_ 50.4 511

816 ’areGcodingGvariantsGinGzvmqYSGklsZSGandG”’owYGimplicateGmicroglialTmediatedGinnateGimmunityGinG
klzheimerNsGdiseaseUGNaturebGeneticsSG2017SG[cSGXZaZTXZb[ 36.3 508

815 qenomeTwideGassociationGanalysesGidentifyGXbGnewGlociGassociatedGwithGserumGurateGconcentrationsUG
NaturebGeneticsSG2013SG[]SGX[]T][ 36.3 505

814 wultipleGlociGassociatedGwithGindicesGofGrenalGfunctionGandGchronicGkidneyGdiseaseUGNaturebGeneticsSG
2009SG[XSGaXYTa 36.3 469

813 wetaTanalysesGofGgenomeTwideGassociationGstudiesGidentifyGmultipleGlociGassociatedGwithGpulmonaryG
functionUGNaturebGeneticsSG2010SG[YSG[]T]Y 36.3 467

812 niagnosticGöieldGandGmlinicalG–tilityGofG“equencingGpamilialGrypercholesterolemiaGqenesGinGzatientsG
WithG“evereGrypercholesterolemiaUGJournalbofbthebAmericanbCollegebofbCardiologySG2016SG_aSGY]abTbc 15.1 458

811 ”heGqenerationG’G“tudydGdesignGandGcohortGupdateGYWXYUGEuropeanbJournalbofbEpidemiologySG2012SG
YaSGaZcT]_ 12.1 442

810 qenomeTwideGmetaTanalysisGidentifiesGXXGnewGlociGforGanthropometricGtraitsGandGprovidesGinsightsG
intoGgeneticGarchitectureUGNaturebGeneticsSG2013SG[]SG]WXTXY 36.3 437

809 klcoholGconsumptionGandGriskGofGdementiadGtheG’otterdamG“tudyUGLancetnbTheSG2002SGZ]cSGYbXT_ 40 419

808 qenomeTwideGassociationGstudyGidentifiesGlociGinfluencingGconcentrationsGofGliverGenzymesGinG
plasmaUGNaturebGeneticsSG2011SG[ZSGXXZXTb 36.3 415

807 knGoxpandedGqenomeTWideGkssociationG“tudyGofG”ypeGYGniabetesGinGouropeansUGDiabetesSG2017SG__SGYbbbTYcWY0.9 414

806 kpolipoproteinGo[GalleleGinGaGpopulationTbasedGstudyGofGearlyTonsetGklzheimerNsGdiseaseUGNatureb
GeneticsSG1994SGaSGa[Tb 36.3 413
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805 ’areGandGlowTfrequencyGcodingGvariantsGalterGhumanGadultGheightUGNatureSG2017SG][YSGXb_TXcW 50.4 412

804 zarentTofToriginTspecificGallelicGassociationsGamongGXW_GgenomicGlociGforGageGatGmenarcheUGNatureSG
2014SG]X[SGcYTca 50.4 401

803 kGmutationGinG“vmXXkZGisGassociatedGwithGautosomalGdominantGhemochromatosisUGNaturebGeneticsSG
2001SGYbSGYXZT[ 36.3 401

802 wetaTanalysisGofGgenomeTwideGassociationGstudiesGinGhbWGWWWGsubjectsGidentifiesGmultipleGlociGforG
mTreactiveGproteinGlevelsUGCirculationSG2011SGXYZSGaZXTb 16.7 395

801 ”heGqenerationG’G“tudydGdesignGandGcohortGupdateGYWXaUGEuropeanbJournalbofbEpidemiologySG2016SG
ZXSGXY[ZTXY_[ 12.1 395

800 qenomeTwideGassociationGscanGmetaTanalysisGidentifiesGthreeGvociGinfluencingGadiposityGandGfatG
distributionUGPLoSbGeneticsSG2009SG]SGeXWWW]Wb 6 393

799 qeneticGanalysisGofGoverGXGmillionGpeopleGidentifiesG]Z]GnewGlociGassociatedGwithGbloodGpressureG
traitsUGNaturebGeneticsSG2018SG]WSGX[XYTX[Y] 36.3 386

798 zhysicalGactivityGattenuatesGtheGinfluenceGofGp”yGvariantsGonGobesityGriskdGaGmetaTanalysisGofGYXbSX__G
adultsGandGXcSY_bGchildrenUGPLoSbMedicineSG2011SGbSGeXWWXXX_ 11.6 379

797 qenomewideGassociationGstudiesGofGstrokeUGNewbEnglandbJournalbofbMedicineSG2009SGZ_WSGXaXbTYb 59.2 376

796 ”hirtyGnewGlociGforGageGatGmenarcheGidentifiedGbyGaGmetaTanalysisGofGgenomeTwideGassociationG
studiesUGNaturebGeneticsSG2010SG[YSGXWaaTb] 36.3 372

795 righGprevalenceGofGmutationsGinGtheGmicrotubuleTassociatedGproteinGtauGinGaGpopulationGstudyGofG
frontotemporalGdementiaGinGtheGxetherlandsUGAmericanbJournalbofbHumanbGeneticsSG1999SG_[SG[X[TYX 11 366

794 qeneticGassociationGofGapolipoproteinGoGwithGageTrelatedGmacularGdegenerationUGAmericanbJournalb
ofbHumanbGeneticsSG1998SG_ZSGYWWT_ 11 357

793 wetaTanalysisGofGZa]SWWWGindividualsGidentifiesGZbGsusceptibilityGlociGforGmigraineUGNaturebGeneticsSG
2016SG[bSGb]_T__ 36.3 355

792 qenomeTwideGassociationGstudyGofGz’GintervalUGNaturebGeneticsSG2010SG[YSGX]ZTc 36.3 340

791 qenomeTwideGassociationGstudyGidentifiesGsixGnewGlociGinfluencingGpulseGpressureGandGmeanGarterialG
pressureUGNaturebGeneticsSG2011SG[ZSGXWW]TXX 36.3 338

790 qenomeTwideGstudyGforGcirculatingGmetabolitesGidentifiesG_YGlociGandGrevealsGnovelGsystemicGeffectsG
ofGvzkUGNaturebCommunicationsSG2016SGaSGXXXYY 17.4 335

789 prontotemporalGdementiaGinG”heGxetherlandsdGpatientGcharacteristicsGandGprevalenceGestimatesG
fromGaGpopulationTbasedGstudyUGBrainSG2003SGXY_SGYWX_TYY 11.2 330

788 xovelGlociGforGadiponectinGlevelsGandGtheirGinfluenceGonGtypeGYGdiabetesGandGmetabolicGtraitsdGaG
multiTethnicGmetaTanalysisGofG[]SbcXGindividualsUGPLoSbGeneticsSG2012SGbSGeXWWY_Wa 6 326
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787 ’iskGestimatesGofGdementiaGbyGapolipoproteinGoGgenotypesGfromGaGpopulationTbasedGincidenceG
studydGtheG’otterdamG“tudyUGArchivesbofbNeurologySG1998SG]]SGc_[Tb 324

786 qeneticGvariantsGinfluencingGcirculatingGlipidGlevelsGandGriskGofGcoronaryGarteryGdiseaseUG
ArteriosclerosisnbThrombosisnbandbVascularbBiologySG2010SGZWSGYY_[Ta_ 9.4 318

785 qenomeTwideGmetaTanalysesGofGmultiancestryGcohortsGidentifyGmultipleGnewGsusceptibilityGlociGforG
refractiveGerrorGandGmyopiaUGNaturebGeneticsSG2013SG[]SGZX[Tb 36.3 314

784 zrobklovGpackageGforGgenomeTwideGassociationGanalysisGofGimputedGdataUGBMCbBioinformaticsSG
2010SGXXSGXZ[ 3.6 310

783 WholeTgenomeGsequencingGidentifiesGoxXGasGaGdeterminantGofGboneGdensityGandGfractureUGNatureSG
2015SG]Y_SGXXYTa 50.4 308

782 ”heG’otterdamG“tudydGYWX_GobjectivesGandGdesignGupdateUGEuropeanbJournalbofbEpidemiologySG2015SG
ZWSG__XTaWb 12.1 307

781  ariantsGinGαpr×ZGareGassociatedGwithGatrialGfibrillationGinGindividualsGofGouropeanGancestryUGNatureb
GeneticsSG2009SG[XSGbacTbX 36.3 307

780 p”yGgenotypeGisGassociatedGwithGphenotypicGvariabilityGofGbodyGmassGindexUGNatureSG2012SG[cWSGY_aTaY 50.4 304

779 ”heG’otterdamG“tudydGYWXbGupdateGonGobjectivesSGdesignGandGmainGresultsUGEuropeanbJournalbofb
EpidemiologySG2017SGZYSGbWaTb]W 12.1 296

778 qeneticGassociationsGatG]ZGlociGhighlightGcellGtypesGandGbiologicalGpathwaysGrelevantGforGkidneyG
functionUGNaturebCommunicationsSG2016SGaSGXWWYZ 17.4 295

777 qeneticGfineGmappingGandGgenomicGannotationGdefinesGcausalGmechanismsGatGtypeGYGdiabetesG
susceptibilityGlociUGNaturebGeneticsSG2015SG[aSGX[X]TY] 36.3 292

776 kGgenomeTwideGassociationGmetaTanalysisGidentifiesGnewGchildhoodGobesityGlociUGNaturebGeneticsSG
2012SG[[SG]Y_TZX 36.3 292

775 wetaTanalysisGofGtelomereGlengthGinGXcSaXZGsubjectsGrevealsGhighGheritabilitySGstrongerGmaternalG
inheritanceGandGaGpaternalGageGeffectUGEuropeanbJournalbofbHumanbGeneticsSG2013SGYXSGXX_ZTb 5.3 291

774 wultipleGlociGinfluenceGerythrocyteGphenotypesGinGtheGmrk’qoGmonsortiumUGNaturebGeneticsSG2009SG
[XSGXXcXTb 36.3 285

773 qenomeTwideGassociationGmetaTanalysisGofGabSZWbGindividualsGidentifiesGnewGlociGandGgenesG
influencingGhumanGintelligenceUGNaturebGeneticsSG2017SG[cSGXXWaTXXXY 36.3 280

772 “exTstratifiedGgenomeTwideGassociationGstudiesGincludingGYaWSWWWGindividualsGshowGsexualG
dimorphismGinGgeneticGlociGforGanthropometricGtraitsUGPLoSbGeneticsSG2013SGcSGeXWWZ]WW 6 277

771 qenomeTwideGassociationGstudyGofGmigraineGimplicatesGaGcommonGsusceptibilityGvariantGonGbqYYUXUG
NaturebGeneticsSG2010SG[YSGb_cTaZ 36.3 277

770 qenomeTwideGmetaTanalysisGidentifiesGnewGsusceptibilityGlociGforGmigraineUGNaturebGeneticsSG2013SG
[]SGcXYTcXa 36.3 276
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769 qenomeTwideGpatternsGandGpropertiesGofGdeGnovoGmutationsGinGhumansUGNaturebGeneticsSG2015SG[aSGbYYTbY_36.3 267

768 qenomeTwideGassociationsGforGbirthGweightGandGcorrelationsGwithGadultGdiseaseUGNatureSG2016SG]ZbSGY[bTY]Y50.4 266

767
xovelGassociationsGofGmultipleGgeneticGlociGwithGplasmaGlevelsGofGfactorG ssSGfactorG sssSGandGvonG
WillebrandGfactordG”heGmrk’qoGOmohortsGforGreartGandGkgingG’esearchGinGqenomeGopidemiologyPG
monsortiumUGCirculationSG2010SGXYXSGXZbYTcY

16.7 260

766 ”heG’otterdamG“tudydGYWXYGobjectivesGandGdesignGupdateUGEuropeanbJournalbofbEpidemiologySG2011SG
Y_SG_]aTb_ 12.1 255

765 “tudyGofGZWWS[b_GindividualsGidentifiesGX[bGindependentGgeneticGlociGinfluencingGgeneralGcognitiveG
functionUGNaturebCommunicationsSG2018SGcSGYWcb 17.4 254

764 ”heG’otterdamG“tudydGYWX[GobjectivesGandGdesignGupdateUGEuropeanbJournalbofbEpidemiologySG2013SG
YbSGbbcTcY_ 12.1 253

763 niseaseGvariantsGalterGtranscriptionGfactorGlevelsGandGmethylationGofGtheirGbindingGsitesUGNatureb
GeneticsSG2017SG[cSGXZXTXZb 36.3 252

762 ”heGgeneticsGofGbloodGpressureGregulationGandGitsGtargetGorgansGfromGassociationGstudiesGinGZ[YS[X]G
individualsUGNaturebGeneticsSG2016SG[bSGXXaXTXXb[ 36.3 251

761 ”heG’otterdamG“tudydGobjectivesGandGdesignGupdateUGEuropeanbJournalbofbEpidemiologySG2007SGYYSGbXcTYc12.1 251

760 qenomeTbasedGpredictionGofGcommonGdiseasesdGadvancesGandGprospectsUGHumanbMolecularbGeneticsSG
2008SGXaSG’X__TaZ 5.6 250

759 mommonGvariantsGinGYYGlociGareGassociatedGwithGQ’“GdurationGandGcardiacGventricularGconductionUG
NaturebGeneticsSG2010SG[YSGXW_bTa_ 36.3 249

758 kntiepilepticGdrugGregimensGandGmajorGcongenitalGabnormalitiesGinGtheGoffspringUGAnnalsbofb
NeurologySG1999SG[_SGaZcTa[_ 9.4 247

757 wetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGthreeGnewGriskGlociGforGatopicG
dermatitisUGNaturebGeneticsSG2011SG[[SGXbaTcY 36.3 244

756 wetaTanalysesGidentifyGXZGlociGassociatedGwithGageGatGmenopauseGandGhighlightGnxkGrepairGandG
immuneGpathwaysUGNaturebGeneticsSG2012SG[[SGY_WTb 36.3 243

755 qenomeTwideGassociationGanalysisGidentifiesGsusceptibilityGlociGforGmigraineGwithoutGauraUGNatureb
GeneticsSG2012SG[[SGaaaTbY 36.3 243

754 wultipleGgeneticGlociGinfluenceGserumGurateGlevelsGandGtheirGrelationshipGwithGgoutGandG
cardiovascularGdiseaseGriskGfactorsUGCirculation:bCardiovascularbGeneticsSG2010SGZSG]YZTZW 243

753 sdentificationGofGcontextTdependentGexpressionGquantitativeGtraitGlociGinGwholeGbloodUGNatureb
GeneticsSG2017SG[cSGXZcTX[] 36.3 240

752 qeneticGvariationGnearGs’“XGassociatesGwithGreducedGadiposityGandGanGimpairedGmetabolicGprofileUG
NaturebGeneticsSG2011SG[ZSGa]ZT_W 36.3 237

(2011-2015)
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751 qenomeTwideGassociationGstudyGofGintracranialGaneurysmGidentifiesGthreeGnewGriskGlociUGNatureb
GeneticsSG2010SG[YSG[YWT] 36.3 234

750 momplementGfactorGrGpolymorphismSGcomplementGactivatorsSGandGriskGofGageTrelatedGmacularG
degenerationUGJAMAbobJournalbofbthebAmericanbMedicalbAssociationSG2006SGYc_SGZWXTc 27.4 234

749 kssociationGofGlowTfrequencyGandGrareGcodingTsequenceGvariantsGwithGbloodGlipidsGandGcoronaryG
heartGdiseaseGinG]_SWWWGwhitesGandGblacksUGAmericanbJournalbofbHumanbGeneticsSG2014SGc[SGYYZTZY 11 233

748 xewGlociGassociatedGwithGbirthGweightGidentifyGgeneticGlinksGbetweenGintrauterineGgrowthGandGadultG
heightGandGmetabolismUGNaturebGeneticsSG2013SG[]SGa_TbY 36.3 232

747 zredictingGtypeGYGdiabetesGbasedGonGpolymorphismsGfromGgenomeTwideGassociationGstudiesdGaG
populationTbasedGstudyUGDiabetesSG2008SG]aSGZXYYTb 0.9 231

746 ”heGimpactGofGlowTfrequencyGandGrareGvariantsGonGlipidGlevelsUGNaturebGeneticsSG2015SG[aSG]bcTca 36.3 229

745 kGcommonGhaplotypeGlowersGz–UXGexpressionGinGmyeloidGcellsGandGdelaysGonsetGofGklzheimerNsG
diseaseUGNaturebNeuroscienceSG2017SGYWSGXW]YTXW_X 25.5 228

744 mommonGpolygenicGvariationGenhancesGriskGpredictionGforGklzheimerNsGdiseaseUGBrainSG2015SGXZbSGZ_aZTb[11.2 227

743 vargeTscaleGgenomicGanalysesGlinkGreproductiveGagingGtoGhypothalamicGsignalingSGbreastGcancerG
susceptibilityGandGl’mkXTmediatedGnxkGrepairUGNaturebGeneticsSG2015SG[aSGXYc[TXZWZ 36.3 226

742 kGcriticalGappraisalGofGtheGscientificGbasisGofGcommercialGgenomicGprofilesGusedGtoGassessGhealthGrisksG
andGpersonalizeGhealthGinterventionsUGAmericanbJournalbofbHumanbGeneticsSG2008SGbYSG]cZTc 11 224

741 wetaTanalysisGofGqenomeTwideGkssociationG“tudiesGforGxeuroticismSGandGtheGzolygenicGkssociationG
WithGwajorGnepressiveGnisorderUGJAMAbPsychiatrySG2015SGaYSG_[YT]W 14.5 222

740 qenomeTwideGassociationGanalysesGidentifyGmultipleGlociGassociatedGwithGcentralGcornealGthicknessG
andGkeratoconusUGNaturebGeneticsSG2013SG[]SGX]]T_Z 36.3 222

739 “usceptibilityGlociGforGintracranialGaneurysmGinGouropeanGandGtapaneseGpopulationsUGNaturebGeneticsSG
2008SG[WSGX[aYTa 36.3 222

738 opidemiologyGofGklzheimerNsGdiseaseUGEpidemiologicbReviewsSG1992SGX[SG]cTbY 4.1 222

737 ’efiningGtheGaccuracyGofGvalidatedGtargetGidentificationGthroughGcodingGvariantGfineTmappingGinGtypeG
YGdiabetesUGNaturebGeneticsSG2018SG]WSG]]cT]aX 36.3 221

736 sncreasingGzrevalenceGofGwyopiaGinGouropeGandGtheGsmpactGofGoducationUGOphthalmologySG2015SGXYYSGX[bcTca7.3 220

735 ”heGsnfluenceGofGkgeGandG“exGonGqeneticGkssociationsGwithGkdultGlodyG“izeGandG“hapedGkG
vargeT“caleGqenomeTWideGsnteractionG“tudyUGPLoSbGeneticsSG2015SGXXSGeXWW]Zab 6 220

734 sdentificationGofGheartGrateTassociatedGlociGandGtheirGeffectsGonGcardiacGconductionGandGrhythmG
disordersUGNaturebGeneticsSG2013SG[]SG_YXTZX 36.3 219
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733 qenomeTwideGassociationGstudyGidentifiesGaGsingleGmajorGlocusGcontributingGtoGsurvivalGintoGoldGageeG
theGkzyoGlocusGrevisitedUGAgingbCellSG2011SGXWSG_b_Tcb 9.9 218

732
qenomeTwideGassociationGandGgeneticGfunctionalGstudiesGidentifyGautismGsusceptibilityGcandidateGYG
geneGOk–”“YPGinGtheGregulationGofGalcoholGconsumptionUGProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaSG2011SGXWbSGaXXcTY[

11.5 218

731 kGcatalogGofGgeneticGlociGassociatedGwithGkidneyGfunctionGfromGanalysesGofGaGmillionGindividualsUG
NaturebGeneticsSG2019SG]XSGc]aTcaY 36.3 217

730 mollaborativeGmetaTanalysisdGassociationsGofGX]WGcandidateGgenesGwithGosteoporosisGandG
osteoporoticGfractureUGAnnalsbofbInternalbMedicineSG2009SGX]XSG]YbTZa 8 215

729 qenomeTwideGassociationGstudyGforGcoronaryGarteryGcalcificationGwithGfollowTupGinGmyocardialG
infarctionUGCirculationSG2011SGXY[SGYb]]T_[ 16.7 213

728 ”heG’otterdamG“tudydGYWXWGobjectivesGandGdesignGupdateUGEuropeanbJournalbofbEpidemiologySG2009SG
Y[SG]]ZTaY 12.1 213

727 klteredGbileGacidGprofileGassociatesGwithGcognitiveGimpairmentGinGklzheimerNsGdiseaseTknGemergingG
roleGforGgutGmicrobiomeUGAlzheimerisbandbDementiaSG2019SGX]SGa_TcY 1.2 208

726 QuantifyingGprionGdiseaseGpenetranceGusingGlargeGpopulationGcontrolGcohortsUGSciencebTranslationalb
MedicineSG2016SGbSGZYYrac 17.5 205

725 mommonGvariantsGnearGp’uVmyvXWkXGandG oqpkGareGassociatedGwithGadvancedGageTrelatedGmacularG
degenerationUGHumanbMolecularbGeneticsSG2011SGYWSGZ_ccTaWc 5.6 205

724 x’×xZGisGaGnovelGlocusGforGwaistGcircumferencedGaGgenomeTwideGassociationGstudyGfromGtheGmrk’qoG
monsortiumUGPLoSbGeneticsSG2009SG]SGeXWWW]Zc 6 203

723 lestGpracticesGandGjointGcallingGofGtheGrumanoxomeGleadmhipdGtheGmrk’qoGmonsortiumUGPLoSbONESG
2013SGbSGe_bWc] 3.7 203

722 wetabolicGnetworkGfailuresGinGklzheimerNsGdiseasedGkGbiochemicalGroad´ mapUGAlzheimerisbandb
DementiaSG2017SGXZSGc_]Tcb[ 1.2 201

721 qeneticGassociationGstudyGofGQ”GintervalGhighlightsGroleGforGcalciumGsignalingGpathwaysGinG
myocardialGrepolarizationUGNaturebGeneticsSG2014SG[_SGbY_TZ_ 36.3 199

720 qenomeTwideGanalysisGidentifiesGXYGlociGinfluencingGhumanGreproductiveGbehaviorUGNaturebGeneticsSG
2016SG[bSGX[_YTX[aY 36.3 198

719 zrevalenceGofGrefractiveGerrorGinGouropedGtheGouropeanGoyeGopidemiologyGOoOZPPGmonsortiumUG
EuropeanbJournalbofbEpidemiologySG2015SGZWSGZW]TX] 12.1 193

718 kGgenomicGbackgroundGbasedGmethodGforGassociationGanalysisGinGrelatedGindividualsUGPLoSbONESG
2007SGYSGeXYa[ 3.7 191

717 qWk“GofGlongevityGinGmrk’qoGconsortiumGconfirmsGkzyoGandGpy×yZGcandidacyUGJournalsbofb
GerontologybobSeriesbAbBiologicalbSciencesbandbMedicalbSciencesSG2015SGaWSGXXWTb 6.4 188

716 qenomeTwideGassociationGmetaTanalysisGofGhumanGlongevityGidentifiesGaGnovelGlocusGconferringG
survivalGbeyondGcWGyearsGofGageUGHumanbMolecularbGeneticsSG2014SGYZSG[[YWTZY 5.6 188

(2014-2011)
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715 pineTmappingGtheGgeneticGassociationGofGtheGmajorGhistocompatibilityGcomplexGinGmultipleGsclerosisdG
rvkGandGnonTrvkGeffectsUGPLoSbGeneticsSG2013SGcSGeXWWZcY_ 6 186

714 ”heGqenomeGofGtheGxetherlandsdGdesignSGandGprojectGgoalsUGEuropeanbJournalbofbHumanbGeneticsSG
2014SGYYSGYYXTa 5.3 184

713  ariantsGinGknmö]GandGnearGmmxvXGareGassociatedGwithGfetalGgrowthGandGbirthGweightUGNatureb
GeneticsSG2010SG[YSG[ZWT] 36.3 184

712 ”hreeGgenomeTwideGassociationGstudiesGandGaGlinkageGanalysisGidentifyGro’mYGasGaGhumanGirisGcolorG
geneUGAmericanbJournalbofbHumanbGeneticsSG2008SGbYSG[XXTYZ 11 183

711 waternalGandGfetalGgeneticGeffectsGonGbirthGweightGandGtheirGrelevanceGtoGcardioTmetabolicGriskG
factorsUGNaturebGeneticsSG2019SG]XSGbW[TbX[ 36.3 181

710
mommonGgeneticGvariantsGassociatedGwithGcognitiveGperformanceGidentifiedGusingGtheG
proxyTphenotypeGmethodUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaSG2014SGXXXSGXZacWT[

11.5 181

709 kGgenomeTwideGassociationGstudyGidentifiesGaGsusceptibilityGlocusGforGrefractiveGerrorsGandGmyopiaG
atGX]qX[UGNaturebGeneticsSG2010SG[YSGbcaTcWX 36.3 181

708 zredictiveGtestingGforGcomplexGdiseasesGusingGmultipleGgenesdGfactGorGfictioniUGGeneticsbinbMedicineSG
2006SGbSGZc]T[WW 8.1 181

707 xewGlociGforGbodyGfatGpercentageGrevealGlinkGbetweenGadiposityGandGcardiometabolicGdiseaseGriskUG
NaturebCommunicationsSG2016SGaSGXW[c] 17.4 180

706 kGgenomeTwideGassociationGstudyGforGmyopiaGandGrefractiveGerrorGidentifiesGaGsusceptibilityGlocusGatG
X]qY]UGNaturebGeneticsSG2010SG[YSGcWYT] 36.3 179

705 qenomeTwideGassociationGmetaTanalysisGforGtotalGserumGbilirubinGlevelsUGHumanbMolecularbGeneticsSG
2009SGXbSGYaWWTXW 5.6 177

704 zredictklovdGanG’GpackageGforGtheGassessmentGofGriskGpredictionGmodelsUGEuropeanbJournalbofb
EpidemiologySG2011SGY_SGY_XT[ 12.1 175

703 mommonGvariantsGatGXYqX[GandGXYqY[GareGassociatedGwithGhippocampalGvolumeUGNaturebGeneticsSG
2012SG[[SG][]T]X 36.3 175

702 “haredGconstitutionalGrisksGforGmaternalGvascularTrelatedGpregnancyGcomplicationsGandGfutureG
cardiovascularGdiseaseUGHypertensionSG2008SG]XSGXWZ[T[X 8.5 175

701 kssociationGbetweenGgeneticGvariationGinGtheGgeneGforGinsulinTlikeGgrowthGfactorTsGandGlowG
birthweightUGLancetnbTheSG2002SGZ]cSGXWZ_Ta 40 174

700 xovelGgeneticGlociGassociatedGwithGhippocampalGvolumeUGNaturebCommunicationsSG2017SGbSGXZ_Y[ 17.4 173

699 qenomeTwideGanalysisGofGmultiTancestryGcohortsGidentifiesGnewGlociGinfluencingGintraocularGpressureG
andGsusceptibilityGtoGglaucomaUGNaturebGeneticsSG2014SG[_SGXXY_TXXZW 36.3 171

698 WholeTexomeGsequencingGidentifiesGrareGandGlowTfrequencyGcodingGvariantsGassociatedGwithGvnvG
cholesterolUGAmericanbJournalbofbHumanbGeneticsSG2014SGc[SGYZZT[] 11 170

CorneliasMsVansDuijn

10



697 vargeGmetaTanalysisGestablishesGtheGkmoGinsertionTdeletionGpolymorphismGasGaGmarkerGofG
klzheimerNsGdiseaseUGAmericanbJournalbofbEpidemiologySG2005SGX_YSGZW]TXa 3.8 170

696 qenomeTwideGmetaTanalysisGidentifiesGsixGnovelGlociGassociatedGwithGhabitualGcoffeeGconsumptionUG
MolecularbPsychiatrySG2015SGYWSG_[aT_]_ 15.1 167

695 ”heGqenerationG’G“tudydGliobankGupdateGYWX]UGEuropeanbJournalbofbEpidemiologySG2014SGYcSGcXXTYa 12.1 166

694 qeneticGvariantsGassociatedGwithGcardiacGstructureGandGfunctiondGaGmetaTanalysisGandGreplicationGofG
genomeTwideGassociationGdataUGJAMAbobJournalbofbthebAmericanbMedicalbAssociationSG2009SGZWYSGX_bTab 27.4 164

693 ”heGneuronalGtransporterGgeneG“vm_kX]GconfersGriskGtoGmajorGdepressionUGNeuronSG2011SGaWSGY]YT_] 13.9 161

692 kGgenomeTwideGassociationGstudyGofGopticGdiscGparametersUGPLoSbGeneticsSG2010SG_SGeXWWWcab 6 157

691 kGlargeTscaleGpopulationTbasedGstudyGofGtheGassociationGofGvitaminGnGreceptorGgeneGpolymorphismsG
withGboneGmineralGdensityUGJournalbofbBonebandbMineralbResearchSG1996SGXXSGXY[XTb 6.3 157

690 kssociationGofGhypertensionGdrugGtargetGgenesGwithGbloodGpressureGandGhypertensionGinGb_S]bbG
individualsUGHypertensionSG2011SG]aSGcWZTXW 8.5 154

689 zromoterGmutationsGthatGincreaseGamyloidGprecursorTproteinGexpressionGareGassociatedGwithG
klzheimerGdiseaseUGAmericanbJournalbofbHumanbGeneticsSG2006SGabSGcZ_T[_ 11 154

688 wetaTanalysisGidentifiesGcommonGandGrareGvariantsGinfluencingGbloodGpressureGandGoverlappingGwithG
metabolicGtraitGlociUGNaturebGeneticsSG2016SG[bSGXX_YTaW 36.3 152

687
uvlGisGassociatedGwithGalcoholGdrinkingSGandGitsGgeneGproductG˛†TulothoGisGnecessaryGforGpqpYXG
regulationGofGalcoholGpreferenceUGProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaSG2016SGXXZSGX[ZaYTX[Zaa

11.5 150

686 qeneticGdeterminantsGofGcirculatingGsphingolipidGconcentrationsGinGouropeanGpopulationsUGPLoSb
GeneticsSG2009SG]SGeXWWW_aY 6 150

685 qeneticGvariationGinGtheGuspXlGlocusGinfluencesGsusceptibilityGtoGmultipleGsclerosisUGNaturebGeneticsSG
2008SG[WSGX[WYTZ 36.3 150

684 vowTfrequencyGandGrareGexomeGchipGvariantsGassociateGwithGfastingGglucoseGandGtypeGYGdiabetesG
susceptibilityUGNaturebCommunicationsSG2015SG_SG]bca 17.4 147

683
kssociationGofGgenomeTwideGvariationGwithGtheGriskGofGincidentGheartGfailureGinGadultsGofGouropeanG
andGkfricanGancestrydGaGprospectiveGmetaTanalysisGfromGtheGcohortsGforGheartGandGagingGresearchGinG
genomicGepidemiologyGOmrk’qoPGconsortiumUGCirculation:bCardiovascularbGeneticsSG2010SGZSGY]_T__

147

682 kssociationGofG]NGestrogenGreceptorGalphaGgeneGpolymorphismsGwithGboneGmineralGdensitySGvertebralG
boneGareaGandGfractureGriskUGHumanbMolecularbGeneticsSG2003SGXYSGXa[]T][ 5.6 147

681 xovelGgeneticGlociGunderlyingGhumanGintracranialGvolumeGidentifiedGthroughGgenomeTwideG
associationUGNaturebNeuroscienceSG2016SGXcSGX]_cTX]bY 25.5 147

680 monvergentGgeneticGandGexpressionGdataGimplicateGimmunityGinGklzheimerNsGdiseaseUGAlzheimerisbandb
DementiaSG2015SGXXSG_]bTaX 1.2 146

(2015-2005)
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679 qenomeTwideGassociationGstudiesGofGcerebralGwhiteGmatterGlesionGburdendGtheGmrk’qoGconsortiumUG
AnnalsbofbNeurologySG2011SG_cSGcYbTZc 9.4 146

678 ’educingGtheGgeneticGriskGofGageTrelatedGmacularGdegenerationGwithGdietaryGantioxidantsSGzincSGandG
ˇ�TZGfattyGacidsdGtheG’otterdamGstudyUGJAMAbOphthalmologySG2011SGXYcSGa]bT__ 146

677 ’apidGvarianceGcomponentsTbasedGmethodGforGwholeTgenomeGassociationGanalysisUGNaturebGeneticsSG
2012SG[[SGXX__TaW 36.3 145

676 qenomeTwideGassociationGstudyGidentifiesGnovelGlociGassociatedGwithGcirculatingGphosphoTGandG
sphingolipidGconcentrationsUGPLoSbGeneticsSG2012SGbSGeXWWY[cW 6 145

675 ”heGroleGofGadiposityGinGcardiometabolicGtraitsdGaGwendelianGrandomizationGanalysisUGPLoSbMedicineSG
2013SGXWSGeXWWX[a[ 11.6 144

674 qenomeTwideGassociationGstudiesGofGserumGmagnesiumSGpotassiumSGandGsodiumGconcentrationsG
identifyGsixGvociGinfluencingGserumGmagnesiumGlevelsUGPLoSbGeneticsSG2010SG_SGeXWWXW[] 6 144

673 qenomeTwideGassociationGandGfunctionalGfollowTupGrevealsGnewGlociGforGkidneyGfunctionUGPLoSb
GeneticsSG2012SGbSGeXWWY]b[ 6 143

672 snteractionGbetweenGhypertensionSGapooSGandGcerebralGwhiteGmatterGlesionsUGStrokeSG2004SGZ]SGXW]aT_W 6.7 139

671 kGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGkfricanGkmericansUGPLoSbONESG2012SG
aSGeYcYWY 3.7 138

670 ”heGdopamineGn[GreceptorGgeneG[bTbaseTpairTrepeatGpolymorphismGandGmoodGdisordersdGaG
metaTanalysisUGBiologicalbPsychiatrySG2005SG]aSGcccTXWWZ 7.9 137

669 kGgenomeTwideGassociationGstudyGofGdepressiveGsymptomsUGBiologicalbPsychiatrySG2013SGaZSG__aTab 7.9 135

668 qenomeTwideGassociationGmetaTanalysisGhighlightsGlightTinducedGsignalingGasGaGdriverGforGrefractiveG
errorUGNaturebGeneticsSG2018SG]WSGbZ[Tb[b 36.3 135

667 mommonGgeneticGvariantsGassociatedGwithGopenTangleGglaucomaUGHumanbMolecularbGeneticsSG2011SG
YWSGY[_[TaX 5.6 134

666 ”heGqenerationG’G“tudydGdesignGandGcohortGupdateGuntilGtheGageGofG[GyearsUGEuropeanbJournalbofb
EpidemiologySG2008SGYZSGbWXTXX 12.1 132

665 qeneTcentricGmetaTanalysisGinGbaSaZ_GindividualsGofGouropeanGancestryGidentifiesGmultipleG
bloodTpressureTrelatedGlociUGAmericanbJournalbofbHumanbGeneticsSG2014SGc[SGZ[cT_W 11 131

664 mommonGgeneticGdeterminantsGofGintraocularGpressureGandGprimaryGopenTangleGglaucomaUGPLoSb
GeneticsSG2012SGbSGeXWWY_XX 6 131

663 sdentificationGofGaGrareGcodingGvariantGinGcomplementGZGassociatedGwithGageTrelatedGmacularG
degenerationUGNaturebGeneticsSG2013SG[]SGXZa]Tc 36.3 130

662 kGgenomeTwideGassociationGstudyGrevealsGvariantsGinGk’vX]GthatGinfluenceGadiponectinGlevelsUGPLoSb
GeneticsSG2009SG]SGeXWWWa_b 6 129
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661 mlearGdetectionGofGknszyQGlocusGasGtheGmajorGgeneGforGplasmaGadiponectindGresultsGofGgenomeTwideG
associationGanalysesGincludingG[_]cGouropeanGindividualsUGAtherosclerosisSG2010SGYWbSG[XYTYW 3.1 128

660 qenomeTwideGassociationGstudyGidentifiesGnovelGgeneticGvariantsGcontributingGtoGvariationGinGbloodG
metaboliteGlevelsUGNaturebCommunicationsSG2015SG_SGaYWb 17.4 126

659 kGgenomewideGscreenGforGlateTonsetGklzheimerGdiseaseGinGaGgeneticallyGisolatedGnutchGpopulationUG
AmericanbJournalbofbHumanbGeneticsSG2007SGbXSGXaTZX 11 124

658 ”heGvastGcomplexityGofGprimaryGopenGangleGglaucomadGdiseaseGgenesSGrisksSGmolecularGmechanismsG
andGpathobiologyUGProgressbinbRetinalbandbEyebResearchSG2013SGZaSGZXT_a 20.5 123

657 ”argetGgenesSGvariantsSGtissuesGandGtranscriptionalGpathwaysGinfluencingGhumanGserumGurateGlevelsUG
NaturebGeneticsSG2019SG]XSGX[]cTX[a[ 36.3 122

656 wetaTanalysisGofGqenomeTWideGkssociationG“tudiesGforGoxtraversiondGpindingsGfromGtheGqeneticsGofG
zersonalityGmonsortiumUGBehaviorbGeneticsSG2016SG[_SGXaWTbY 3.2 122

655 xovelGlociGaffectingGironGhomeostasisGandGtheirGeffectsGinGindividualsGatGriskGforGhemochromatosisUG
NaturebCommunicationsSG2014SG]SG[cY_ 17.4 121

654 nirectionalGdominanceGonGstatureGandGcognitionGin´ diverseGhumanGpopulationsUGNatureSG2015SG]YZSG[]cT[_Y50.4 119

653 wultiethnicGgenomeTwideGassociationGstudyGofGcerebralGwhiteGmatterGhyperintensitiesGonGw’sUG
Circulation:bCardiovascularbGeneticsSG2015SGbSGZcbT[Wc 119

652 vifeTmourseGqenomeTwideGkssociationG“tudyGwetaTanalysisGofG”otalGlodyGlwnGandGkssessmentGofG
kgeT“pecificGoffectsUGAmericanbJournalbofbHumanbGeneticsSG2018SGXWYSGbbTXWY 11 119

651 vociGinfluencingGbloodGpressureGidentifiedGusingGaGcardiovascularGgeneTcentricGarrayUGHumanb
MolecularbGeneticsSG2013SGYYSGX__ZTab 5.6 119

650 lloodGlipidsGinfluenceGnxkGmethylationGinGcirculatingGcellsUGGenomebBiologySG2016SGXaSGXZb 18.3 118

649 xineGlociGforGocularGaxialGlengthGidentifiedGthroughGgenomeTwideGassociationGstudiesSGincludingG
sharedGlociGwithGrefractiveGerrorUGAmericanbJournalbofbHumanbGeneticsSG2013SGcZSGY_[Taa 11 116

648 kGpooledGcaseTcontrolGstudyGofGtheGapolipoproteinGoGOkzyoPGgeneGinGageTrelatedGmaculopathyUG
OphthalmicbGeneticsSG2002SGYZSGYWcTYZ 1.2 116

647 ”heGapolipoproteinGoGepsilonGYGalleleGisGassociatedGwithGanGincreasedGriskGofGearlyTonsetGklzheimerNsG
diseaseGandGaGreducedGsurvivalUGAnnalsbofbNeurologySG1995SGZaSG_W]TXW 9.4 115

646 ostrogenGreceptorGalphaGgeneGhaplotypeGisGassociatedGwithGradiographicGosteoarthritisGofGtheGkneeG
inGelderlyGmenGandGwomenUGArthritisbandbRheumatismSG2003SG[bSGXcXZTYY 113

645 reritabilitiesGofGradiologicGosteoarthritisGinGperipheralGjointsGandGofGdiscGdegenerationGofGtheGspineUG
ArthritisbandbRheumatismSG1999SG[YSGXaYcTZ] 113

644 snteractionsGofGdietaryGwholeTgrainGintakeGwithGfastingGglucoseTGandGinsulinTrelatedGgeneticGlociGinG
individualsGofGouropeanGdescentdGaGmetaTanalysisGofGX[GcohortGstudiesUGDiabetesbCareSG2010SGZZSGY_b[TcX 14.6 112

(2010-2010)
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643 ”heGimpactGofGgenotypeGfrequenciesGonGtheGclinicalGvalidityGofGgenomicGprofilingGforGpredictingG
commonGchronicGdiseasesUGGeneticsbinbMedicineSG2007SGcSG]YbTZ] 8.1 112

642 pourGnovelGvociGOXcqXZSG_qY[SGXYqY[SGandG]qX[PGinfluenceGtheGmicrocirculationGinGvivoUGPLoSbGenetics
SG2010SG_SGeXWWXXb[ 6 111

641 qenomeTwideGmetaTanalysisGuncoversGnovelGlociGinfluencingGcirculatingGleptinGlevelsUGNatureb
CommunicationsSG2016SGaSGXW[c[ 17.4 107

640
kGmetaTanalysisGofGfourGgenomeTwideGassociationGstudiesGofGsurvivalGtoGageGcWGyearsGorGolderdGtheG
mohortsGforGreartGandGkgingG’esearchGinGqenomicGopidemiologyGmonsortiumUGJournalsbofb
GerontologybobSeriesbAbBiologicalbSciencesbandbMedicalbSciencesSG2010SG_]SG[abTba

6.4 107

639 qenomeTwideGassociationGanalysisGidentifiesGmultipleGlociGrelatedGtoGrestingGheartGrateUGHumanb
MolecularbGeneticsSG2010SGXcSGZbb]Tc[ 5.6 106

638 WholeGexomeGsequencingGstudyGidentifiesGnovelGrareGandGcommonGklzheimerNsTkssociatedGvariantsG
involvedGinGimmuneGresponseGandGtranscriptionalGregulationUGMolecularbPsychiatrySG2020SGY]SGXb]cTXba] 15.1 106

637 qenomeTwideGmetaTanalysisGofGY[XSY]bGadultsGaccountingGforGsmokingGbehaviourGidentifiesGnovelG
lociGforGobesityGtraitsUGNaturebCommunicationsSG2017SGbSGX[caa 17.4 105

636 ”heGoffectGofGqeneticGnriftGinGaGöoungGqeneticallyGssolatedGzopulationUGAnnalsbofbHumanbGeneticsSG
2005SG_cSGYbbTYc] 2.2 105

635 xucleotideGexcisionGnxkGrepairGisGassociatedGwithGageTrelatedGvascularGdysfunctionUGCirculationSG
2012SGXY_SG[_bTab 16.7 104

634 “s’”XGgeneticGvariationGisGrelatedGtoGlwsGandGriskGofGobesityUGDiabetesSG2009SG]bSGYbYbTZ[ 0.9 104

633 mommonGvariantsGatG_qYYGandGXaqYXGareGassociatedGwithGintracranialGvolumeUGNaturebGeneticsSG2012
SG[[SG]ZcT[[ 36.3 104

632 ’eninTangiotensinGsystemGinhibitorsSGangiotensinGsTconvertingGenzymeGgeneGinsertionVdeletionG
polymorphismSGandGcancerdGtheG’otterdamG“tudyUGCancerSG2008SGXXYSGa[bT]a 6.4 104

631 qenomeTwideGanalysisGofGlwsGinGadolescentsGandGyoungGadultsGrevealsGadditionalGinsightGintoGtheG
effectsGofGgeneticGlociGoverGtheGlifeGcourseUGHumanbMolecularbGeneticsSG2013SGYYSGZ]caT_Wa 5.6 103

630 qenomeTwideGphysicalGactivityGinteractionsGinGadiposityGTGkGmetaTanalysisGofGYWWS[]YGadultsUGPLoSb
GeneticsSG2017SGXZSGeXWW_]Yb 6 103

629 kGmetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGmultipleGlongevityGgenesUGNatureb
CommunicationsSG2019SGXWSGZ__c 17.4 102

628 merebrospinalGfluidGbiomarkerGsupportedGdiagnosisGofGmreutzfeldtTtakobGdiseaseGandGrapidG
dementiasdGaGlongitudinalGmulticentreGstudyGoverGXWGyearsUGBrainSG2012SGXZ]SGZW]XT_X 11.2 102

627 mdxTYGpolymorphismGinGtheGpromoterGregionGofGtheGhumanGvitaminGnGreceptorGgeneGdeterminesG
susceptibilityGtoGfractureGinGtheGelderlyUGJournalbofbBonebandbMineralbResearchSG2003SGXbSGX_ZYT[X 6.3 102

626 ”heGeffectGofGkzyoGandGotherGcommonGgeneticGvariantsGonGtheGonsetGofGklzheimerNsGdiseaseGandG
dementiadGaGcommunityTbasedGcohortGstudyUGLancetbNeurologynbTheSG2018SGXaSG[Z[T[[[ 24.1 101
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625 zolygenicGyverlapGletweenGmT’eactiveGzroteinSGzlasmaGvipidsSGandGklzheimerGniseaseUGCirculationSG
2015SGXZXSGYW_XTYW_c 16.7 100

624
snvestigatingGtheGmausalG’elationshipGofGmT’eactiveGzroteinGwithGZYGmomplexG“omaticGandG
zsychiatricGyutcomesdGkGvargeT“caleGmrossTmonsortiumGwendelianG’andomizationG“tudyUGPLoSb
MedicineSG2016SGXZSGeXWWXca_

11.6 100

623 sdentificationGofGadditionalGriskGlociGforGstrokeGandGsmallGvesselGdiseasedGaGmetaTanalysisGofG
genomeTwideGassociationGstudiesUGLancetbNeurologynbTheSG2016SGX]SG_c]TaWa 24.1 100

622 ’etinalGvesselGdiametersGandGriskGofGimpairedGfastingGglucoseGorGdiabetesdGtheG’otterdamGstudyUG
DiabetesSG2006SG]]SG]W_TXW 0.9 99

621 kdiposityGasGaGcauseGofGcardiovascularGdiseasedGaGwendelianGrandomizationGstudyUGInternationalb
JournalbofbEpidemiologySG2015SG[[SG]abTb_ 7.8 97

620 qenomeTwideGassociationGstudyGmetaTanalysisGofGchronicGwidespreadGpaindGevidenceGforG
involvementGofGtheG]pX]UYGregionUGAnnalsbofbthebRheumaticbDiseasesSG2013SGaYSG[YaTZ_ 2.4 96

619 vinkageGdisequilibriumGinGyoungGgeneticallyGisolatedGnutchGpopulationUGEuropeanbJournalbofbHumanb
GeneticsSG2004SGXYSG]YaTZ[ 5.3 95

618 klteredGbileGacidGprofileGinGmildGcognitiveGimpairmentGandGklzheimerNsGdiseasedG’elationshipGtoG
neuroimagingGandGm“pGbiomarkersUGAlzheimerisbandbDementiaSG2019SGX]SGYZYTY[[ 1.2 95

617 mommonGvariantsGatGXYqX]GandGXYqY[GareGassociatedGwithGinfantGheadGcircumferenceUGNatureb
GeneticsSG2012SG[[SG]ZYT]Zb 36.3 94

616 mommonGgeneticGvariantsGassociateGwithGserumGphosphorusGconcentrationUGJournalbofbthebAmericanb
SocietybofbNephrology:bJASNSG2010SGYXSGXYYZTZY 12.7 93

615 wultipleGlociGareGassociatedGwithGwhiteGbloodGcellGphenotypesUGPLoSbGeneticsSG2011SGaSGeXWWYXXZ 6 92

614 qeneticGcontributionsGtoGglaucomadGheritabilityGofGintraocularGpressureSGretinalGnerveGfiberGlayerG
thicknessSGandGopticGdiscGmorphologyUGInvestigativebOphthalmologybandbVisualbScienceSG2007SG[bSGZ__cTa_ 92

613 nenseTcoreGsenileGplaquesGinGtheGplemishGvariantGofGklzheimerNsGdiseaseGareGvasocentricUGAmericanb
JournalbofbPathologySG2002SGX_XSG]WaTYW 5.8 92

612 zredictingGhumanGheightGbyG ictorianGandGgenomicGmethodsUGEuropeanbJournalbofbHumanbGeneticsSG
2009SGXaSGXWaWT] 5.3 91

611 zlasmaGamyloidGbetaSGapolipoproteinGoSGlacunarGinfarctsSGandGwhiteGmatterGlesionsUGAnnalsbofb
NeurologySG2004SG]]SG]aWT] 9.4 91

610
kssociationGofGbranchedTchainGaminoGacidsGandGotherGcirculatingGmetabolitesGwithGriskGofGincidentG
dementiaGandGklzheimerNsGdiseasedGkGprospectiveGstudyGinGeightGcohortsUGAlzheimerisbandbDementiaSG
2018SGX[SGaYZTaZZ

1.2 90

609 qeneticGvariantsGlinkedGtoGeducationGpredictGlongevityUGProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaSG2016SGXXZSGXZZ__TXZZaX 11.5 90

608 “urvivalGinGelderlyGpersonsGwithGnownGsyndromeUGJournalbofbthebAmericanbGeriatricsbSocietySG2008SG
]_SGYZXXT_ 5.6 90

(2008-2015)
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607 z’xzG alXYcGhomozygosityGincreasesGriskGforGearlyTonsetGklzheimerNsGdiseaseUGAnnalsbofbNeurologySG
2003SG]ZSG[WcTXY 9.4 90

606 qeneTwideGanalysisGdetectsGtwoGnewGsusceptibilityGgenesGforGklzheimerNsGdiseaseUGPLoSbONESG2014SG
cSGec[__X 3.7 90

605 kGmetabolicGprofileGofGallTcauseGmortalityGriskGidentifiedGinGanGobservationalGstudyGofG[[SX_bG
individualsUGNaturebCommunicationsSG2019SGXWSGZZ[_ 17.4 89

604 vargeGmetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGfiveGlociGforGleanGbodyGmassUG
NaturebCommunicationsSG2017SGbSGbW 17.4 88

603 snteractionGbetweenGtheGvitaminGnGreceptorGgeneGandGcollagenGtypeGsalphaXGgeneGinGsusceptibilityG
forGfractureUGJournalbofbBonebandbMineralbResearchSG2001SGX_SGZacTb] 6.3 87

602 smprovingGzhenotypicGzredictionGbyGmombiningGqeneticGandGopigeneticGkssociationsUGAmericanb
JournalbofbHumanbGeneticsSG2015SGcaSGa]Tb] 11 85

601 xovelGlloodGzressureGvocusGandGqeneGniscoveryG–singGqenomeTWideGkssociationG“tudyGandG
oxpressionGnataG“etsGpromGlloodGandGtheGuidneyUGHypertensionSG2017SG 8.5 85

600 snterleukinG_GTXa[GgVcGpromoterGpolymorphismGandGriskGofGcoronaryGheartGdiseasedGresultsGfromGtheG
rotterdamGstudyGandGaGmetaTanalysisUGArteriosclerosisnbThrombosisnbandbVascularbBiologySG2006SGY_SGYXYTa 9.4 85

599
wetaTGandGpooledGanalysesGofGtheGmethylenetetrahydrofolateGreductaseGm_aa”GandGkXYcbmG
polymorphismsGandGgastricGcancerGriskdGaGhugeTq“omGreviewUGAmericanbJournalbofbEpidemiologySG2008
SGX_aSG]W]TX_

3.8 85

598 readGtraumaGandGtheGriskGofGklzheimerNsGdiseaseUGAmericanbJournalbofbEpidemiologySG1992SGXZ]SGaa]TbY 3.8 85

597
zlasmaGphosphatidylcholineGandGsphingomyelinGconcentrationsGareGassociatedGwithGdepressionGandG
anxietyGsymptomsGinGaGnutchGfamilyTbasedGlipidomicsGstudyUGJournalbofbPsychiatricbResearchSG2013SG
[aSGZ]aT_Y

5.2 84

596 kssociationGbetweenGchromosomeGcpYXGvariantsGandGtheGankleTbrachialGindexGidentifiedGbyGaG
metaTanalysisGofGYXGgenomeTwideGassociationGstudiesUGCirculation:bCardiovascularbGeneticsSG2012SG]SGXWWTXY 84

595 ”heGriskGofGoveranticoagulationGinGpatientsGwithGcytochromeGz[]WGmözYmcQYGorGmözYmcQZGallelesGonG
acenocoumarolGorGphenprocoumonUGPharmacogeneticsbandbGenomicsSG2004SGX[SGYaTZZ 84

594 mharacteristicsGofGdeGnovoGstructuralGchangesGinGtheGhumanGgenomeUGGenomebResearchSG2015SGY]SGacYTbWX9.7 83

593 ”elomereGlengthGinGcirculatingGleukocytesGisGassociatedGwithGlungGfunctionGandGdiseaseUGEuropeanb
RespiratorybJournalSG2014SG[ZSGcbZTcY 13.6 83

592 nxkGwethylationGknalysisGsdentifiesGvociGforGlloodGzressureG’egulationUGAmericanbJournalbofbHumanb
GeneticsSG2017SGXWXSGbbbTcWY 11 83

591 veukocyteGtelomereGlengthGassociatesGwithGprospectiveGmortalityGindependentGofGimmuneTrelatedG
parametersGandGknownGgeneticGmarkersUGInternationalbJournalbofbEpidemiologySG2014SG[ZSGbabTb_ 7.8 83

590 kGgenomeTwideGassociationGstudyGofGsleepGhabitsGandGinsomniaUGAmericanbJournalbofbMedicalb
GeneticsbPartbB:bNeuropsychiatricbGeneticsSG2013SGX_YlSG[ZcT]X 3.5 81
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589 mommonGvariantsGinGtheGtkαpXGgeneGassociatedGwithGheightGidentifiedGbyGlinkageGandGgenomeTwideG
associationGanalysisUGHumanbMolecularbGeneticsSG2009SGXbSGZaZTbW 5.6 81

588 ”otalGzincGintakeGmayGmodifyGtheGglucoseTraisingGeffectGofGaGzincGtransporterGO“vmZWkbPGvariantdGaG
X[TcohortGmetaTanalysisUGDiabetesSG2011SG_WSGY[WaTX_ 0.9 81

587 kngiotensinTconvertingGenzymeGgeneGpolymorphismGandGcarotidGarteryGwallGthicknessdGaG
metaTanalysisUGStrokeSG2003SGZ[SGX_Z[Tc 6.7 81

586 ”heGT]X[GmTh”GhepaticGlipaseGpromoterGregionGpolymorphismGandGplasmaGlipidsdGaGmetaTanalysisUG
JournalbofbClinicalbEndocrinologybandbMetabolismSG2004SGbcSGZb]bT_Z 5.6 81

585 mholesterolGandGageTrelatedGmacularGdegenerationdGisGthereGaGlinkiUGAmericanbJournalbofb
OphthalmologySG2004SGXZaSGa]WTY 4.9 81

584 ”heGriskGofGbleedingGcomplicationsGinGpatientsGwithGcytochromeGz[]WGmözYmcQYGorGmözYmcQZGallelesG
onGacenocoumarolGorGphenprocoumonUGThrombosisbandbHaemostasisSG2004SGcYSG_XT_ 7 81

583 qeneticGarchitectureGofGsubcorticalGbrainGstructuresGinGZbSb]XGindividualsUGNaturebGeneticsSG2019SG]XSGX_Y[TX_Z_36.3 81

582 xewGinsightsGintoGtheGgeneticsGofGprimaryGopenTangleGglaucomaGbasedGonGmetaTanalysesGofG
intraocularGpressureGandGopticGdiscGcharacteristicsUGHumanbMolecularbGeneticsSG2017SGY_SG[ZbT[]Z 5.6 80

581 qeneTageGinteractionsGinGbloodGpressureGregulationdGaGlargeTscaleGinvestigationGwithGtheGmrk’qoSG
qlobalGlzgenSGandGsmlzGmonsortiaUGAmericanbJournalbofbHumanbGeneticsSG2014SGc]SGY[TZb 11 80

580
rarmonizationGofGxeuroticismGandGoxtraversionGphenotypesGacrossGinventoriesGandGcohortsGinGtheG
qeneticsGofGzersonalityGmonsortiumdGanGapplicationGofGstemG’esponseG”heoryUGBehaviorbGeneticsSG
2014SG[[SGYc]TZXZ

3.2 80

579 vargeTscaleGqWk“GidentifiesGmultipleGlociGforGhandGgripGstrengthGprovidingGbiologicalGinsightsGintoG
muscularGfitnessUGNaturebCommunicationsSG2017SGbSGX_WX] 17.4 80

578 kgeTrelatedGaccrualGofGmethylomicGvariabilityGisGlinkedGtoGfundamentalGageingGmechanismsUGGenomeb
BiologySG2016SGXaSGXcX 18.3 80

577 vargeTscaleGassociationGanalysesGidentifyGhostGfactorsGinfluencingGhumanGgutGmicrobiomeG
compositionUGNaturebGeneticsSG2021SG]ZSGX]_TX_] 36.3 80

576 wetaTanalysisGofGgeneTenvironmentTwideGassociationGscansGaccountingGforGeducationGlevelGidentifiesG
additionalGlociGforGrefractiveGerrorUGNaturebCommunicationsSG2016SGaSGXXWWb 17.4 79

575 snsightsGintoGtheGgeneticGarchitectureGofGearlyGstageGageTrelatedGmacularGdegenerationdGaG
genomeTwideGassociationGstudyGmetaTanalysisUGPLoSbONESG2013SGbSGe]ZbZW 3.7 79

574
qenomeTwideGassociationGstudiesGinGksiansGconfirmGtheGinvolvementGofGk”yraGandG”qpl’ZSGandG
furtherGidentifyGmk’nXWGasGaGnovelGlocusGinfluencingGopticGdiscGareaUGHumanbMolecularbGeneticsSG
2011SGYWSGXb_[TaY

5.6 79

573 qenomeTwideGmetaTanalysisGassociatesGrvkTnQkXVn’lXGandGvzkGandGlifestyleGfactorsGwithGhumanG
longevityUGNaturebCommunicationsSG2017SGbSGcXW 17.4 78

572 wultitraitGanalysisGofGglaucomaGidentifiesGnewGriskGlociGandGenablesGpolygenicGpredictionGofGdiseaseG
susceptibilityGandGprogressionUGNaturebGeneticsSG2020SG]YSGX_WTX__ 36.3 78

(2020-2009)
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571 kGcommonGpolymorphismGinGtheGcomplementGfactorGrGgeneGisGassociatedGwithGincreasedGriskGofG
myocardialGinfarctiondGtheG’otterdamG“tudyUGJournalbofbthebAmericanbCollegebofbCardiologySG2006SG[aSGX]_bTa]15.1 78

570 kGnovelGcommonGvariantGinGnm“”YGisGassociatedGwithGlengthGinGearlyGlifeGandGheightGinGadulthoodUG
HumanbMolecularbGeneticsSG2015SGY[SGXX]]T_b 5.6 77

569 kssociationGofGnovelGgeneticGvociGwithGcirculatingGfibrinogenGlevelsdGaGgenomeTwideGassociationG
studyGinG_GpopulationTbasedGcohortsUGCirculation:bCardiovascularbGeneticsSG2009SGYSGXY]TZZ 77

568 momplementGcomponentGmZGandGriskGofGageTrelatedGmacularGdegenerationUGOphthalmologySG2009SG
XX_SG[a[T[bWUeY 7.3 77

567 kssociationGofGtheGinterleukinTXGgeneGclusterGwithGradiographicGsignsGofGosteoarthritisGofGtheGhipUG
ArthritisbandbRheumatismSG2004SG]WSGXXacTb_ 77

566 offectsGofGmetforminGonGmetaboliteGprofilesGandGvnvGcholesterolGinGpatientsGwithGtypeGYGdiabetesUG
DiabetesbCareSG2015SGZbSGXb]bT_a 14.6 76

565 mirculatingGmetabolitesGandGgeneralGcognitiveGabilityGandGdementiadGovidenceGfromGXXGcohortG
studiesUGAlzheimerisbandbDementiaSG2018SGX[SGaWaTaYY 1.2 76

564 ]YGqeneticGvociGsnfluencingGwyocardial´ wassUGJournalbofbthebAmericanbCollegebofbCardiologySG2016SG
_bSGX[Z]TX[[b 15.1 76

563 “eparatingGtheGmechanismTbasedGandGoffTtargetGactionsGofGcholesterylGesterGtransferGproteinG
inhibitorsGwithGmo”zGgeneGpolymorphismsUGCirculationSG2010SGXYXSG]YT_Y 16.7 76

562
mommonGgeneticGvariationGinGtheGZNTlmvXXlGgeneGdesertGisGassociatedGwithGcarotidTfemoralGpulseG
waveGvelocityGandGexcessGcardiovascularGdiseaseGriskdGtheGkortaqenGmonsortiumUGCirculation:b
CardiovascularbGeneticsSG2012SG]SGbXTcW

76

561
zolymorphismsGinGmetabolicGgenesSGtheirGcombinationGandGinteractionGwithGtobaccoGsmokeGandG
alcoholGconsumptionGandGriskGofGgastricGcancerdGaGcaseTcontrolGstudyGinGanGstalianGpopulationUGBMCb
CancerSG2007SGaSGYW_

4.8 76

560 kdjacentGgenesSGforGmyvYkXGandGtheGvitaminGnGreceptorSGareGassociatedGwithGseparateGfeaturesGofG
radiographicGosteoarthritisGofGtheGkneeUGArthritisbandbRheumatismSG2000SG[ZSGX[]_T_[ 76

559 qeneticsGofGcortisolGsecretionGandGdepressiveGsymptomsdGaGcandidateGgeneGandGgenomeGwideG
associationGapproachUGPsychoneuroendocrinologySG2011SGZ_SGXW]ZT_X 5 75

558
qeneticGvariationGatGtheGphospholipidGtransferGproteinGlocusGaffectsGitsGactivityGandGhighTdensityG
lipoproteinGsizeGandGisGaGnovelGmarkerGofGcardiovascularGdiseaseGsusceptibilityUGCirculationSG2010SG
XYYSG[aWTa

16.7 75

557
oightGgeneticGlociGassociatedGwithGvariationGinGlipoproteinTassociatedGphospholipaseGkYGmassGandG
activityGandGcoronaryGheartGdiseasedGmetaTanalysisGofGgenomeTwideGassociationGstudiesGfromGfiveG
communityTbasedGstudiesUGEuropeanbHeartbJournalSG2012SGZZSGYZbT]X

9.5 75

556 klcoholGintakeGinGrelationGtoGbrainGmagneticGresonanceGimagingGfindingsGinGolderGpersonsGwithoutG
dementiaUGAmericanbJournalbofbClinicalbNutritionSG2004SGbWSGccYTa 7 75

555 smprovedGimputationGqualityGofGlowTfrequencyGandGrareGvariantsGinGouropeanGsamplesGusingGtheG
NqenomeGofG”heGxetherlandsNUGEuropeanbJournalbofbHumanbGeneticsSG2014SGYYSGXZYXT_ 5.3 74

554 qenomeTwideGassociationGstudiesGofGw’sTdefinedGbrainGinfarctsdGmetaTanalysisGfromGtheGmrk’qoG
monsortiumUGStrokeSG2010SG[XSGYXWTa 6.7 74
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553 kGpolymorphismGinGtheGsqpTsGgeneGinfluencesGtheGageTrelatedGdeclineGinGcirculatingGtotalGsqpTsGlevelsUG
EuropeanbJournalbofbEndocrinologySG2003SGX[bSGXaXT] 6.5 72

552 vowTprequencyGandG’areTmodingG ariationGmontributesGtoGwultipleG“clerosisG’iskUGCellSG2018SGXa]SGX_acTX_baUea56.2 72

551 “haredGgeneticGbasisGforGmigraineGandGischemicGstrokedGkGgenomeTwideGanalysisGofGcommonG
variantsUGNeurologySG2015SGb[SGYXZYT[] 6.5 71

550 wetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGnovelGlociGthatGinfluenceGcuppingGandG
theGglaucomatousGprocessUGNaturebCommunicationsSG2014SG]SG[bbZ 17.4 71

549 zowerGofGselectiveGgenotypingGinGgeneticGassociationGanalysesGofGquantitativeGtraitsUGBehaviorb
GeneticsSG2000SGZWSGX[XT_ 3.2 71

548 qenomewideGmetaTanalysisGidentifiesGlociGassociatedGwithGsqpTsGandGsqplzTZGlevelsGwithGimpactGonG
ageTrelatedGtraitsUGAgingbCellSG2016SGX]SGbXXTY[ 9.9 71

547 kGhighTqualityGhumanGreferenceGpanelGrevealsGtheGcomplexityGandGdistributionGofGgenomicGstructuralG
variantsUGNaturebCommunicationsSG2016SGaSGXYcbc 17.4 70

546 wetaTanalysisGofGgenomeTwideGassociationGforGmigraineGinGsixGpopulationTbasedGouropeanGcohortsUG
EuropeanbJournalbofbHumanbGeneticsSG2011SGXcSGcWXTa 5.3 70

545
kGgenomeTwideGassociationGstudyGofGnorthwesternGouropeansGinvolvesGtheGmTtypeGnatriureticG
peptideGsignalingGpathwayGinGtheGetiologyGofGhumanGheightGvariationUGHumanbMolecularbGeneticsSG
2009SGXbSGZ]X_TY[

5.6 70

544 “erumGlevelsGofGinterleukinT_GareGnotGelevatedGinGpatientsGwithGklzheimerNsGdiseaseUGNeuroscienceb
LettersSG1990SGXWbSGZ]WT[ 3.3 70

543 zredictionGofGageTrelatedGmacularGdegenerationGinGtheGgeneralGpopulationdGtheG”hreeGmontinentG
kwnGmonsortiumUGOphthalmologySG2013SGXYWSGY_[[TY_]] 7.3 69

542 reritabilityGofGbloodGpressureGtraitsGandGtheGgeneticGcontributionGtoGbloodGpressureGvarianceG
explainedGbyGfourGbloodTpressureTrelatedGgenesUGJournalbofbHypertensionSG2007SGY]SG]_]TaW 1.9 69

541
ostrogenGreceptorGbetaGOo“’YPGpolymorphismsGinGinteractionGwithGestrogenGreceptorGalphaGOo“’XPG
andGinsulinTlikeGgrowthGfactorGsGOsqpXPGvariantsGinfluenceGtheGriskGofGfractureGinGpostmenopausalG
womenUGJournalbofbBonebandbMineralbResearchSG2006SGYXSGX[[ZT]_

6.3 69

540 knGknalysisGofG”woGqenomeTwideGkssociationGwetaTanalysesGsdentifiesGaGxewGvocusGforGlroadG
nepressionGzhenotypeUGBiologicalbPsychiatrySG2017SGbYSGZYYTZYc 7.9 68

539 merebrospinalGfluidGbiomarkersGinGhumanGgeneticGtransmissibleGspongiformGencephalopathiesUG
JournalbofbNeurologySG2009SGY]_SGX_YWTb 5.5 68

538 klzheimerNsGdiseaseGgenesGandGcognitionGinGtheGnondementedGgeneralGpopulationUGBiologicalb
PsychiatrySG2013SGaZSG[YcTZ[ 7.9 67

537 vocalizationGofGautosomalGrecessiveGearlyTonsetGparkinsonismGtoGchromosomeGXpZ_GOzk’uaPGinGanG
independentGdatasetUGAnnalsbofbNeurologySG2002SG]XSGY]ZT_ 9.4 67

536 ”heGeffectGofGgeneticGdriftGinGaGyoungGgeneticallyGisolatedGpopulationUGAnnalsbofbHumanbGeneticsSG
2005SG_cSGYbbTc] 2.2 67

(2005-2003)
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535
qenomicGvariationGassociatedGwithGmortalityGamongGadultsGofGouropeanGandGkfricanGancestryGwithG
heartGfailuredGtheGcohortsGforGheartGandGagingGresearchGinGgenomicGepidemiologyGconsortiumUG
Circulation:bCardiovascularbGeneticsSG2010SGZSGY[bT]]

66

534
mözXkXSGmözYoXSGq“”wXSGq“””XSGozr×XGexonsGZGandG[SGandGxk”YGpolymorphismsSGsmokingSG
consumptionGofGalcoholGandGfruitGandGvegetablesGandGriskGofGheadGandGneckGcancerUGJournalbofb
CancerbResearchbandbClinicalbOncologySG2008SGXZ[SGcZTXWW

4.9 66

533 qenomeTbasedGpredictionGofGcommonGdiseasesdGmethodologicalGconsiderationsGforGfutureGresearchUG
GenomebMedicineSG2009SGXSGYW 14.4 65

532 kpolipoproteinGoGgenotypeGinGpatientsGwithGklzheimerNsGdiseasedGimplicationsGforGtheGriskGofG
dementiaGamongGrelativesUGAnnalsbofbNeurologySG1995SGZbSGacaTbWb 9.4 65

531 rumanGageGestimationGfromGbloodGusingGm’xkSGnxkGmethylationSGnxkGrearrangementSGandG
telomereGlengthUGForensicbSciencebInternational:bGeneticsSG2016SGY[SGZZT[Z 4.3 65

530 qWk“GandGcolocalizationGanalysesGimplicateGcarotidGintimaTmediaGthicknessGandGcarotidGplaqueGlociG
inGcardiovascularGoutcomesUGNaturebCommunicationsSG2018SGcSG]X[X 17.4 64

529 kssociationGofGklzheimerNsGdiseaseGqWk“GlociGwithGw’sGmarkersGofGbrainGagingUGNeurobiologybofb
AgingSG2015SGZ_SGXa_]UeaTXa_]UeX_ 5.6 63

528 ovaluationGofGriskGpredictionGupdatesGfromGcommercialGgenomeTwideGscansUGGeneticsbinbMedicineSG
2009SGXXSG]bbTc[ 8.1 63

527 ’elationshipGbetweenGgutGmicrobiotaGandGcirculatingGmetabolitesGinGpopulationTbasedGcohortsUG
NaturebCommunicationsSG2019SGXWSG]bXZ 17.4 63

526 niscoveryGandGfunctionalGprioritizationGofGzarkinsonNsGdiseaseGcandidateGgenesGfromGlargeTscaleG
wholeGexomeGsequencingUGGenomebBiologySG2017SGXbSGYY 18.3 62

525 mharacterizationGofGpathogenicG“y’vXGgeneticGvariantsGforGassociationGwithGklzheimerNsGdiseasedGaG
clinicalGinterpretationGstrategyUGEuropeanbJournalbofbHumanbGeneticsSG2017SGY]SGcaZTcbX 5.3 62

524 k’rqopXYGinfluencesGtheGriskGofGglaucomaGbyGincreasingGintraocularGpressureUGHumanbMolecularb
GeneticsSG2015SGY[SGY_bcTcc 5.6 62

523 qeneticGinfluencesGonGplasmaGmprGandGmpr’XGconcentrationsGandGtheirGroleGinGsusceptibilityGtoG
ageTrelatedGmacularGdegenerationUGHumanbMolecularbGeneticsSG2013SGYYSG[b]aT_c 5.6 62

522 ovidenceGofGinbreedingGdepressionGonGhumanGheightUGPLoSbGeneticsSG2012SGbSGeXWWY_]] 6 62

521 ’evisitingGtheGclinicalGvalidityGofGmultiplexGgeneticGtestingGinGcomplexGdiseasesUGAmericanbJournalbofb
HumanbGeneticsSG2004SGa[SG]b]TbeGauthorGreplyG]bbTc 11 62

520 reritabilityGandGgenomeTwideGassociationGstudyGtoGassessGgeneticGdifferencesGbetweenGadvancedG
ageTrelatedGmacularGdegenerationGsubtypesUGOphthalmologySG2012SGXXcSGXba[Tb] 7.3 61

519 ”heGassociationGbetweenGr_ZnGmutationsGinGrpoGandGamyotrophicGlateralGsclerosisGinGaGnutchG
populationUGArchivesbofbNeurologySG2007SG_[SG_ZTa 61

518 kssociationGofGklteredGviverGonzymesGWithGklzheimerGniseaseGniagnosisSGmognitionSGxeuroimagingG
weasuresSGandGmerebrospinalGpluidGliomarkersUGJAMAbNetworkbOpenSG2019SGYSGeXcacab 10.4 60
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517 qeneticGfactorsGandGinsulinGsecretiondGgeneGvariantsGinGtheGsqpGgenesUGDiabetesSG2004SG]ZG“upplGXSG“Y_TZW 0.9 60

516 wultiTancestryGgenomeTwideGgeneTsmokingGinteractionGstudyGofGZbaSYaYGindividualsGidentifiesGnewG
lociGassociatedGwithGserumGlipidsUGNaturebGeneticsSG2019SG]XSG_Z_T_[b 36.3 59

515 zopulationTspecificGgenotypeGimputationsGusingGminimacGorGswz–”oYUGNaturebProtocolsSG2015SGXWSGXYb]Tc_18.8 59

514 qeneticGriskGofGneurodegenerativeGdiseasesGisGassociatedGwithGmildGcognitiveGimpairmentGandG
conversionGtoGdementiaUGAlzheimerisbandbDementiaSG2015SGXXSGXYaaTb] 1.2 59

513 qenomeTwideGassociationGmetaTanalysisGofGindividualsGofGouropeanGancestryGidentifiesGnewGlociG
explainingGaGsubstantialGfractionGofGhairGcolorGvariationGandGheritabilityUGNaturebGeneticsSG2018SG]WSG_]YT_]_36.3 59

512 niscoveryGandGpineTwappingGofGqlycaemicGandGybesityT’elatedG”raitGvociG–singGrighTnensityG
smputationUGPLoSbGeneticsSG2015SGXXSGeXWW]YZW 6 59

511 wetaTanalysisGofGqenomeTWideGkssociationG“tudiesGsdentifiesGxovelGvociGkssociatedGWithGypticGniscG
worphologyUGGeneticbEpidemiologySG2015SGZcSGYWaTX_ 2.6 58

510 niscoveryGandGfineGmappingGofGserumGproteinGlociGthroughGtransethnicGmetaTanalysisUGAmericanb
JournalbofbHumanbGeneticsSG2012SGcXSGa[[T]Z 11 58

509 kGgenomeTwideGassociationGscanGofG’’GandGQ”GintervalGdurationGinGZGouropeanGgeneticallyGisolatedG
populationsdGtheGo–’y“zkxGprojectUGCirculation:bCardiovascularbGeneticsSG2009SGYSGZYYTb 58

508
”heGinfluenceGofGanGinsulinTlikeGgrowthGfactorGsGgeneGpromoterGpolymorphismGonGhipGboneGgeometryG
andGtheGriskGofGnonvertebralGfractureGinGtheGelderlydGtheG’otterdamG“tudyUGJournalbofbBonebandb
MineralbResearchSG2004SGXcSGXYbWTcW

6.3 58

507 vargeGscaleGinternationalGreplicationGandGmetaTanalysisGstudyGconfirmsGassociationGofGtheGX]qX[G
locusGwithGmyopiaUG”heGm’okwGconsortiumUGHumanbGeneticsSG2012SGXZXSGX[_aTbW 6.3 57

506 qenomeTwideGlinkageGanalysisGofGserumGcreatinineGinGthreeGisolatedGouropeanGpopulationsUGKidneyb
InternationalSG2009SGa_SGYcaTZW_ 9.9 57

505 ’eplicationGofGmn]bGandGmvomX_kGasGgenomeTwideGsignificantGriskGgenesGforGmultipleGsclerosisUG
JournalbofbHumanbGeneticsSG2009SG][SG_a_TbW 4.3 57

504 ”heGroleGofGbodyGmassGindexSGinsulinSGandGadiponectinGinGtheGrelationGbetweenGfatGdistributionGandG
boneGmineralGdensityUGCalcifiedbTissuebInternationalSG2010SGb_SGXX_TY] 3.9 57

503 “erumGapolipoproteinGoGlevelGisGnotGincreasedGinGklzheimerNsGdiseasedGtheG’otterdamGstudyUG
NeurosciencebLettersSG1998SGY[bSGYXT[ 3.3 57

502 kGmetabolomicGprofileGisGassociatedGwithGtheGriskGofGincidentGcoronaryGheartGdiseaseUGAmericanbHeartb
JournalSG2014SGX_bSG[]T]YUea 4.9 56

501 –seGofGgenomeTwideGexpressionGdataGtoGmineGtheGIqrayGαoneIGofGqWkGstudiesGleadsGtoGnovelG
candidateGobesityGgenesUGPLoSbGeneticsSG2010SG_SGeXWWWca_ 6 56

500 ”qpTbetaGXGpolymorphismsGandGriskGofGmyocardialGinfarctionGandGstrokedGtheG’otterdamG“tudyUG
StrokeSG2006SGZaSGY__aTaX 6.7 55

(2006-2004)
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499 kmoGgeneGisGassociatedGwithGklzheimerNsGdiseaseGandGatrophyGofGhippocampusGandGamygdalaUG
NeurobiologybofbAgingSG2005SGY_SGXX]ZTc 5.6 55

498 kGpopulationTbasedGstudyGofGtheGeffectGofGtheGrpoGmYbYöGandGr_ZnGmutationsGonGironGmetabolismUG
EuropeanbJournalbofbHumanbGeneticsSG2003SGXXSGYY]TZX 5.3 55

497 qeneticGarchitectureGofGplasmaGadiponectinGoverlapsGwithGtheGgeneticsGofGmetabolicG
syndromeTrelatedGtraitsUGDiabetesbCareSG2010SGZZSGcWbTXZ 14.6 54

496 sntegrationGofGgenomeTwideGassociationGstudiesGwithGbiologicalGknowledgeGidentifiesGsixGnovelG
genesGrelatedGtoGkidneyGfunctionUGHumanbMolecularbGeneticsSG2012SGYXSG]ZYcT[Z 5.6 54

495 ovaluationGofGaGqeneticG’iskG“coreGtoGsmproveG’iskGzredictionGforGklzheimerNsGniseaseUGJournalbofb
AlzheimerisbDiseaseSG2016SG]ZSGcYXTZY 4.3 54

494 qeneticGsusceptibilitySGdietaryGantioxidantsSGandGlongTtermGincidenceGofGageTrelatedGmacularG
degenerationGinGtwoGpopulationsUGOphthalmologySG2014SGXYXSG__aTa] 7.3 53

493 smprovementGofGriskGpredictionGbyGgenomicGprofilingdGreclassificationGmeasuresGversusGtheGareaG
underGtheGreceiverGoperatingGcharacteristicGcurveUGAmericanbJournalbofbEpidemiologySG2010SGXaYSGZ]ZT_X 3.8 53

492
oxomeGsequencingGandGfunctionalGanalysesGsuggestGthatG“s×_GisGaGgeneGinvolvedGinGanGalteredG
proliferationTdifferentiationGbalanceGearlyGinGlifeGandGopticGnerveGdegenerationGatGoldGageUGHumanb
MolecularbGeneticsSG2014SGYZSGXZYWTZY

5.6 52

491 offectsGofGlongTtermGaveragingGofGquantitativeGbloodGpressureGtraitsGonGtheGdetectionGofGgeneticG
associationsUGAmericanbJournalbofbHumanbGeneticsSG2014SGc]SG[cT_] 11 52

490
wetaTanalysisGofGgenomeTwideGassociationGstudiesGinGfiveGcohortsGrevealsGcommonGvariantsGinG
’lpy×XSGaGregulatorGofGtissueTspecificGsplicingSGassociatedGwithGrefractiveGerrorUGHumanbMolecularb
GeneticsSG2013SGYYSGYa][T_[

5.6 52

489
kssociationGbetweenGanGinsulinTlikeGgrowthGfactorGsGgeneGpromoterGpolymorphismGandGboneGmineralG
densityGinGtheGelderlydGtheG’otterdamG“tudyUGJournalbofbClinicalbEndocrinologybandbMetabolismSG2003SG
bbSGZbabTb[

5.6 52

488 ”heGapolipoproteinGoGepsilonG[GalleleGdoesGnotGinfluenceGtheGclinicalGexpressionGofGtheGamyloidG
precursorGproteinGgeneGcodonG_cZGorG_cYGmutationsUGAnnalsbofbNeurologySG1994SGZ_SG[Z[Ta 9.4 52

487 ”heGapolipoproteinGoGgeneGandGitsGageTspecificGeffectsGonGcognitiveGfunctionUGNeurobiologybofbAgingSG
2010SGZXSGXbZXTZ 5.6 51

486 xovelGparkinGmutationsGdetectedGinGpatientsGwithGearlyTonsetGzarkinsonNsGdiseaseUGMovementb
DisordersSG2005SGYWSG[Y[T[ZX 7 51

485 kpolipoproteinGoGgenotypeGandGassociationGbetweenGsmokingGandGearlyGonsetGklzheimerNsGdiseaseUG
BMJ:bBritishbMedicalbJournalSG1995SGZXWSG_YaTZX 51

484 niscoveryGandGrefinementGofGgeneticGlociGassociatedGwithGcardiometabolicGriskGusingGdenseG
imputationGmapsUGNaturebGeneticsSG2016SG[bSGXZWZTXZXY 36.3 51

483 wetabolomicsGzrofileGinGnepressiondGkGzooledGknalysisGofGYZWGwetabolicGwarkersGinG]YbZGmasesG
WithGnepressionGandGXWSX[]GmontrolsUGBiologicalbPsychiatrySG2020SGbaSG[WcT[Xb 7.9 51

482 kgeTGandGsexTspecificGcausalGeffectsGofGadiposityGonGcardiovascularGriskGfactorsUGDiabetesSG2015SG_[SGXb[XT]Y0.9 50
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481 Wx”XWkGexonicGvariantGincreasesGtheGriskGofGkeratoconusGbyGdecreasingGcornealGthicknessUGHumanb
MolecularbGeneticsSG2015SGY[SG]W_WTb 5.6 50

480 wetabolomicsGbasedGmarkersGpredictGtypeGYGdiabetesGinGaGX[TyearGfollowTupGstudyUGMetabolomicsSG
2017SGXZSGXW[ 4.7 50

479 ouropeanGlactaseGpersistenceGgenotypeGshowsGevidenceGofGassociationGwithGincreaseGinGbodyGmassG
indexUGHumanbMolecularbGeneticsSG2010SGXcSGXXYcTZ_ 5.6 50

478 vongTtermGkirGzollutionGoxposureSGqenomeTwideGnxkGwethylationGandGvungGpunctionGinGtheG
vifevinesGmohortG“tudyUGEnvironmentalbHealthbPerspectivesSG2018SGXY_SGWYaWW[ 8.4 50

477 snsightGinGgenomeTwideGassociationGofGmetaboliteGquantitativeGtraitsGbyGexomeGsequenceGanalysesUG
PLoSbGeneticsSG2015SGXXSGeXWW[bZ] 6 49

476 sncreasedGrighTnensityGvipoproteinGvevelsGkssociatedGwithGkgeT’elatedGwacularGnegenerationdG
ovidenceGfromGtheGoöoT’s“uGandGouropeanGoyeGopidemiologyGmonsortiaUGOphthalmologySG2019SGXY_SGZcZT[W_7.3 49

475 qenomeTwideGstudiesGofGverbalGdeclarativeGmemoryGinGnondementedGolderGpeopledGtheGmohortsGforG
reartGandGkgingG’esearchGinGqenomicGopidemiologyGconsortiumUGBiologicalbPsychiatrySG2015SGaaSGa[cT_Z 7.9 48

474 ”ransmissionGofGhumanGmtnxkGheteroplasmyGinGtheGqenomeGofGtheGxetherlandsGfamiliesdGsupportG
forGaGvariableTsizeGbottleneckUGGenomebResearchSG2016SGY_SG[XaTY_ 9.7 48

473 kssociationGofGadiposityGgeneticGvariantsGwithGmenarcheGtimingGinGcYSXW]GwomenGofGouropeanG
descentUGAmericanbJournalbofbEpidemiologySG2013SGXabSG[]XT_W 3.8 48

472 knGapproachGforGcuttingGlargeGandGcomplexGpedigreesGforGlinkageGanalysisUGEuropeanbJournalbofb
HumanbGeneticsSG2008SGX_SGb][T_W 5.3 48

471 kGsystematicGreviewGofGmetaTanalysesGonGgeneGpolymorphismsGandGgastricGcancerGriskUGCurrentb
GenomicsSG2008SGcSGZ_XTa[ 2.6 48

470 waternalGtransmissionGofGmultipleGsclerosisGinGaGdutchGpopulationUGArchivesbofbNeurologySG2008SG_]SGZ[]Tb 48

469 mataractGsurgeryGandGtheGriskGofGagingGmaculaGdisorderdGtheGrotterdamGstudyG2008SG[cSG[ac]TbWW 48

468 zatientsGwithGanGkpooGepsilon[GalleleGrequireGlowerGdosesGofGcoumarinGanticoagulantsUG
PharmacogeneticsbandbGenomicsSG2005SGX]SG_cTa[ 1.9 48

467 kpolipoproteinGoGgenotypeGandGprogressionGofGklzheimerNsGdiseasedGtheG’otterdamG“tudyUGJournalb
ofbNeurologySG1999SGY[_SGZW[Tb 5.5 48

466 zvnZGvariantsGinGpopulationGstudiesUGNatureSG2015SG]YWSGoYTZ 50.4 47

465 wigraineGisGnotGassociatedGwithGenhancedGatherosclerosisUGCephalalgiaSG2013SGZZSGYYbTZ] 6.1 47

464 sdentificationGofGaGcommonGvariantGatGtheGxy“XkzGlocusGstronglyGassociatedGtoGQ”TintervalG
durationUGHumanbMolecularbGeneticsSG2009SGXbSGZ[aT]a 5.6 47

(2009-2015)
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463 zointGmutationGinGtheGstalkGofGangiotensinTconvertingGenzymeGcausesGaGdramaticGincreaseGinGserumG
angiotensinTconvertingGenzymeGbutGnoGcardiovascularGdiseaseUGCirculationSG2001SGXW[SGXYZ_T[W 16.7 47

462 oxomeGqenotypingGsdentifiesGzleiotropicG ariantsGkssociatedGwithG’edGlloodGmellG”raitsUGAmericanb
JournalbofbHumanbGeneticsSG2016SGccSGbTYX 11 47

461 reritabilityGofGtheGshapeGofGsubcorticalGbrainGstructuresGinGtheGgeneralGpopulationUGNatureb
CommunicationsSG2016SGaSGXZaZb 17.4 47

460 qenomeTwideGmetaTanalysisGidentifiesGXYaGopenTangleGglaucomaGlociGwithGconsistentGeffectGacrossG
ancestriesUGNaturebCommunicationsSG2021SGXYSGXY]b 17.4 47

459 wetaTanalysisGofGepigenomeTwideGassociationGstudiesGofGcognitiveGabilitiesUGMolecularbPsychiatrySG
2018SGYZSGYXZZTYX[[ 15.1 46

458 kGprincipalGcomponentGmetaTanalysisGonGmultipleGanthropometricGtraitsGidentifiesGnovelGlociGforG
bodyGshapeUGNaturebCommunicationsSG2016SGaSGXZZ]a 17.4 46

457 zredictingGstrokeGthroughGgeneticGriskGfunctionsdGtheGmrk’qoG’iskG“coreGzrojectUGStrokeSG2014SG[]SG[WZTXY6.7 46

456 wultilocusGgeneticGriskGscoreGassociatesGwithGischemicGstrokeGinGcaseTcontrolGandGprospectiveGcohortG
studiesUGStrokeSG2014SG[]SGZc[T[WY 6.7 46

455 qeneticGvariationGassociatedGwithGcirculatingGmonocyteGcountGinGtheGewo’qoGxetworkUGHumanb
MolecularbGeneticsSG2013SGYYSGYXXcTYa 5.6 46

454 oarlyGageGatGmenopauseGisGassociatedGwithGincreasedGriskGofGdementiaGandGmortalityGinGwomenGwithG
nownGsyndromeUGJournalbofbAlzheimerisbDiseaseSG2010SGXcSG][]T]W 4.3 46

453 wodelingGofGenvironmentalGeffectsGinGgenomeTwideGassociationGstudiesGidentifiesG“vmYkYGandGrzGasG
novelGlociGinfluencingGserumGcholesterolGlevelsUGPLoSbGeneticsSG2010SG_SGeXWWWacb 6 46

452 zolymorphismsGinGtheGvascularGendothelialGgrowthGfactorGgeneGandGriskGofGageTrelatedGmacularG
degenerationdGtheG’otterdamG“tudyUGOphthalmologySG2008SGXX]SGXbccTcWZ 7.3 46

451 ”ransTethnicGmetaTanalysisGofGwhiteGbloodGcellGphenotypesUGHumanbMolecularbGeneticsSG2014SGYZSG_c[[T_W5.6 45

450 qeneticGevidenceGforGaGroleGofGadiponutrinGinGtheGmetabolismGofGapolipoproteinGlTcontainingG
lipoproteinsUGHumanbMolecularbGeneticsSG2009SGXbSG[__cTa_ 5.6 45

449 ’efinedGmappingGofGautoimmuneGdiseaseGassociatedGgeneticGvariantsGwithGgeneGexpressionG
suggestsGanGimportantGroleGforGnonTcodingG’xksUGJournalbofbAutoimmunitySG2016SG_bSG_YTa[ 15.5 44

448  ariationGinGtheGvonGWillebrandGfactorGgeneGisGassociatedGwithGvonGWillebrandGfactorGlevelsGandGwithG
theGriskGforGcardiovascularGdiseaseUGBloodSG2011SGXXaSGXZcZTc 2.2 44

447 qenomeTwideGassociationGstudyGofGvascularGdementiaUGStrokeSG2012SG[ZSGZX]Tc 6.7 44

446
kngiotensinogenGwYZ]”GpolymorphismGandGtheGriskGofGmyocardialGinfarctionGandGstrokeGamongG
hypertensiveGpatientsGonGkmoTinhibitorsGorGbetaTblockersUGEuropeanbJournalbofbHumanbGeneticsSG
2007SGX]SG[abTb[

5.3 44
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445 ”heGtransTancestralGgenomicGarchitectureGofGglycemicGtraitsUGNaturebGeneticsSG2021SG]ZSGb[WTb_W 36.3 44

444 zroteinTcodingGvariantsGimplicateGnovelGgenesGrelatedGtoGlipidGhomeostasisGcontributingGtoGbodyTfatG
distributionUGNaturebGeneticsSG2019SG]XSG[]YT[_c 36.3 44

443 ”ransferrinGandGrpoGgenesGinteractGinGklzheimerNsGdiseaseGriskdGtheGopistasisGzrojectUGNeurobiologybofb
AgingSG2012SGZZSGYWYUeXTXZ 5.6 43

442 ”heGdopamineG˛†ThydroxylaseGTXWYXmV”GpolymorphismGisGassociatedGwithGtheGriskGofGklzheimerNsG
diseaseGinGtheGopistasisGzrojectUGBMCbMedicalbGeneticsSG2010SGXXSGX_Y 2.1 43

441 vinkageGandGassociationGstudiesGidentifyGaGnovelGlocusGforGklzheimerGdiseaseGatGaqZ_GinGaGnutchG
populationTbasedGsampleUGAmericanbJournalbofbHumanbGeneticsSG2005SGaaSG_[ZT]Y 11 43

440 kmyloidGbetaGsecretaseGgeneGOlkmoPGisGneitherGmutatedGinGnorGassociatedGwithGearlyTonsetG
klzheimerNsGdiseaseUGNeurosciencebLettersSG2001SGZXZSGXW]Ta 3.3 43

439 qeneticGassociationGofGtheGpresenilinTXGregulatoryGregionGwithGearlyTonsetGklzheimerNsGdiseaseGinGaG
populationTbasedGsampleUGEuropeanbJournalbofbHumanbGeneticsSG1999SGaSGbWXT_ 5.3 43

438 ”heGqluZXbqlyGsubstitutionGinGpresenilinGXGisGnotGcausallyGrelatedGtoGklzheimerGdiseaseUGAmericanb
JournalbofbHumanbGeneticsSG1999SG_[SGYcWTY 11 43

437 vzsxYGisGassociatedGwithGtypeGYGdiabetesSGglucoseGmetabolismSGandGbodyGcompositionUGDiabetesSG
2007SG]_SGZWYWT_ 0.9 42

436 “haredGgeneticGcontributionGtoGsschaemicG“trokeGandGklzheimerNsGniseaseUGAnnalsbofbNeurologySG
2016SGacSGaZcTa[a 9.4 42

435 wultiTancestryGstudyGofGbloodGlipidGlevelsGidentifiesGfourGlociGinteractingGwithGphysicalGactivityUG
NaturebCommunicationsSG2019SGXWSGZa_ 17.4 41

434 ”heGzmvyGgeneGandGdepressiveGdisordersdGreplicationGinGaGpopulationTbasedGstudyUGHumanbMolecularb
GeneticsSG2010SGXcSGaZXT[ 5.6 41

433 ’eplicationGbyGtheGopistasisGzrojectGofGtheGinteractionGbetweenGtheGgenesGforGsvT_GandGsvTXWGinGtheG
riskGofGklzheimerNsGdiseaseUGJournalbofbNeuroinflammationSG2009SG_SGYY 10.1 41

432 mlinicalGfeaturesGandGmortalityGinGpatientsGwithGearlyTonsetGklzheimerNsGdiseaseUGEuropeanbNeurology
SG1996SGZ_SGXWZT_ 2.1 41

431 klzheimerNsGdiseaseGinGnownGsyndromedGknGoverlookedGpopulationGforGpreventionGtrialsUGAlzheimerisb
andbDementia:bTranslationalbResearchbandbClinicalbInterventionsSG2018SG[SGaWZTaXZ 6 41

430 qenomeTwideGkssociationGknalysisGinGrumansGvinksGxucleotideGwetabolismGtoGveukocyteG”elomereG
vengthUGAmericanbJournalbofbHumanbGeneticsSG2020SGXW_SGZbcT[W[ 11 40

429 kssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNaturebCommunicationsSG
2019SGXWSG[c]a 17.4 40

428 ’areGvariantsGinG˛‡TaminobutyricGacidGtypeGkGreceptorGgenesGinGrolandicGepilepsyGandGrelatedG
syndromesUGAnnalsbofbNeurologySG2015SGaaSGcaYTb_ 9.4 40

(2015-2021)
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427 ’iskGscoresGofGcommonGgeneticGvariantsGforGlipidGlevelsGinfluenceGatherosclerosisGandGincidentG
coronaryGheartGdiseaseUGArteriosclerosisnbThrombosisnbandbVascularbBiologySG2013SGZZSGYYZZTc 9.4 40

426 oxpressionGofGtypeGsssGhyperlipoproteinemiaGinGapolipoproteinGoYGOkrgX]bGTThGmysPGhomozygotesGisG
associatedGwithGhyperinsulinemiaUGArteriosclerosisnbThrombosisnbandbVascularbBiologySG2002SGYYSGYc[Tc 9.4 40

425
kllelicGvariantsGofGcytochromeGz[]WGYmcGmodifyGtheGinteractionGbetweenGnonsteroidalG
antiTinflammatoryGdrugsGandGcoumarinGanticoagulantsUGClinicalbPharmacologybandbTherapeuticsSG2005
SGaaSG[acTb]

6.1 40

424 qWk“GonGlongitudinalGgrowthGtraitsGrevealsGdifferentGgeneticGfactorsGinfluencingGinfantSGchildSGandG
adultGlwsUGSciencebAdvancesSG2019SG]SGeaawZWc] 14.3 39

423 wultiancestryGqenomeTWideGkssociationG“tudyGofGvipidGvevelsGsncorporatingGqeneTklcoholG
snteractionsUGAmericanbJournalbofbEpidemiologySG2019SGXbbSGXWZZTXW][ 3.8 39

422 z’GintervalGgenomeTwideGassociationGmetaTanalysisGidentifiesG]WGlociGassociatedGwithGatrialGandG
atrioventricularGelectricalGactivityUGNaturebCommunicationsSG2018SGcSGYcW[ 17.4 39

421 lloodTbasedGmetabolicGsignaturesGinGklzheimerNsGdiseaseUGAlzheimerisbandbDementia:bDiagnosisnb
AssessmentbandbDiseasebMonitoringSG2017SGbSGXc_TYWa 5.2 39

420 ”heGexpressionGofGtypeGsssGhyperlipoproteinemiadGinvolvementGofGlipolysisGgenesUGEuropeanbJournalbofb
HumanbGeneticsSG2009SGXaSG_YWTb 5.3 39

419 kGmetaTanalysisGofGgenomeTwideGdataGfromGfiveGouropeanGisolatesGrevealsGanGassociationGofG
myvYYkXSG“ö”XSGandGqkl’’YGwithGserumGcreatinineGlevelUGBMCbMedicalbGeneticsSG2010SGXXSG[X 2.1 39

418 kttentionTdeficitVhyperactivityGdisorderGOknrnPdGparentsNGjudgmentGaboutGschoolSGteachersNG
judgmentGaboutGhomeUGEuropeanbChildbandbAdolescentbPsychiatrySG2004SGXZSGZX]TYW 5.5 39

417
”heGgeneGencodingGnicastrinSGaGmajorGgammaTsecretaseGcomponentSGmodifiesGriskGforGfamilialG
earlyTonsetGklzheimerGdiseaseGinGaGnutchGpopulationTbasedGsampleUGAmericanbJournalbofbHumanb
GeneticsSG2002SGaWSGX]_bTa[

11 39

416 “s’”XGgeneticGvariationGandGmortalityGinGtypeGYGdiabetesdGinteractionGwithGsmokingGandGdietaryG
niacinUGFreebRadicalbBiologybandbMedicineSG2009SG[_SGbZ_T[X 7.8 38

415 oarlyGcognitiveGdeclineGisGassociatedGwithGprionGproteinGcodonGXYcGpolymorphismUGAnnalsbofb
NeurologySG2003SG][SGYa]T_ 9.4 38

414 kngiotensinTconvertingGenzymeGgeneGpolymorphismGandGcommonGcarotidGstiffnessUG”heG’otterdamG
studyUGAtherosclerosisSG2004SGXa[SGXYXT_ 3.1 38

413 snfluenceGofGtheGprionGproteinGandGtheGapolipoproteinGoGgenotypeGonGtheGmreutzfeldtTtakobGniseaseG
phenotypeUGNeurosciencebLettersSG2001SGZXZSG_cTaY 3.3 38

412 wutationGscreeningGofGtheGtauGgeneGinGpatientsGwithGearlyTonsetGklzheimerNsGdiseaseUGNeuroscienceb
LettersSG1999SGYaaSGXZaTc 3.3 38

411 ’areGpunctionalG ariantGinG”wYnZGisGkssociatedGwithGvateTynsetGklzheimerNsGniseaseUGPLoSbGeneticsSG
2016SGXYSGeXWW_ZYa 6 38

410 vinkageGandGgenomeTwideGassociationGanalysisGofGobesityTrelatedGphenotypesdGassociationGofG
weightGwithGtheGwqk”XGgeneUGObesitySG2010SGXbSGbWZTb 8 37
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409 zresentationGofGamyloidosisGinGcarriersGofGtheGcodonG_cYGmutationGinGtheGamyloidGprecursorGproteinG
geneGOkzz_cYPUGBrainSG2000SGXYZGOGztGXWPSGYXZWT[W 11.2 37

408 rumanGprionGdiseasesGinGtheGxetherlandsGOXccbTYWWcPdGclinicalSGgeneticGandGmolecularGaspectsUGPLoSb
ONESG2012SGaSGeZ_ZZZ 3.7 37

407 yccupationalGexposureGtoGpesticidesGisGassociatedGwithGdifferentialGnxkGmethylationUGOccupationalb
andbEnvironmentalbMedicineSG2018SGa]SG[YaT[Z] 2.1 37

406 mrossTancestryGgenomeTwideGassociationGanalysisGofGcornealGthicknessGstrengthensGlinkGbetweenG
complexGandGwendelianGeyeGdiseasesUGNaturebCommunicationsSG2018SGcSGXb_[ 17.4 37

405 kssociationGofGmetforminSGsulfonylureaGandGinsulinGuseGwithGbrainGstructureGandGfunctionGandGriskGofG
dementiaGandGklzheimerNsGdiseasedGzooledGanalysisGfromG]GcohortsUGPLoSbONESG2019SGX[SGeWYXYYcZ 3.7 36

404 qenomeTwideGmetaTanalysisGofGmyopiaGandGhyperopiaGprovidesGevidenceGforGreplicationGofGXXGlociUG
PLoSbONESG2014SGcSGeXWaXXW 3.7 36

403 mözXkYGandGcoffeeGintakeGandGtheGmodifyingGeffectGofGsexSGageSGandGsmokingUGAmericanbJournalbofb
ClinicalbNutritionSG2012SGc_SGXbYTa 7 36

402 kGcaseTcontrolGstudyGonGtheGeffectGofGp]ZGandGpaZGgeneGpolymorphismsGonGgastricGcancerGriskGandG
progressionUGMutationbResearchbobGeneticbToxicologybandbEnvironmentalbMutagenesisSG2009SG_a]SG_WT] 3 36

401 ”heGqklYGgeneGandGtheGriskGofGklzheimerNsGdiseasedGreplicationGandGmetaTanalysisUGBiologicalb
PsychiatrySG2009SG_]SGcc]Tc 7.9 36

400 ”heGT[cXGkV”GpolymorphismGinGtheGregulatoryGregionGofGtheGapolipoproteinGoGgeneGandGearlyTonsetG
klzheimerNsGdiseaseUGNeurosciencebLettersSG1998SGY]bSG_]Tb 3.3 36

399 ’areGoxomeG“equenceG ariantsGinGmvmx_G’educeGlloodGzressureGvevelsGandGrypertensionG’iskUG
Circulation:bCardiovascularbGeneticsSG2016SGcSG_[TaW 35

398
qeneGcoTexpressionGanalysisGidentifiesGbrainGregionsGandGcellGtypesGinvolvedGinGmigraineG
pathophysiologydGaGqWk“TbasedGstudyGusingGtheGkllenGrumanGlrainGktlasUGHumanbGeneticsSG2016SG
XZ]SG[Y]T[Zc

6.3 35

397 wethylenetetrahydrofolateGreductaseGm_aa”GandGkXYcbmGpolymorphismsGandGsusceptibilityGtoG
gastricGadenocarcinomaGinGanGstalianGpopulationUGBiomarkersSG2007SGXYSG_Z]T[[ 2.6 35

396 klphaTadducinGpolymorphismSGatherosclerosisSGandGcardiovascularGandGcerebrovascularGriskUGStrokeSG
2006SGZaSGYcZWT[ 6.7 35

395 ”heGqenklovGzrojectGforGstatisticalGgenomicsUGFtsssResearchSG2016SG]SGcX[ 3.6 35

394 wultiethnicGoxomeTWideGkssociationG“tudyGofG“ubclinicalGktherosclerosisUGCirculation:b
CardiovascularbGeneticsSG2016SGcSG]XXT]YW 34

393 kssociationGofGcognitiveGfunctioningGwithGretinalGnerveGfiberGlayerGthicknessG2009SG]WSG[]a_TbW 34

392 knGepidemiologicalGperspectiveGonGtheGfutureGofGdirectTtoTconsumerGpersonalGgenomeGtestingUG
InvestigativebGeneticsSG2010SGXSGXW 34

(2010-2000)
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391 kGgenomeTwideGsearchGforGlinkageTdisequilibriumGwithGtypeGXGdiabetesGinGaGrecentGgeneticallyG
isolatedGpopulationGfromGtheGxetherlandsUGDiabetesSG2002SG]XSGb]_Tc 0.9 34

390 xewGlloodGzressureTkssociatedGvociGsdentifiedGinGwetaTknalysesGofG[a]GWWWGsndividualsUGCirculation:b
CardiovascularbGeneticsSG2017SGXWSG 33

389 wetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGbGnovelGlociGinvolvedGinGshapeGvariationG
ofGhumanGheadGhairUGHumanbMolecularbGeneticsSG2018SGYaSG]]cT]a] 5.6 33

388 zolymorphismsGinGtheGprionGproteinGgeneGandGinGtheGdoppelGgeneGincreaseGsusceptibilityGforG
mreutzfeldtTtakobGdiseaseUGEuropeanbJournalbofbHumanbGeneticsSG2004SGXYSGZbcTc[ 5.3 33

387 snsulinTlikeGgrowthGfactorTsGgeneGpolymorphismGandGriskGofGheartGfailureGOtheG’otterdamG“tudyPUG
AmericanbJournalbofbCardiologySG2004SGc[SGZb[T_ 3 33

386 qenomeTwideGassociationGstudyGidentifiesG[bGcommonGgeneticGvariantsGassociatedGwithGhandednessUG
NaturebHumanbBehaviourSG2021SG]SG]cTaW 12.8 33

385 qenomeGofG”heGxetherlandsGpopulationTspecificGimputationsGidentifyGanGklmk_GvariantGassociatedG
withGcholesterolGlevelsUGNaturebCommunicationsSG2015SG_SG_W_] 17.4 32

384 snternationalGqenomeTWideGkssociationG“tudyGmonsortiumGsdentifiesGxovelGvociGkssociatedGWithG
lloodGzressureGinGmhildrenGandGkdolescentsUGCirculation:bCardiovascularbGeneticsSG2016SGcSGY__TYab 32

383 ”heGsexTspecificGassociationsGofGtheGaromataseGgeneGwithGklzheimerNsGdiseaseGandGitsGinteractionG
withGsvXWGinGtheGopistasisGzrojectUGEuropeanbJournalbofbHumanbGeneticsSG2014SGYYSGYX_TYW 5.3 32

382 kssociationGanalysisGofGbitterGreceptorGgenesGinGfiveGisolatedGpopulationsGidentifiesGaGsignificantG
correlationGbetweenG”k“Y’[ZGvariantsGandGcoffeeGlikingUGPLoSbONESG2014SGcSGecYW_] 3.7 32

381 vinkageGandGassociationGanalysesGofGglaucomaGrelatedGtraitsGinGaGlargeGpedigreeGfromGaGnutchG
geneticallyGisolatedGpopulationUGJournalbofbMedicalbGeneticsSG2011SG[bSGbWYTc 5.8 32

380 kGstudyGofGtheG“y’vXGgeneGinGklzheimerNsGdiseaseGandGcognitiveGfunctionUGJournalbofbAlzheimerisb
DiseaseSG2009SGXbSG]XT_[ 4.3 32

379 nrugTgeneGinteractionsGbetweenGgeneticGpolymorphismsGandGantihypertensiveGtherapyUGDrugsSG2004
SG_[SGXbWXTX_ 12.1 32

378 knGintegrativeGcrossTomicsGanalysisGofGnxkGmethylationGsitesGofGglucoseGandGinsulinGhomeostasisUG
NaturebCommunicationsSG2019SGXWSGY]bX 17.4 31

377 qeneTbasedGpleiotropyGacrossGmigraineGwithGauraGandGmigraineGwithoutGauraGpatientGgroupsUG
CephalalgiaSG2016SGZ_SG_[bT]a 6.1 31

376 xovelGgeneticGassociationsGforGbloodGpressureGidentifiedGviaGgeneTalcoholGinteractionGinGupGtoG]aWuG
individualsGacrossGmultipleGancestriesUGPLoSbONESG2018SGXZSGeWXcbX__ 3.7 31

375 kssociationGofGqeneticG ariantsGWithGzrimaryGypenTkngleGqlaucomaGkmongGsndividualsGWithG
kfricanGkncestryUGJAMAbobJournalbofbthebAmericanbMedicalbAssociationSG2019SGZYYSGX_bYTX_cX 27.4 31

374 wultiTancestryGsleepTbyT“xzGinteractionGanalysisGinGXY_ScY_GindividualsGrevealsGlipidGlociGstratifiedGbyG
sleepGdurationUGNaturebCommunicationsSG2019SGXWSG]XYX 17.4 31
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373 nominantGhemochromatosisGdueGtoGxX[[rGmutationGofG“vmXXkZdGclinicalGandGbiologicalG
characteristicsUGBloodbCellsnbMoleculesnbandbDiseasesSG2002SGYcSG[ZcT[Z 2.1 31

372 wodulationGofGgeneticGassociationsGwithGserumGurateGlevelsGbyGbodyTmassTindexGinGhumansUGPLoSb
ONESG2015SGXWSGeWXXca]Y 3.7 31

371
WholeToxomeG“equencingGsdentifiesGvociGkssociatedGwithGlloodGmellG”raitsGandG’evealsGaG’oleGforG
klternativeGqpsXlG“pliceG ariantsGinGrumanGrematopoiesisUGAmericanbJournalbofbHumanbGeneticsSG
2016SGccSG[bXTb

11 31

370 vargeTscaleGwholeTexomeGsequencingGassociationGstudiesGidentifyGrareGfunctionalGvariantsG
influencingGserumGurateGlevelsUGNaturebCommunicationsSG2018SGcSG[YYb 17.4 31

369 qenomeTwideG”ransTethnicGwetaTanalysisGsdentifiesG“evenGqeneticGvociGsnfluencingGorythrocyteG
”raitsGandGaG’oleGforG’lzw“GinGorythropoiesisUGAmericanbJournalbofbHumanbGeneticsSG2017SGXWWSG]XT_Z 11 30

368
kGprioriGcollaborationGinGpopulationGimagingdG”heG–niformGxeuroTsmagingGofG irchowT’obinG“pacesG
onlargementGconsortiumUGAlzheimerisbandbDementia:bDiagnosisnbAssessmentbandbDiseasebMonitoringSG
2015SGXSG]XZTYW

5.2 30

367 qenomeTwideGstudyGlinksGw”w’aGgeneGtoGvariantGmreutzfeldtTtakobGriskUGNeurobiologybofbAgingSG
2012SGZZSGX[baUeYXTb 5.6 30

366 sgfTsGbioactivityGinGanGelderlyGpopulationdGrelationGtoGinsulinGsensitivitySGinsulinGlevelsSGandGtheG
metabolicGsyndromeUGDiabetesSG2010SG]cSG]W]Tb 0.9 30

365 wutationsGinGtheGhemochromatosisGgeneGOrpoPGandGstrokeUGStrokeSG2002SGZZSGYZ_ZT_ 6.7 30

364 mandidateGm“zq[GmutationsGandGinducedGpluripotentGstemGcellGmodelingGimplicateGoligodendrocyteG
progenitorGcellGdysfunctionGinGfamilialGschizophreniaUGMolecularbPsychiatrySG2019SGY[SGa]aTaaX 15.1 30

363 “exTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNatureb
CommunicationsSG2021SGXYSGY[ 17.4 30

362 zhenomeTwideGinvestigationGofGhealthGoutcomesGassociatedGwithGgeneticGpredispositionGtoG
lonelinessUGHumanbMolecularbGeneticsSG2019SGYbSGZb]ZTZb_] 5.6 29

361 qenomeTwideGassociationGstudyGonGtheGpo Vp mGratioGinGneverTsmokersGidentifiesGrrszGandG
pkwXZkUGJournalbofbAllergybandbClinicalbImmunologySG2017SGXZcSG]ZZT][W 11.5 29

360 zathologicallyGconfirmedGautoimmuneGencephalitisGinGsuspectedGmreutzfeldtTtakobGdiseaseUG
Neurology:bNeuroimmunologybandbNeuroInflammationSG2015SGYSGeXab 9.1 29

359 vargeGcommonGdeletionsGassociateGwithGmortalityGatGoldGageUGHumanbMolecularbGeneticsSG2011SGYWSG[YcWT_5.6 29

358 promGbloodGtoGlungGtissuedGeffectGofGcigaretteGsmokeGonGnxkGmethylationGandGlungGfunctionUG
RespiratorybResearchSG2018SGXcSGYXY 7.3 29

357 ”heGmolecularGgeneticGarchitectureGofGselfTemploymentUGPLoSbONESG2013SGbSGe_W][Y 3.7 28

356 qenomeTbasedGpredictionGofGbreastGcancerGriskGinGtheGgeneralGpopulationdGaGmodelingGstudyGbasedG
onGmetaTanalysesGofGgeneticGassociationsUGCancerbEpidemiologybBiomarkersbandbPreventionSG2011SGYWSGcTYY4 28

(2011-2002)

29



355 qenomeTwideGprofilingGofGbloodGpressureGinGadultsGandGchildrenUGHypertensionSG2012SG]cSGY[XTa 8.5 28

354
”heGinfluenceGofGtheGalphaTadducinGq[_WWGpolymorphismGandGangiotensinogenGwYZ]”G
polymorphismGonGantihypertensiveGmedicationGandGbloodGpressureUGEuropeanbJournalbofbHumanb
GeneticsSG2006SGX[SGb_WT_

5.3 28

353 kpooGgeneGpolymorphismsSGlwnSGandGfractureGriskGinGelderlyGmenGandGwomendGtheG’otterdamG
studyUGJournalbofbBonebandbMineralbResearchSG2004SGXcSGX[cWT_ 6.3 28

352 “mokingTdependentGeffectsGofGtheGangiotensinTconvertingGenzymeGgeneGinsertionVdeletionG
polymorphismGonGbloodGpressureUGJournalbofbHypertensionSG2004SGYYSGZXZTc 1.9 28

351 zarentalGfamilyGhistoryGofGdementiaGinGrelationGtoGsubclinicalGbrainGdiseaseGandGdementiaGriskUG
NeurologySG2017SGbbSGX_[YTX_[c 6.5 27

350 mommonGvariantsGinGwendelianGkidneyGdiseaseGgenesGandGtheirGassociationGwithGrenalGfunctionUG
JournalbofbthebAmericanbSocietybofbNephrology:bJASNSG2013SGY[SGYXW]TXa 12.7 27

349 kGwendelianG’andomizationG“tudyGofGwetaboliteGzrofilesSGpastingGqlucoseSGandG”ypeGYGniabetesUG
DiabetesSG2017SG__SGYcX]TYcY_ 0.9 27

348 practionGofGexhaledGnitricGoxideGvaluesGinGchildhoodGareGassociatedGwithGXaqXXUYTqXYGandGXaqXYTqYXG
variantsUGJournalbofbAllergybandbClinicalbImmunologySG2014SGXZ[SG[_T]] 11.5 27

347 nistinguishingGtrueGfromGfalseGpositivesGinGgenomicGstudiesdGpGvaluesUGEuropeanbJournalbofb
EpidemiologySG2013SGYbSGXZXTb 12.1 27

346 ”heGrelationshipGbetweenGfertilityGandGlifespanGinGhumansUGAgeSG2011SGZZSG_X]TYY 27

345 ”heG–lQvxXGpolymorphismSG–lQTbiSGatGcqYYGisGnotGassociatedGwithGklzheimerNsGdiseaseGwithGonsetG
beforeGaWGyearsUGNeurosciencebLettersSG2006SGZcYSGaYT[ 3.3 27

344 ovidenceGforGallelicGheterogeneityGinGfamilialGearlyTonsetGklzheimerNsGdiseaseUGBritishbJournalbofb
PsychiatrySG1991SGX]bSG[aXT[ 5.4 27

343 vipidomicGprofilingGidentifiesGsignaturesGofGmetabolicGriskUGEBioMedicineSG2020SG]XSGXWY]YW 8.8 27

342 wetaTanalysisGofG[cG][cGindividualsGimputedGwithGtheGXWWWGqenomesGzrojectGrevealsGanGexonicG
damagingGvariantGinGkxqz”v[GdeterminingGfastingG”qGlevelsUGJournalbofbMedicalbGeneticsSG2016SG]ZSG[[XTc5.8 27

341 xewGinsightsGintoGtheGgeneticGetiologyGofGklzheimerNsGdiseaseGandGrelatedGdementiasUUGNatureb
GeneticsSG2022SG 36.3 27

340 zlasmaGkmyloidT˛†GvevelsSGmerebralG“mallG esselGniseaseSGandGmognitiondG”heG’otterdamG“tudyUG
JournalbofbAlzheimerisbDiseaseSG2017SG_WSGcaaTcba 4.3 26

339 vargeTscaleGplasmaGmetabolomeGanalysisGrevealsGalterationsGinGrnvGmetabolismGinGmigraineUG
NeurologySG2019SGcYSGeXbccTeXcXX 6.5 26

338 qenomeTwideGassociationGstudyGforGacuteGotitisGmediaGinGchildrenGidentifiesGpxnmXGasGdiseaseG
contributingGgeneUGNaturebCommunicationsSG2016SGaSGXYacY 17.4 26
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337 zredictionGofGmaleTpatternGbaldnessGfromGgenotypesUGEuropeanbJournalbofbHumanbGeneticsSG2016SG
Y[SGbc]TcWY 5.3 26

336 mlinicalGimplicationsGofGoldGandGnewGgenesGforGopenTangleGglaucomaUGOphthalmologySG2011SGXXbSGYZbcTca7.3 26

335 kGmethodologicalGperspectiveGonGgeneticGriskGpredictionGstudiesGinGtypeGYGdiabetesdG
recommendationsGforGfutureGresearchUGCurrentbDiabetesbReportsSG2011SGXXSG]XXTb 5.6 26

334 momparisonGofGparticipantGinformationGandGinformedGconsentGformsGofGfiveGouropeanGstudiesGinG
geneticGisolatedGpopulationsUGEuropeanbJournalbofbHumanbGeneticsSG2010SGXbSGYc_TZWY 5.3 26

333 snteractionGbetweenGtheGqly[_W”rpGalphaTadducinGgeneGvariantGandGdiureticsGonGtheGriskGofG
myocardialGinfarctionUGJournalbofbHypertensionSG2009SGYaSG_XTb 1.9 26

332 oxomeTchipGmetaTanalysisGidentifiesGnovelGlociGassociatedGwithGcardiacGconductionSGincludingG
knkw”“_UGGenomebBiologySG2018SGXcSGba 18.3 25

331 qeneticsGofGtheGhumanGmetabolomeSGwhatGisGnextiUGBiochimicabEtbBiophysicabActabobMolecularbBasisbofb
DiseaseSG2014SGXb[YSGXcYZTXcZX 6.9 25

330 “erumGwrzqGstronglyGpredictsGconversionGtoGklzheimerNsGdiseaseGinGbehaviorallyGcharacterizedG
subjectsGwithGnownGsyndromeUGJournalbofbAlzheimerisbDiseaseSG2015SG[ZSGbaXTcX 4.3 25

329 kGgenomeTwideGscreenGforGinteractionsGrevealsGaGnewGlocusGonG[pX]GmodifyingGtheGeffectGofG
waistTtoThipGratioGonGtotalGcholesterolUGPLoSbGeneticsSG2011SGaSGeXWWYZZZ 6 25

328 ostrogenGreceptorGalphaGgeneGpolymorphismsGassociatedGwithGincidentGagingGmaculaGdisorderUG
InvestigativebOphthalmologybandbVisualbScienceSG2007SG[bSGXWXYTa 25

327 ’egionTbasedGassociationGanalysisGofGhumanGquantitativeGtraitsGinGrelatedGindividualsUGPLoSbONESG
2013SGbSGe_]Zc] 3.7 25

326 qenomeTwideGassociationGstudyGofGprimaryGopenTangleGglaucomaGinGcontinentalGandGadmixedG
kfricanGpopulationsUGHumanbGeneticsSG2018SGXZaSGb[aTb_Y 6.3 25

325 nisentanglingGtheGgeneticsGofGleanGmassUGAmericanbJournalbofbClinicalbNutritionSG2019SGXWcSGYa_TYba 7 24

324 niscoveryGbyGtheGopistasisGzrojectGofGanGepistaticGinteractionGbetweenGtheGq“”wZGgeneGandGtheG
rro×VsnoVuspXXGlocusGinGtheGriskGofGklzheimerNsGdiseaseUGNeurobiologybofbAgingSG2013SGZ[SGXZWcUeXTa 5.6 24

323 qenomeTwideGassociationGstudyGofGintraocularGpressureGidentifiesGtheGqvmmsXVsmkXGregionGasGaG
glaucomaGsusceptibilityGlocusUGHumanbMolecularbGeneticsSG2013SGYYSG[_]ZT_W 5.6 24

322 kGgenomeTwideGsearchGforGgenesGinvolvedGinGtypeGYGdiabetesGinGaGrecentlyGgeneticallyGisolatedG
populationGfromGtheGxetherlandsUGDiabetesSG2003SG]YSGZWWXT[ 0.9 24

321
wortalityGinGpatientsGwithGhypertensionGonGangiotensinTsGconvertingGenzymeGOkmoPTinhibitorG
treatmentGisGinfluencedGbyGtheGkmoGinsertionVdeletionGpolymorphismUGPharmacogeneticsbandb
GenomicsSG2005SGX]SGa]TbX

1.9 24

320 ”heGpowerGofGgeneticGdiversityGinGgenomeTwideGassociationGstudiesGofGlipidsUGNatureSG2021SG 50.4 24

(2021-2016)
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319 opigenomeTwideGkssociationG“tudyGofGkttentionTneficitVryperactivityGnisorderG“ymptomsGinG
kdultsUGBiologicalbPsychiatrySG2019SGb_SG]ccT_Wa 7.9 24

318 mommonGqeneticG ariationGsndicatesG“eparateGmausesGforGzeriventricularGandGneepGWhiteGwatterG
ryperintensitiesUGStrokeSG2020SG]XSGYXXXTYXYX 6.7 23

317 nisentanglingGtheGbiologicalGpathwaysGinvolvedGinGearlyGfeaturesGofGklzheimerNsGdiseaseGinGtheG
’otterdamG“tudyUGAlzheimerisbandbDementiaSG2018SGX[SGb[bTb]a 1.2 23

316 sdentificationGofGaGcandidateGgeneGforGastigmatismG2013SG][SGXY_WTa 23

315 “uggestiveGlinkageGtoGchromosomeGXcGinGaGlargeGmubanGfamilyGwithGlateTonsetGzarkinsonNsGdiseaseUG
MovementbDisordersSG2003SGXbSGXY[WTc 7 23

314 mommonGvariantsGinGklzheimerNsGdiseaseGandGriskGstratificationGbyGpolygenicGriskGscoresUGNatureb
CommunicationsSG2021SGXYSGZ[Xa 17.4 23

313 merebralGsmallGvesselGdiseaseGgenomicsGandGitsGimplicationsGacrossGtheGlifespanUGNatureb
CommunicationsSG2020SGXXSG_Yb] 17.4 22

312 kGgenomeTwideGcrossTphenotypeGmetaTanalysisGofGtheGassociationGofGbloodGpressureGwithGmigraineUG
NaturebCommunicationsSG2020SGXXSGZZ_b 17.4 22

311 vackGofGevidenceGforGaGroleGofGgeneticGvariationGinG”wowYZWGinGtheGriskGforGzarkinsonNsGdiseaseGinGtheG
maucasianGpopulationUGNeurobiologybofbAgingSG2017SG]WSGX_aUeXXTX_aUeXZ 5.6 22

310 snteractionsGbetweenGdietaryGvitaminGoGintakeGandG“s’”XGgeneticGvariationGinfluenceGbodyGmassG
indexUGAmericanbJournalbofbClinicalbNutritionSG2010SGcXSGXZbaTcZ 7 22

309 vackGofGassociationGofGtwoGcommonGpolymorphismsGonGcpYXGwithGriskGofGcoronaryGheartGdiseaseGandG
myocardialGinfarctioneGresultsGfromGaGprospectiveGcohortGstudyUGBMCbMedicineSG2008SG_SGZW 11.4 22

308 “trongGlinkageGonGYqZZUZGtoGfamilialGearlyTonsetGgeneralizedGosteoarthritisGandGaGconsiderationGofG
twoGpositionalGcandidateGgenesUGEuropeanbJournalbofbHumanbGeneticsSG2006SGX[SGXYbWTa 5.3 22

307 kzyoGgenotypingGinGdifferentialGdiagnosisGofGklzheimerNsGdiseaseUGLancetnbTheSG1996SGZ[bSGZZ[ 40 22

306 kssociationGofGvariantsGinGr”’kXGandGxy”mrZGwithGw’sTdefinedGextremesGofGcerebralGsmallGvesselG
diseaseGinGolderGsubjectsUGBrainSG2019SGX[YSGXWWcTXWYZ 11.2 21

305 vossGofGnzz_GinGneurodegenerativeGdementiadGaGgeneticGplayerGinGtheGdysfunctionGofGneuronalG
excitabilityUGActabNeuropathologicaSG2019SGXZaSGcWXTcXb 14.3 21

304 wetabolicGprofilingGofGintraTGandGextracranialGcarotidGarteryGatherosclerosisUGAtherosclerosisSG2018SG
YaYSG_WT_] 3.1 21

303 kssessmentGofGtheGcpYXUZGlocusGinGseverityGofGcoronaryGarteryGdiseaseGinGtheGpresenceGandGabsenceG
ofGtypeGYGdiabetesUGBMCbMedicalbGeneticsSG2013SGX[SGXX 2.1 21

302
”heGeffectGofGcatecholTyTmethyltransferaseGwetV alGfunctionalGpolymorphismGonGsmokingG
cessationdGretrospectiveGandGprospectiveGanalysesGinGaGcohortGstudyUGPharmacogeneticsbandb
GenomicsSG2009SGXcSG[]T]X

1.9 21
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301 reritabilitiesSGapolipoproteinGoSGandGeffectsGofGinbreedingGonGplasmaGlipidsGinGaGgeneticallyGisolatedG
populationdGtheGorasmusG’ucphenGpamilyG“tudyUGEuropeanbJournalbofbEpidemiologySG2007SGYYSGccTXW] 12.1 21

300 knGigfTsGgeneGpolymorphismGmodifiesGtheGriskGofGdiabeticGretinopathyUGDiabetesSG2006SG]]SGYZbaTcX 0.9 21

299 reterogeneityGofGtheGgeneticGriskGinGageTrelatedGmacularGdiseasedGaGpopulationTbasedGfamilialGriskG
studyUGOphthalmologySG2005SGXXYSG[bYTa 7.3 21

298 ”heGeffectivenessGofGhydroxyTmethylglutarylGcoenzymeGkGreductaseGinhibitorsGOstatinsPGinGtheG
elderlyGisGnotGinfluencedGbyGapolipoproteinGoGgenotypeUGPharmacogeneticsbandbGenomicsSG2002SGXYSG_[aT]Z 21

297 reritabilityGestimatesGforGZ_XGbloodGmetabolitesGacrossG[WGgenomeTwideGassociationGstudiesUG
NaturebCommunicationsSG2020SGXXSGZc 17.4 21

296 raplotypeGreferenceGconsortiumGpaneldGzracticalGimplicationsGofGimputationsGwithGlargeGreferenceG
panelsUGHumanbMutationSG2017SGZbSGXWY]TXWZY 4.7 20

295 qenomeTwideGassociationGstudyGforGrefractiveGastigmatismGrevealsGgeneticGcoTdeterminationGwithG
sphericalGequivalentGrefractiveGerrordGtheGm’okwGconsortiumUGHumanbGeneticsSG2015SGXZ[SGXZXT[_ 6.3 20

294 WholeToxomeG“equencingGinGkgeT’elatedGwacularGnegenerationGsdentifiesG’areG ariantsGinG
myvbkXSGaGmomponentGofGlruchNsGwembraneUGOphthalmologySG2018SGXY]SGX[ZZTX[[Z 7.3 20

293 ”wentyTeightGgeneticGlociGassociatedGwithG“”T”TwaveGamplitudesGofGtheGelectrocardiogramUGHumanb
MolecularbGeneticsSG2016SGY]SGYWcZTYXWZ 5.6 20

292 “erumGapolipoproteinGoGisGassociatedGwithGlongTtermGriskGofGklzheimerNsGdiseasedG”heG’otterdamG
“tudyUGNeurosciencebLettersSG2016SG_XaSGXZcT[Y 3.3 20

291 snsulinTlikeGgrowthGfactorTsGreceptorGstimulatingGactivityGisGassociatedGwithGdementiaUGJournalbofb
AlzheimerisbDiseaseSG2014SG[YSGXZaT[Y 4.3 20

290 kGgenomeTwideGscreenGforGdepressionGinGtwoGindependentGnutchGpopulationsUGBiologicalbPsychiatrySG
2010SG_bSGXbaTc_ 7.9 20

289 kGstudyGofGfamilialGaggregationGofGdepressionSGdementiaGandGzarkinsonNsGdiseaseUGEuropeanbJournalb
ofbEpidemiologySG1998SGX[SGYZZTb 12.1 20

288 opidemiologyGofGneurologicalGdiseasesGinGelderlyGpeopledGwhatGdidGweGlearnGfromGtheG’otterdamG
“tudyiUGLancetbNeurologynbTheSG2006SG]SG][]T]W 24.1 20

287 wyocilinGmutationsGinGaGpopulationTbasedGsampleGofGcasesGwithGopenTangleGglaucomadGtheG
’otterdamG“tudyUGGraefeisbArchivebforbClinicalbandbExperimentalbOphthalmologySG2002SGY[WSG[_bTa[ 3.8 20

286 snGsearchGofGgenesGinvolvedGinGneurodegenerativeGdisordersUGMutationbResearchbobFundamentalbandb
MolecularbMechanismsbofbMutagenesisSG2005SG]cYSGbcTXWX 3.3 20

285 kntipsychoticTinducedGmovementGdisordersGinGlongTstayGpsychiatricGpatientsGandG[]GtagG“xzsGinGaG
candidateGgenesdGaGprospectiveGstudyUGPLoSbONESG2012SGaSGe]WcaW 3.7 20

284 pineTmappingGtheGeffectsGofGklzheimerNsGdiseaseGriskGlociGonGbrainGmorphologyUGNeurobiologybofb
AgingSG2016SG[bSGYW[TYXX 5.6 20

(2016-2007)
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283 sntegrationGofGepidemiologicSGpharmacologicSGgeneticGandGgutGmicrobiomeGdataGinGaG
drugTmetaboliteGatlasUGNaturebMedicineSG2020SGY_SGXXWTXXa 50.5 19

282 myznGqWk“GvariantGatGXcqXZUYGinGrelationGwithGnxkGmethylationGandGgeneGexpressionUGHumanb
MolecularbGeneticsSG2018SGYaSGZc_T[W] 5.6 19

281 xonTadditiveGgenomeTwideGassociationGscanGrevealsGaGnewGgeneGassociatedGwithGhabitualGcoffeeG
consumptionUGScientificbReportsSG2016SG_SGZX]cW 4.9 19

280 rarmonisingGandGlinkingGbiomedicalGandGclinicalGdataGacrossGdisparateGdataGarchivesGtoGenableG
integrativeGcrossTbiobankGresearchUGEuropeanbJournalbofbHumanbGeneticsSG2016SGY[SG]YXTb 5.3 19

279 xonsynonymousG ariationGinGxuznXGsncreasesGnepressiveG“ymptomsGinGouropeanGzopulationsUG
BiologicalbPsychiatrySG2017SGbXSGaWYTaWa 7.9 19

278 snteractionGofGinsulinGandGzzk’T˛–GgenesGinGklzheimerNsGdiseasedGtheGopistasisGzrojectUGJournalbofb
NeuralbTransmissionSG2012SGXXcSG[aZTc 4.3 19

277 qeneticGlociGforGretinalGarteriolarGmicrocirculationUGPLoSbONESG2013SGbSGe_]bW[ 3.7 19

276 “trengtheningGtheGreportingGofGgeneticGriskGpredictionGstudiesGOq’sz“PdGexplanationGandGelaborationUG
EuropeanbJournalbofbClinicalbInvestigationSG2011SG[XSGXWXWTZ] 4.6 19

275 qeneticGarchitectureGofGcirculatingGlipidGlevelsUGEuropeanbJournalbofbHumanbGeneticsSG2011SGXcSGbXZTc 5.3 19

274 ”heGinterleukinT_TXa[GqVmGpromoterGpolymorphismGandGarterialGstiffnesseGtheG’otterdamG“tudyUG
VascularbHealthbandbRiskbManagementSG2008SG[SGb_ZTc 4.4 19

273 wutationGanalysisGofGcandidateGgenesGwithinGtheGYqZZUZGlinkageGareaGforGfamilialGearlyTonsetG
generalisedGosteoarthritisUGEuropeanbJournalbofbHumanbGeneticsSG2007SGX]SGacXTc 5.3 19

272 ”heGriskGofGmyocardialGinfarctionGinGpatientsGwithGreducedGactivityGofGcytochromeGz[]WGYmcUG
PharmacogeneticsbandbGenomicsSG2007SGXaSG[aZTc 1.9 19

271 “usceptibilityGtoGchronicGmucusGhypersecretionSGaGgenomeGwideGassociationGstudyUGPLoSbONESG2014SG
cSGecX_YX 3.7 19

270 qenomeTwideGassociationGmetaTanalysisGofGZWSWWWGsamplesGidentifiesGsevenGnovelGlociGforG
quantitativeGomqGtraitsUGEuropeanbJournalbofbHumanbGeneticsSG2019SGYaSGc]YTc_Y 5.3 18

269 knalysisGofGWholeToxomeG“equencingGnataGforGklzheimerGniseaseG“tratifiedGbyGkzyoGqenotypeUG
JAMAbNeurologySG2019SGa_SGXWccTXXWb 17.2 18

268 qWk“GandGwetaTknalysisGinGkgingVvongevityUGAdvancesbinbExperimentalbMedicinebandbBiologySG2015SG
b[aSGXWaTY] 3.6 18

267 WhiteGwatterGvesionGzrogressiondGqenomeTWideG“earchGforGqeneticGsnfluencesUGStrokeSG2015SG[_SGZW[bT]a6.7 18

266 xovelGqeneticGvociGkssociatedGWithG’etinalGwicrovascularGniameterUGCirculation:bCardiovascularb
GeneticsSG2016SGcSG[]T][ 18
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265 kssociationGofGadiponectinGandGleptinGwithGrelativeGtelomereGlengthGinGsevenGindependentGcohortsG
includingGXXS[[bGparticipantsUGEuropeanbJournalbofbEpidemiologySG2014SGYcSG_YcTZb 12.1 18

264 kGgenomeGwideGassociationGstudyGlinksGglutamateGreceptorGpathwayGtoGsporadicGmreutzfeldtTtakobG
diseaseGriskUGPLoSbONESG2014SGXWSGeWXYZ_][ 3.7 18

263 kccuracyGofGselfTreportedGfamilyGhistoryGisGstronglyGinfluencedGbyGtheGaccuracyGofGselfTreportedG
personalGhealthGstatusGofGrelativesUGJournalbofbClinicalbEpidemiologySG2012SG_]SGbYTc 5.7 18

262 kssociationGofGr“zaWGandGitsGcoTchaperonesGwithGklzheimerNsGdiseaseUGJournalbofbAlzheimerisbDisease
SG2011SGY]SGcZTXWY 4.3 18

261 ”heGo’mm_GgeneGandGageTrelatedGmacularGdegenerationUGPLoSbONESG2010SG]SGeXZab_ 3.7 18

260 qeneticGarchitectureGofGopenGangleGglaucomaGandGrelatedGdeterminantsUGJournalbofbMedicalbGeneticsSG
2011SG[bSGXcWT_ 5.8 18

259 offectivenessGofGrwqTmokGreductaseGinhibitorsGisGmodifiedGbyGtheGkmoGinsertionGdeletionG
polymorphismUGAtherosclerosisSG2004SGXa]SGZaaTc 3.1 18

258 qeneticGvariantsGinG’lpy×ZGareGassociatedGwithGsleepGlatencyUGEuropeanbJournalbofbHumanbGeneticsSG
2016SGY[SGX[bbTc] 5.3 18

257 lloodGwetabolomicGweasuresGkssociateGWithGzresentGandGputureGqlycemicGmontrolGinG”ypeGYG
niabetesUGJournalbofbClinicalbEndocrinologybandbMetabolismSG2018SGXWZSG[]_cT[]ac 5.6 18

256 niscoveryGofGnovelGheartGrateTassociatedGlociGusingGtheGoxomeGmhipUGHumanbMolecularbGeneticsSG2017
SGY_SGYZ[_TYZ_Z 5.6 17

255 ovaluationGofGtheGwyocilinGwutationGqlnZ_b“topGnemonstratesG’educedGzenetranceGforGqlaucomaG
inGouropeanGzopulationsUGOphthalmologySG2017SGXY[SG][aT]]Z 7.3 17

254 ’evisitingGtheG’oleGofGsnsulinTvikeGqrowthGpactorTsG’eceptorG“timulatingGkctivityGandGtheG
kpolipoproteinGoGinGklzheimerNsGniseaseUGFrontiersbinbAgingbNeuroscienceSG2019SGXXSGYW 5.3 17

253 ’efiningGgenomeTwideGlinkageGintervalsGusingGaGmetaTanalysisGofGgenomeTwideGassociationGstudiesG
identifiesGlociGinfluencingGpersonalityGdimensionsUGEuropeanbJournalbofbHumanbGeneticsSG2013SGYXSGba_TbY5.3 17

252 “erumGxqkvGisGkssociatedGwithGnistinctGzlasmaGkmyloidT˛†GzeptidesGkccordingGtoGtheGmlinicalG
niagnosisGofGnementiaGinGnownG“yndromeUGJournalbofbAlzheimerisbDiseaseSG2015SG[]SGaZZT[Z 4.3 17

251 “haredGgeneticGfactorsGinGtheGcoToccurrenceGofGsymptomsGofGdepressionGandGcardiovascularGriskG
factorsUGJournalbofbAffectivebDisordersSG2010SGXYYSGY[aT]Y 6.6 17

250
knGinsulinTlikeGgrowthGfactorTsGpromoterGpolymorphismGisGassociatedGwithGincreasedGmortalityGinG
subjectsGwithGmyocardialGinfarctionGinGanGelderlyGmaucasianGpopulationUGAmericanbJournalbofb
CardiologySG2006SGcaSGXYa[T_

3 17

249 ”heGassociationGbetweenGangiotensinTconvertingGenzymeGgeneGpolymorphismGandGcoronaryG
calcificationUG”heG’otterdamGmoronaryGmalcificationG“tudyUGAtherosclerosisSG2005SGXbYSGX_cTaZ 3.1 17

248 kgeTrelatedGmaculopathydGitsGgeneticGbasisUGEyeSG2001SGX]SGZc_T[WW 4.4 17

(2001-2014)
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247 ”heGprobabilisticGmodelGofGklzheimerGdiseasedGtheGamyloidGhypothesisGrevisedUGNaturebReviewsb
NeuroscienceSG2021SG 13.5 17

246 kGqenomeTWideGkssociationG“tudyGinGisolatedGpopulationsGrevealsGnewGgenesGassociatedGtoG
commonGfoodGlikingsUGReviewsbinbEndocrinebandbMetabolicbDisordersSG2016SGXaSGYWcTXc 10.5 17

245 qeneticGandGlifestyleGriskGfactorsGforGw’sTdefinedGbrainGinfarctsGinGaGpopulationTbasedGsettingUG
NeurologySG2019SG 6.5 17

244 wultiTancestryGqWk“GofGtheGelectrocardiographicGz’GintervalGidentifiesGYWYGlociGunderlyingGcardiacG
conductionUGNaturebCommunicationsSG2020SGXXSGY][Y 17.4 16

243 –nderstandingGtheGroleGofGtheGchromosomeGX]qY]UXGinGmyznGthroughGepigeneticsGandG
transcriptomicsUGEuropeanbJournalbofbHumanbGeneticsSG2018SGY_SGaWcTaYY 5.3 16

242 reritabilitiesSGproportionsGofGheritabilitiesGexplainedGbyGqWk“GfindingsSGandGimplicationsGofG
crossTphenotypeGeffectsGonGz’GintervalUGHumanbGeneticsSG2015SGXZ[SGXYXXTc 6.3 16

241 qeneticGlociGforGcoronaryGcalcificationGandGserumGlipidsGrelateGtoGaorticGandGcarotidGcalcificationUG
Circulation:bCardiovascularbGeneticsSG2013SG_SG[aT]Z 16

240 lreastTfeedingGmodifiesGtheGassociationGofGzzk’gammaYGpolymorphismGzroXYklaGwithGgrowthGinG
earlyGlifedGtheGqenerationG’G“tudyUGDiabetesSG2009SG]bSGccYTb 0.9 16

239 qeneticGscoringGanalysisdGaGwayGforwardGinGgenomeGwideGassociationGstudiesiUGEuropeanbJournalbofb
EpidemiologySG2009SGY[SG]b]Ta 12.1 16

238  ariationGinGtheGsqpXGgeneGandGgrowthGinGfoetalGlifeGandGinfancyUG”heGqenerationG’G“tudyUGClinicalb
EndocrinologySG2008SG_bSGZbYTc 3.4 16

237 ssGgeneticGscreeningGforGhemochromatosisGworthwhileiUGEuropeanbJournalbofbEpidemiologySG2004SGXcSGXWXTb12.1 16

236 qeneticGcorrelationsGandGgenomeTwideGassociationsGofGcorticalGstructureGinGgeneralGpopulationG
samplesGofGYYSbY[GadultsUGNaturebCommunicationsSG2020SGXXSG[ac_ 17.4 16

235 kssociationsGwithGintraocularGpressureGacrossGouropedG”heGouropeanGoyeGopidemiologyGOoPG
monsortiumUGEuropeanbJournalbofbEpidemiologySG2016SGZXSGXXWXTXXXX 12.1 16

234 qenomeTwideGassociationGstudyGofGYZS]WWGindividualsGidentifiesGaGlociGassociatedGwithGbrainG
ventricularGvolumeUGNaturebCommunicationsSG2018SGcSGZc[] 17.4 16

233 kssociationGbetweenGtypeGYGdiabetesGlociGandGmeasuresGofGfatnessUGPLoSbONESG2010SG]SGeb][X 3.7 15

232 mandidateGgeneTbasedGassociationGstudyGofGantipsychoticTinducedGmovementGdisordersGinGlongTstayG
psychiatricGpatientsdGaGprospectiveGstudyUGPLoSbONESG2012SGaSGeZ_]_X 3.7 15

231 kGreferenceGpanelGofG_[Sca_GhaplotypesGforGgenotypeGimputation 15

230 sdentificationGofGnovelGriskGlociGandGcausalGinsightsGforGsporadicGmreutzfeldtTtakobGdiseasedGaG
genomeTwideGassociationGstudyUGLancetbNeurologynbTheSG2020SGXcSGb[WTb[b 24.1 15
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229
knGompiricalGmomparisonGofGtointGandG“tratifiedGprameworksGforG“tudyingGqGˆ�GoGsnteractionsdG
“ystolicGlloodGzressureGandG“mokingGinGtheGmrk’qoGqeneTvifestyleGsnteractionsGWorkingGqroupUG
GeneticbEpidemiologySG2016SG[WSG[W[TX]

2.6 15

228 mrossTtraitGanalysesGwithGmigraineGrevealGwidespreadGpleiotropyGandGsuggestGaGvascularGcomponentG
toGmigraineGheadacheUGInternationalbJournalbofbEpidemiologySG2020SG[cSGXWYYTXWZX 7.8 15

227 kGmultiTancestryGgenomeTwideGstudyGincorporatingGgeneTsmokingGinteractionsGidentifiesGmultipleG
newGlociGforGpulseGpressureGandGmeanGarterialGpressureUGHumanbMolecularbGeneticsSG2019SGYbSGY_X]TY_ZZ 5.6 14

226 nxkGmethylationGsignaturesGofGeducationalGattainmentUGNpjbSciencebofbLearningSG2018SGZSGa 6 14

225 ’eversalGofGkgingTsnducedGsncreasesGinGkorticG“tiffnessGbyG”argetingGmytoskeletalGzroteinTzroteinG
snterfacesUGJournalbofbthebAmericanbHeartbAssociationSG2018SGaSG 6 14

224 kGgenomeTwideGassociationGstudyGidentifiesGgeneticGlociGassociatedGwithGspecificGlobarGbrainG
volumesUGCommunicationsbBiologySG2019SGYSGYb] 6.7 14

223 nirectTtoTconsumerGpersonalGgenomeGtestingGforGageTrelatedGmacularGdegenerationG2014SG]]SG_X_aTa[ 14

222 ”wowXW_lGinfluencesGvolumeGofGleftTsidedGtemporalGlobeGandGinterhemisphericGstructuresGinGtheG
generalGpopulationUGBiologicalbPsychiatrySG2014SGa_SG]WZTb 7.9 14

221 kGqenomeTWideG“canGforGwicro’xkT’elatedGqeneticG ariantsGkssociatedGWithGzrimaryGypenTkngleG
qlaucomaG2017SG]bSG]Z_bT]Zaa 14

220 kGpolymorphismGinGtheGregulatoryGregionGofGz’xzGisGassociatedGwithGincreasedGriskGofGsporadicG
mreutzfeldtTtakobGdiseaseUGBMCbMedicalbGeneticsSG2011SGXYSGaZ 2.1 14

219 “uggestiveGlinkageGofGknrnGtoGchromosomeGXbqYYGinGaGyoungGgeneticallyGisolatedGnutchG
populationUGEuropeanbJournalbofbHumanbGeneticsSG2009SGXaSGc]bT__ 5.3 14

218 ”ranslationalGresearchGinGgenomicsGofGklzheimerNsGdiseasedGaGreviewGofGcurrentGpracticeGandGfutureG
perspectivesUGJournalbofbAlzheimerisbDiseaseSG2010SGYWSGc_aTbW 4.3 14

217 qeneticGtestingGhasGnoGplaceGasGaGroutineGdiagnosticGtestGinGsporadicGandGfamilialGcasesGofG
klzheimerNsGdiseaseUGJournalbofbthebAmericanbGeriatricsbSocietySG2004SG]YSGYXXWTZ 5.6 14

216 zerspectivesGonGtheGuseGofGmultipleGsclerosisGriskGgenesGforGpredictionUGPLoSbONESG2011SG_SGeY_[cZ 3.7 14

215 oxomemhipTWideGknalysisGofGc]G_Y_GsndividualsGsdentifiesGXWGxovelGvociGkssociatedGWithGQ”GandGt”G
sntervalsUGCirculationbGenomicbandbPrecisionbMedicineSG2018SGXXSGeWWXa]b 5.2 14

214 waleTspecificGepistasisGbetweenGWWmXGandG”vxYGgenesGisGassociatedGwithGklzheimerNsGdiseaseUG
NeurobiologybofbAgingSG2018SGaYSGXbbUeZTXbbUeXY 5.6 13

213 qenomeTwideGidentificationGofGdirectedGgeneGnetworksGusingGlargeTscaleGpopulationGgenomicsGdataUG
NaturebCommunicationsSG2018SGcSGZWca 17.4 13

212 kutomatedGworkflowTbasedGexploitationGofGpathwayGdatabasesGprovidesGnewGinsightsGintoGgeneticG
associationsGofGmetaboliteGprofilesUGBMCbGenomicsSG2013SGX[SGb_] 4.5 13

(2013-2016)
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211 nevelopmentGandGapplicationGofGgenomicGcontrolGmethodsGforGgenomeTwideGassociationGstudiesG
usingGnonTadditiveGmodelsUGPLoSbONESG2013SGbSGebX[ZX 3.7 13

210 ’oleGofGsharedGgeneticGandGenvironmentalGfactorsGinGsymptomsGofGdepressionGandGbodyG
compositionUGPsychiatricbGeneticsSG2009SGXcSGZYTb 2.9 13

209 sqpTsGgeneGpromoterGpolymorphismGisGaGpredictorGofGsurvivalGafterGmyocardialGinfarctionGinGpatientsG
withGtypeGYGdiabetesUGEuropeanbJournalbofbEndocrinologySG2006SGX]]SGa]XT_ 6.5 13

208 xoGassociationGbetweenGtheGangiotensinTconvertingGenzymeGgeneGandGmajorGdepressiondGaG
caseTcontrolGstudyGandGmetaTanalysisUGPsychiatricbGeneticsSG2006SGX_SGYY]T_ 2.9 13

207 ssGparentalGageGrelatedGtoGtheGriskGofGklzheimerNsGdiseaseiUGBritishbJournalbofbPsychiatrySG1990SGX]aSGYaZT] 5.4 13

206
snteractionsGbetweenGzzk’T˛–GandGinflammationTrelatedGcytokineGgenesGonGtheGdevelopmentGofG
klzheimerNsGdiseaseSGobservedGbyGtheGopistasisGzrojectUGInternationalbJournalbofbMolecularb
EpidemiologybandbGeneticsSG2012SGZSGZcT[a

0.9 13

205 wicrobiomicsSGwetabolomicsSGzredictedGwetagenomicsSGandGrepaticG“teatosisGinGaG
zopulationTlasedG“tudyGofGXSZ]]GkdultsUGHepatologySG2021SGaZSGc_bTcbY 11.2 13

204 oxomeTnerivedGkdiponectinTkssociatedG ariantsGsmplicateGybesityGandGvipidGliologyUGAmericanb
JournalbofbHumanbGeneticsSG2019SGXW]SGX]TYb 11 12

203 “earchGforGoarlyGzancreaticGmancerGlloodGliomarkersGinGpiveGouropeanGzrospectiveGzopulationG
liobanksG–singGwetabolomicsUGEndocrinologySG2019SGX_WSGXaZXTXa[Y 4.8 12

202
reritabilityGandGqenomeTWideGkssociationGknalysesGofGrumanGqaitG“uggestGmontributionGofG
mommonG ariantsUGJournalsbofbGerontologybobSeriesbAbBiologicalbSciencesbandbMedicalbSciencesSG2016SG
aXSGa[WT_

6.4 12

201 reritabilityGofGdietaryGfoodGintakeGpatternsUGActabDiabetologicaSG2013SG]WSGaYXT_ 3.9 12

200 ”ypeGYGdiabetesGgeneG”mpavYGpolymorphismGisGnotGassociatedGwithGfetalGandGpostnatalGgrowthGinG
twoGbirthGcohortGstudiesUGBMCbMedicalbGeneticsSG2009SGXWSG_a 2.1 12

199 nrugTgeneGinteractionGbetweenGtheGinsertionVdeletionGpolymorphismGofGtheGangiotensinTconvertingG
enzymeGgeneGandGantihypertensiveGtherapyUGAnnalsbofbPharmacotherapySG2006SG[WSGYXYTb 2.9 12

198 snsulinGgeneGvariableGnumberGofGtandemGrepeatsGisGnotGassociatedGwithGweightGfromGfetalGlifeGuntilG
infancydGtheGqenerationG’G“tudyUGEuropeanbJournalbofbEndocrinologySG2007SGX]aSGa[XTb 6.5 12

197 zlasmaGbetaGamyloidGandGimpairedGmyYTinducedGcerebralGvasomotorGreactivityUGNeurobiologybofb
AgingSG2007SGYbSGaWaTXY 5.6 12

196 qeneticGtestingGshouldGnotGbeGadvocatedGasGaGdiagnosticGtoolGinGfamilialGformsGofGdementiaUG
AmericanbJournalbofbHumanbGeneticsSG2000SG_aSGXWZZT] 11 12

195 ”heGchallengesGofGgenomeTwideGinteractionGstudiesdGlessonsGtoGlearnGfromGtheGanalysisGofGrnvGbloodG
levelsUGPLoSbONESG2014SGcSGeXWcYcW 3.7 12

194 kutosomalGgeneticGvariationGisGassociatedGwithGnxkGmethylationGinGregionsGvariablyGescapingG
×TchromosomeGinactivationUGNaturebCommunicationsSG2018SGcSGZaZb 17.4 12
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193 sntegratingGwetabolomicsSGqenomicsSGandGniseaseGzathwaysGinGkgeT’elatedGwacularGnegenerationdG
”heGoöoT’s“uGmonsortiumUGOphthalmologySG2020SGXYaSGX_cZTXaWc 7.3 11

192 reritabilityGandGqenomeTWideGkssociationGknalysesGofGsntracranialGmarotidGkrteryGmalcificationdG”heG
’otterdamG“tudyUGStrokeSG2016SG[aSGcXYTa 6.7 11

191 ”hreeG mzGwutationsGinGzatientsGwithGprontotemporalGnementiaUGJournalbofbAlzheimerisbDiseaseSG
2018SG_]SGXXZcTXX[_ 4.3 11

190 qenomeTwideGassociationGstudyGofGretinopathyGinGindividualsGwithoutGdiabetesUGPLoSbONESG2013SGbSGe][YZY3.7 11

189 qeneticGvariationGinGtheGreninTangiotensinGsystemGandGarterialGstiffnessUG”heG’otterdamG“tudyUG
ClinicalbandbExperimentalbHypertensionSG2009SGZXSGZbcTcc 2.2 11

188 rpoGgeneGmutationsGincreaseGtheGriskGofGcoronaryGheartGdiseaseGinGwomenUGEuropeanbJournalbofb
EpidemiologySG2010SGY]SG_[ZTc 12.1 11

187 zrospectsGofGgeneticGepidemiologyGinGtheGYXstGcenturyUGEuropeanbJournalbofbEpidemiologySG2003SGXbSG_WaTX_12.1 11

186 qenomeTwideGassociationGstudyGinGalmostGXc]SWWWGindividualsGidentifiesG]WGpreviouslyGunidentifiedG
geneticGlociGforGeyeGcolorUGSciencebAdvancesSG2021SGaSG 14.3 11

185 mommonGandG’areGmodingGqeneticG ariationG–nderlyingGtheGolectrocardiographicGz’GsntervalUG
CirculationbGenomicbandbPrecisionbMedicineSG2018SGXXSGeWWYWZa 5.2 11

184 qenomeTwideGassociationGanalysisGonGfiveGisolatedGpopulationsGidentifiesGvariantsGofGtheGrvkTnykG
geneGassociatedGwithGwhiteGwineGlikingUGEuropeanbJournalbofbHumanbGeneticsSG2015SGYZSGXaXaTYY 5.3 10

183 sdentifyingGgeneticGriskGvariantsGforGcoronaryGheartGdiseaseGinGfamilialGhypercholesterolemiadGanG
extremeGgeneticsGapproachUGEuropeanbJournalbofbHumanbGeneticsSG2015SGYZSGZbXTa 5.3 10

182 oxomeGmhipGknalysisGsdentifiesGvowTprequencyGandG’areG ariantsGinGw’zvZbGforGWhiteGwatterG
ryperintensitiesGonGlrainGwagneticG’esonanceGsmagingUGStrokeSG2018SG[cSGXbXYTXbXc 6.7 10

181 vinkageGanalysisGandGwholeGexomeGsequencingGidentifyGaGnovelGcandidateGgeneGinGaGnutchGmultipleG
sclerosisGfamilyUGMultiplebSclerosisbJournalSG2019SGY]SGcWcTcXa 5 10

180 QualityGcontrolGandGintegrationGofGgenotypesGfromGtwoGcallingGpipelinesGforGwholeGgenomeG
sequenceGdataGinGtheGklzheimerNsGdiseaseGsequencingGprojectUGGenomicsSG2019SGXXXSGbWbTbXb 4.3 10

179 “trengtheningGtheGreportingGofGgeneticGriskGpredictionGstudiesGOq’sz“PdGexplanationGandGelaborationUG
EuropeanbJournalbofbEpidemiologySG2011SGY_SGZXZTZa 12.1 10

178 snsulinG x”’GandGsqpTXGpromoterGregionGpolymorphismsGareGnotGassociatedGwithGbodyGcompositionG
inGearlyGchildhooddGtheGgenerationG’GstudyUGHormonebResearchbinbPaediatricsSG2010SGaZSGXYWTa 3.3 10

177 offectsGofGtheGreninTangiotensinGsystemGgenesGandGsaltGsensitivityGgenesGonGbloodGpressureGandG
atherosclerosisGinGtheGtotalGpopulationGandGpatientsGwithGtypeGYGdiabetesUGDiabetesSG2007SG]_SGXcW]TXY 0.9 10

176 ”heGroleGofGhemochromatosisGmYbYöGandGr_ZnGgeneGmutationsGinGtypeGYGdiabetesdGfindingsGfromG
theG’otterdamG“tudyGandGmetaTanalysisUGDiabetesbCareSG2002SGY]SGYXXYTZ 14.6 10

(2002-2020)
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175 ”heGhemochromatosisGxX[[rGmutationGofG“vmXXkZGgeneGinGpatientsGwithGtypeGYGdiabetesUG
MolecularbGeneticsbandbMetabolismSG2002SGa]SGYcWTX 3.7 10

174 qeneticGfactorsGinfluenceGtheGclusteringGofGdepressionGamongGindividualsGwithGlowerGsocioeconomicG
statusUGPLoSbONESG2009SG[SGe]W_c 3.7 10

173 ovaluationGofGzresumablyGniseaseGmausingG“mxXkG ariantsGinGaGmohortGofGmommonGopilepsyG
“yndromesUGPLoSbONESG2016SGXXSGeWX]W[Y_ 3.7 10

172 qenomeTwideGidentificationGofGgenesGregulatingGnxkGmethylationGusingGgeneticGanchorsGforGcausalG
inferenceUGGenomebBiologySG2020SGYXSGYYW 18.3 10

171 qeneticG“tudiesGofGveptinGmoncentrationsGsmplicateGveptinGinGtheG’egulationGofGoarlyGkdiposityUG
DiabetesSG2020SG_cSGYbW_TYbXb 0.9 10

170 kssociationGofGcommonGgeneticGvariantsGwithGbrainGmicrobleedsdGkGgenomeTwideGassociationGstudyUG
NeurologySG2020SGc]SGeZZZXTeZZ[Z 6.5 10

169 wultiTtraitGgenomeTwideGassociationGstudyGidentifiesGnewGlociGassociatedGwithGopticGdiscG
parametersUGCommunicationsbBiologySG2019SGYSG[Z] 6.7 10

168 qenomeTwideGassociationGmetaTanalysisGofGcornealGcurvatureGidentifiesGnovelGlociGandGsharedG
geneticGinfluencesGacrossGaxialGlengthGandGrefractiveGerrorUGCommunicationsbBiologySG2020SGZSGXZZ 6.7 9

167 qeneticGkfricanGkncestryGssGkssociatedGWithGmentralGmornealG”hicknessGandGsntraocularGzressureGinG
zrimaryGypenTkngleGqlaucomaG2017SG]bSGZXaYTZXbW 9

166 kgeGatGonsetGofGgeneticGOoYWWuPGandGsporadicGmreutzfeldtTtakobGdiseasesGisGmodulatedGbyGtheGgeneUG
JournalbofbNeurologynbNeurosurgerybandbPsychiatrySG2018SGbcSGXY[ZTXY[c 5.5 9

165 zarentTofTyriginGoffectsGofGtheGkzylGqeneGonGkdiposityGinGöoungGkdultsUGPLoSbGeneticsSG2015SGXXSGeXWW]]aZ6 9

164 “trengtheningGtheGreportingGofGgeneticGriskGpredictionGstudiesdGtheGq’sz“GstatementUGEuropeanb
JournalbofbEpidemiologySG2011SGY_SGY]]Tc 12.1 9

163 ’eplyGtoGâ��vackGofGsupportGforGassociationGbetweenGtheGuspXlGrsXW[cYcaYβmεGvariantGandGmultipleG
sclerosisâ��UGNaturebGeneticsSG2010SG[YSG[aWT[aX 36.3 9

162 knGempiricalGcomparisonGofGmetaTanalysesGofGpublishedGgeneTdiseaseGassociationsGversusG
consortiumGanalysesUGGeneticsbinbMedicineSG2009SGXXSGX]ZT_Y 8.1 9

161 kngiotensinogenGwYZ]”GpolymorphismGandGsymptomsGofGdepressionGinGaGpopulationTbasedGstudyG
andGaGfamilyTbasedGstudyUGPsychiatricbGeneticsSG2008SGXbSGX_YT_ 2.9 9

160 kpolipoproteinGoGgeneGisGrelatedGtoGmortalityGonlyGinGnormalGweightGindividualsdGtheG’otterdamG
“tudyUGEuropeanbJournalbofbEpidemiologySG2008SGYZSGXZ]T[Y 12.1 9

159 mommonGvariantsGinGklzheimerâ��sGdiseasedGxovelGassociationGofGsixGgeneticGvariantsGwithGknGandGriskG
stratificationGbyGpolygenicGriskGscores 9

158 vargeTscaleGassociationGanalysesGidentifyGhostGfactorsGinfluencingGhumanGgutGmicrobiomeGcomposition 9
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157 kssociationGofGcirculatingGmetabolitesGinGplasmaGorGserumGandGriskGofGstrokedGwetaTanalysisGfromG
sevenGprospectiveGcohortsUGNeurologySG2020SG 6.5 9

156 reritabilityGandGgenomeTwideGassociationsGstudiesGofGcerebralGbloodGflowGinGtheGgeneralGpopulationUG
JournalbofbCerebralbBloodbFlowbandbMetabolismSG2018SGZbSGX]cbTX_Wb 7.3 8

155 qeneticGriskGofGzarkinsonNsGdiseaseGinGtheGgeneralGpopulationUGParkinsonismbandbRelatedbDisordersSG
2016SGYcSG][Tc 3.6 8

154 “trengtheningGtheGreportingGofGqeneticG’sskGzredictionG“tudiesGOq’sz“PdGexplanationGandG
elaborationUGJournalbofbClinicalbEpidemiologySG2011SG_[SGeXTeYY 5.7 8

153 snsulinTlikeGgrowthGfactorTsGgenotypeGandGbirthweightUGLancetnbTheSG2002SGZ_WSGc[]Tc[_ 40 8

152 kssociationsGofGxsxtYGsequenceGvariantsGwithGincidentGischemicGstrokeGinGtheGmohortsGforGreartGandG
kgingGinGqenomicGopidemiologyGOmrk’qoPGconsortiumUGPLoSbONESG2014SGcSGeccacb 3.7 8

151
zrospectiveGstudyGofGinsulinTlikeGgrowthGfactorTsSGinsulinTlikeGgrowthGfactorTbindingGproteinGZSG
geneticGvariantsGinGtheGsqpXGandGsqplzZGgenesGandGriskGofGcoronaryGarteryGdiseaseUGInternationalb
JournalbofbMolecularbEpidemiologybandbGeneticsSG2011SGYSGY_XTb]

0.9 8

150 qrayGmatterGheritabilityGinGfamilyTbasedGandGpopulationTbasedGstudiesGusingGvoxelTbasedG
morphometryUGHumanbBrainbMappingSG2017SGZbSGY[WbTY[YZ 5.9 7

149 qeneticGneterminantsGofG–nrupturedGsntracranialGkneurysmsGinGtheGqeneralGzopulationUGStrokeSG
2015SG[_SGYc_XT[ 6.7 7

148 qeneticGlociGforGserumGlipidGfractionsGandGintracerebralGhemorrhageUGAtherosclerosisSG2016SGY[_SGYbaTcY 3.1 7

147 ospYkuZGvariantsGinGnutchGpatientsGwithGklzheimerNsGdiseaseUGNeurobiologybofbAgingSG2019SGaZSGYYcUeXXTYYcUeXb5.6 7

146
“cientificGreportingGisGsuboptimalGforGaspectsGthatGcharacterizeGgeneticGriskGpredictionGstudiesdGaG
reviewGofGpublishedGarticlesGbasedGonGtheGqeneticG’sskGzredictionG“tudiesGstatementUGJournalbofb
ClinicalbEpidemiologySG2014SG_aSG[baTcc

5.7 7

145 mommonGvariantsGatGYqXXUYSGbqYXUZSGandGXXqXZUYGareGassociatedGwithGmajorGmoodGdisordersUG
TranslationalbPsychiatrySG2017SGaSGXYaZ 8.6 7

144 kssociationGofGheatGshockGproteinsGwithGzarkinsonNsGdiseaseUGEuropeanbJournalbofbEpidemiologySG
2011SGY_SGcZZT] 12.1 7

143 kGgeneticGepidemiologicGstudyGofGcandidateGgenesGinvolvedGinGtheGopticGnerveGheadGmorphologyG
2012SG]ZSGX[b]TcX 7

142
snterleukinTXGgeneGclusterGvariantsGwithGinnateGcytokineGproductionGprofilesGandGosteoarthritisGinG
subjectsGfromGtheGqeneticsSGysteoarthritisGandGzrogressionG“tudyUGArthritisbandbRheumatismSG2010SG
_YSGXXXcTY_

7

141 pamilialGaggregationGofGpreeclampsiaGandGintrauterineGgrowthGrestrictionGinGaGgeneticallyGisolatedG
populationGinG”heGxetherlandsUGEuropeanbJournalbofbHumanbGeneticsSG2008SGX_SGX[ZaT[Y 5.3 7

140 kGcriticalGappraisalGofGepidemiologicalGstudiesGcomesGfromGbasicGknowledgedGaGreaderNsGguideGtoG
assessGpotentialGforGbiasesUGWorldbJournalbofbEmergencybSurgerySG2007SGYSGa 9.2 7

(2007-2020)

41



139 kpolipoproteinGoGepsilon[GalleleGisGassociatedGwithGleftGventricularGsystolicGdysfunctionUGAmericanb
HeartbJournalSG2004SGX[aSG_b]Tc 4.9 7

138 ’oleGofGkzyoGinGdementiadGkGcriticalGreappraisalUGPathophysiologybofbHaemostasisbandbThrombosis:b
InternationalbJournalbonbHaemostasisbandbThrombosisbResearchSG1998SGYbSGXc]TYWX 7

137 ’unsGofGhomozygosityGdoGnotGinfluenceGsurvivalGtoGoldGageUGPLoSbONESG2011SG_SGeYY]bW 3.7 7

136 rypothesisTfreeGidentificationGofGmodulatorsGofGgeneticGriskGfactors 7

135 wetabolicGkgeGlasedGonGtheGllw’sTxvGrTxw’GwetabolomicsG’epositoryGasGliomarkerGofG
kgeTrelatedGniseaseUGCirculationbGenomicbandbPrecisionbMedicineSG2020SGXZSG][XT][a 5.2 7

134 nxkGmethylationGisGassociatedGwithGlungGfunctionGinGneverGsmokersUGRespiratorybResearchSG2019SGYWSGY_b 7.3 7

133 nxkGmethylationGsignaturesGofGaggressionGandGcloselyGrelatedGconstructsdGkGmetaTanalysisGofG
epigenomeTwideGstudiesGacrossGtheGlifespanUGMolecularbPsychiatrySG2021SGY_SGYX[bTYX_Y 15.1 7

132 zolygenicGpredictionGofGeducationalGattainmentGwithinGandGbetweenGfamiliesGfromGgenomeTwideG
associationGanalysesGinGZGmillionGindividualsUUGNaturebGeneticsSG2022SG 36.3 7

131 qeneticGsusceptibilityGtoGmultipleGsclerosisdGlrainGstructureGandGcognitiveGfunctionGinGtheGgeneralG
populationUGMultiplebSclerosisbJournalSG2017SGYZSGX_caTXaW_ 5 6

130 oxpressionGandGgeneGvariationGstudiesGdenyGassociationGofGhumanGr“nZlXGgeneGwithGaldosteroneG
productionGorGbloodGpressureUGAmericanbJournalbofbHypertensionSG2015SGYbSGXXZTYW 2.3 6

129 rabitualGsleepGdisturbancesGandGmigrainedGaGwendelianGrandomizationGstudyUGAnnalsbofbClinicalbandb
TranslationalbNeurologySG2020SGaSGYZaWTYZbW 5.3 6

128
’efiningGkttentionTneficitVryperactivityGnisorderGandGkutismG“pectrumGnisorderGqeneticGvociGbyG
sntegratingG“ummaryGnataGpromGqenomeTwideGkssociationSGqeneGoxpressionSGandGnxkGwethylationG
“tudiesUGBiologicalbPsychiatrySG2020SGbbSG[aWT[ac

7.9 6

127 vinkageGanalysisGforGplasmaGamyloidGbetaGlevelsGinGpersonsGwithGhypertensionGimplicatesGk˛†T[WG
levelsGtoGpresenilinGYUGHumanbGeneticsSG2012SGXZXSGXb_cTa_ 6.3 6

126 kGlargeTscaleGpopulationTbasedGanalysisGofGcommonGgeneticGvariationGinGtheGthyroidGhormoneG
receptorGalphaGlocusGandGboneUGThyroidSG2012SGYYSGYYZT[ 6.2 6

125 vowTdensityGlipoproteinGreceptorGmutationsGgenerateGsyntheticGgenomeTwideGassociationsUG
EuropeanbJournalbofbHumanbGeneticsSG2013SGYXSG]_ZT_ 5.3 6

124
qeneticGvariationGinGtheGreninTTangiotensinGsystemSGuseGofGreninTTangiotensinGsystemGinhibitorsGandG
theGriskGofGmyocardialGinfarctionUGJRAASbobJournalbofbthebReninoAngiotensinoAldosteronebSystemSG2011SG
XYSGYWbTX[

3 6

123 kGvariantGofGtheGsqpTsGgeneGisGassociatedGwithGbloodGpressureGbutGnotGwithGleftGheartGdimensionsGatG
theGageGofGYGyearsdGtheGqenerationG’G“tudyUGEuropeanbJournalbofbEndocrinologySG2008SGX]cSGYWcTX_ 6.5 6

122 ”heGfirstGtwoGpatientsGwithGduraGmaterGassociatedGmreutzfeldtTtakobGdiseaseGinGtheGxetherlandsUG
JournalbofbNeurologySG2001SGY[bSGbaaTbW 5.5 6
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42



121 ”heG”xp’“p_GgeneGisGnotGimplicatedGinGfamilialGearlyTonsetGklzheimerNsGdiseaseUGHumanbGeneticsSG
2001SGXWbSG]]YTZ 6.3 6

120 kpolipoproteinGoGgenotypeGandGconcomitantGclinicalGfeaturesGinGearlyTonsetGklzheimerNsGdiseaseUG
JournalbofbNeurologySG1996SGY[ZSG[_]Tb 5.5 6

119 niseaseGvariantsGalterGtranscriptionGfactorGlevelsGandGmethylationGofGtheirGbindingGsites 6

118 xinetyTnineGindependentGgeneticGlociGinfluencingGgeneralGcognitiveGfunctionGincludeGgenesG
associatedGwithGbrainGhealthGandGstructureGOxGgGYbWSZ_WP 6

117 ”heGopistasisGzrojectdGkGwultiTmohortG“tudyGofGtheGoffectsGofGlnxpSGnlrSGandG“y’”XGopistasisGonG
klzheimerNsGniseaseG’iskUGJournalbofbAlzheimerisbDiseaseSG2019SG_bSGX]Z]TX][a 4.3 5

116 ”heGWellTunownGqeneGrrszGandGxovelGqeneGwom’GkreGsmplicatedGinG“mallGkirwayGybstructionUG
AmericanbJournalbofbRespiratorybandbCriticalbCarebMedicineSG2016SGXc[SGXYccTXZWY 10.2 5

115 loneGwineralGnensityGinG“jˆ¶grenG“yndromeGzatientsGwithGandGWithoutGnistalG’enalG”ubularGkcidosisUG
CalcifiedbTissuebInternationalSG2016SGcbSG]aZTc 3.9 5

114 kGqenomeTWideGvinkageG“tudyGforGmhronicGybstructiveGzulmonaryGniseaseGinGaGnutchGqeneticG
ssolateGsdentifiesGxovelG’areGmandidateG ariantsUGFrontiersbinbGeneticsSG2018SGcSGXZZ 4.5 5

113 neterminingGzossibleG“haredGqeneticGkrchitectureGletweenGwyopiaGandGzrimaryGypenTkngleG
qlaucomaG2019SG_WSGZX[YTZX[c 5

112 oxomeTWideGwetaTknalysisGsdentifiesG’areGZNT–”’G ariantGinGo’mmXVmnZokzGkssociatedGwithG
“ymptomsGofG“leepGkpneaUGFrontiersbinbGeneticsSG2017SGbSGX]X 4.5 5

111 pineGmappingGtheGregionGrevealsGaGcommonGintronicGinsertionGassociatedGtoGrnvTmUGNpjbAgingbandb
MechanismsbofbDiseaseSG2015SGXSGX]WXX 5.5 5

110 ”heGdystrophinGgeneGandGcognitiveGfunctionGinGtheGgeneralGpopulationUGEuropeanbJournalbofbHumanb
GeneticsSG2015SGYZSGbZaT[Z 5.3 5

109 kGdeletionGinGntTXGandGtheGriskGofGdementiaTTaGpopulationTbasedGsurveyUGNeurosciencebLettersSG2004SG
ZaYSGXc_Tc 3.3 5

108 wulticenterGcohortGassociationGstudyGofG“vmYkXGsingleGnucleotideGpolymorphismsGandGageTrelatedG
macularGdegenerationUGMolecularbVisionSG2012SGXbSG_]aTa[ 2.3 5

107
zlasmaGamyloidG˛†GlevelsGareGdrivenGbyGgeneticGvariantsGnearGkzyoSGlkmoXSGkzzSGz“oxYdGkG
genomeTwideGassociationGstudyGinGoverGXYSWWWGnonTdementedGparticipantsUGAlzheimerisbandb
DementiaSG2021SGXaSGX__ZTX_a[

1.2 5

106 qeneticGvariationGaffectsGmorphologicalGretinalGphenotypesGextractedGfromG–uGliobankGopticalG
coherenceGtomographyGimagesUGPLoSbGeneticsSG2021SGXaSGeXWWc[ca 6 5

105 lurdenGofGgeneticGriskGvariantsGinGmultipleGsclerosisGfamiliesGinGtheGxetherlandsUGMultiplebSclerosisb
JournalbobExperimentalnbTranslationalbandbClinicalSG2016SGYSGYW]]YXaZX__[baYX 2 5

104 sdentificationGofGZaXGgeneticGvariantsGforGageGatGfirstGsexGandGbirthGlinkedGtoGexternalisingGbehaviourUG
NaturebHumanbBehaviourSG2021SG 12.8 5

(2021-2001)
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103 mharacteristicsGofGpUqlnZ_b”erGwyocilinG ariantGandGsnfluenceGofGzolygenicG’iskGonGqlaucomaG
zenetranceGinGtheG–uGliobankUGOphthalmologySG2021SGXYbSGXZWWTXZXX 7.3 5

102 yccupationalGexposureGtoGgasesVfumesGandGmineralGdustGaffectGnxkGmethylationGlevelsGofGgenesG
regulatingGexpressionUGHumanbMolecularbGeneticsSG2019SGYbSGY[aaTY[b] 5.6 4

101 oxomeGsequencingGidentifiesGthreeGnovelGknTassociatedGgenesUGAlzheimerisbandbDementiaSG2020SGX_SGeW[X]cY1.2 4

100 mnr_GandGrkqrGproteinGlevelsGinGplasmaGassociateGwithGklzheimerNsGdiseaseGinGkzyoG˛µ[GcarriersUG
ScientificbReportsSG2020SGXWSGbYZZ 4.9 4

99 “mokingTbyTgenotypeGinteractionGinGtypeGYGdiabetesGriskGandGfastingGglucoseUGPLoSbONESG2020SGX]SGeWYZWbX]3.7 4

98 kssociationGofGtheGsqpXGgeneGwithGfastingGinsulinGlevelsUGEuropeanbJournalbofbHumanbGeneticsSG2016SG
Y[SGXZZaT[Z 5.3 4

97 “trengtheningGtheGreportingGofGgeneticGriskGpredictionGstudiesGOq’sz“PdGexplanationGandGelaborationUG
EuropeanbJournalbofbHumanbGeneticsSG2011SGXcSGXbGpGprecedingG[c[ 5.3 4

96 xoGevidenceGforGprionGproteinGgeneGlocusGmultiplicationGinGmreutzfeldtTtakobGdiseaseUGNeuroscienceb
LettersSG2010SG[aYSGX_Tb 3.3 4

95 ”heGfirstGcaseGofGvariantGmreutzfeldtTtakobGdiseaseGinG”heGxetherlandsUGJournalbofbNeurologySG2007SG
Y][SGc]bT_W 5.5 4

94 ovidenceGforGnovelGlociGforGlateTonsetGzarkinsonNsGdiseaseGinGaGgeneticGisolateGfromGtheGxetherlandsUG
HumanbGeneticsSG2006SGXXcSG]XT_W 6.3 4

93 zhenotypicGsubtypesGinGattentionGdeficitGhyperactivityGdisorderGinGanGisolatedGpopulationUGEuropeanb
JournalbofbEpidemiologySG2005SGYWSGabcTc[ 12.1 4

92 qeneticGanalysisGofGoverGoneGmillionGpeopleGidentifiesG]Z]GnovelGlociGforGbloodGpressure 4

91 zhenomeTwideGsnvestigationGofGrealthGyutcomesGkssociatedGwithGqeneticGzredispositionGtoGvoneliness 4

90 qenomeTwideGassociationGstudyGofGplasmaGtriglyceridesSGphospholipidsGandGrelationGtoG
cardioTmetabolicGriskGfactors 4

89 ”issueT“pecificGklterationGofGwetabolicGzathwaysGsnfluencesGqlycemicG’egulation 4

88 qeneticGneterminantsGofGolectrocardiographicGzTWaveGnurationGandG’elationGtoGktrialGpibrillationUG
CirculationbGenomicbandbPrecisionbMedicineSG2020SGXZSGZbaTZc] 5.2 4

87 wultiomicsGintegrativeGanalysisGidentifiesGalleleTspecificGbloodGbiomarkersGassociatedGtoGklzheimerNsG
diseaseGetiopathogenesisUGAgingSG2021SGXZSGcYaaTcZYc 5.6 4

86 ovaluationGofG“haredGqeneticG“usceptibilityGtoGrighGandGvowGwyopiaGandGryperopiaUGJAMAb
OphthalmologySG2021SGXZcSG_WXT_Wc 3.9 4
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85 pXTWYTWZdGwetabolitesGkssociatedGwithGmognitiveGpunctionGinGtheG’otterdamG“tudyGandGorasmusG
’ucphenGpamilyG“tudyG2016SGXYSGzX_]TzX_] 4

84 kGnovelGmethodGforGserumGlipoproteinGprofilingGusingGhighGperformanceGcapillaryGisotachophoresisUG
AnalyticabChimicabActaSG2016SGc[[SG]aT_c 6.6 4

83 qenomeTwideGstudyGofGnxkGmethylationGshowsGalterationsGinGmetabolicSGinflammatorySGandG
cholesterolGpathwaysGinGkv“UUGSciencebTranslationalbMedicineSG2022SGX[SGeabjWY_[ 17.5 4

82 snterferonGgammaGreceptorGYGgeneGvariantsGareGassociatedGwithGliverGfibrosisGinGtheGgeneralG
populationdGtheG’otterdamG“tudyUGGutSG2015SG_[SG_cYT[ 19.2 3

81 qeneTeducationalGattainmentGinteractionsGinGaGmultiTancestryGgenomeTwideGmetaTanalysisGidentifyG
novelGbloodGpressureGlociUGMolecularbPsychiatrySG2021SGY_SGYXXXTYXY] 15.1 3

80 qenomeTwideGkssociationG“tudyGofGmhangeGinGpastingGqlucoseGoverGtimeGinGXZSbWaGnonTdiabeticG
ouropeanGkncestryGsndividualsUGScientificbReportsSG2019SGcSGc[Zc 4.9 3

79 snfectiousGmononucleosisTlinkedGrvkGclassGsGsingleGnucleotideGpolymorphismGisGassociatedGwithG
multipleGsclerosisUGMultiplebSclerosisbJournalSG2010SGX_SGXZWZTa 5 3

78  ariationGinGtheGsqpTXGgeneGisGassociatedGwithGlymphocyteGsubsetGcountsGinGneonatesdGtheG
qenerationG’G“tudyUGClinicalbEndocrinologySG2009SGaWSG]ZTc 3.4 3

77
snterpretationGandGactionabilityGofGgeneticGvariantsGinGcardiomyopathiesdGaGpositionGstatementGfromG
theGouropeanG“ocietyGofGmardiologyGmouncilGonGcardiovascularGgenomicsUUGEuropeanbHeartbJournalSG
2022SG

9.5 3

76 kssociationGofGlysophosphatidicGacidsGwithGcerebrospinalGfluidGbiomarkersGandGprogressionGtoG
klzheimerNsGdiseaseUGAlzheimerisbResearchbandbTherapySG2020SGXYSGXY[ 9 3

75 kGcrossTomicsGintegrativeGstudyGofGmetabolicGsignaturesGofGchronicGobstructiveGpulmonaryGdiseaseUG
BMCbPulmonarybMedicineSG2020SGYWSGXcZ 3.5 3

74 wultiTancestryGgenomeTwideGgeneTsleepGinteractionsGidentifyGnovelGlociGforGbloodGpressureUG
MolecularbPsychiatrySG2021SG 15.1 3

73 kGmombinedGvinkageGandGoxomeG“equencingGknalysisGforGolectrocardiogramGzarametersGinGtheG
orasmusG’ucphenGpamilyG“tudyUGFrontiersbinbGeneticsSG2016SGaSGXcW 4.5 3

72 mirculatingGmetabolitesGareGassociatedGwithGbrainGatrophyGandGwhiteGmatterGhyperintensitiesUG
AlzheimerisbandbDementiaSG2021SGXaSGYW]TYX[ 1.2 3

71 kntiepilepticGdrugGregimensGandGmajorGcongenitalGabnormalitiesGinGtheGoffspringG1999SG[_SGaZc 3

70  ariantsGinG””mY]GaffectGautisticGtraitGinGpatientsGwithGautismGspectrumGdisorderGandGgeneralG
populationUGEuropeanbJournalbofbHumanbGeneticsSG2017SGY]SGcbYTcba 5.3 2

69 sndependentGwultipleGpactorGkssociationGknalysisGforGwultiblockGnataGinGsmagingGqeneticsUG
NeuroinformaticsSG2019SGXaSG]bZT]cY 3.2 2

68 vimitedGoverlapGinGsignificantGhitsGbetweenGgenomeTwideGassociationGstudiesGonGtwoGairflowG
obstructionGdefinitionsGinGtheGsameGpopulationUGBMCbPulmonarybMedicineSG2019SGXcSG]b 3.5 2

(2019-2016)

45



67 weasurementGandGgeneticGarchitectureGofGlifetimeGdepressionGinGtheGxetherlandsGasGassessedGbyG
vsnk“GOvifetimeGnepressionGkssessmentG“elfTreportPUGPsychologicalbMedicineSG2020SGXTXW 6.9 2

66 kGcombinedGlinkageSGmicroarrayGandGexomeGanalysisGsuggestsGwkzZuXXGasGaGcandidateGgeneGforGleftG
ventricularGhypertrophyUGBMCbMedicalbGenomicsSG2018SGXXSGYY 3.7 2

65 wetabolomicsGrevealsGaGlinkGbetweenGhomocysteineGandGlipidGmetabolismGandGleukocyteGtelomereG
lengthdGtheGoxqkqoGconsortiumUGScientificbReportsSG2019SGcSGXX_YZ 4.9 2

64 z[TYbYdGzvnZGk““ymsk”o“G”yGz’yvsxoGkGz’yzy“onGlsywk’uo’GsxGwkz“”yxoGo”GkvG2014SGXWSGzbbaTzbbb 2

63 ’eplyGtoG“tephanGet´ alUUGAmericanbJournalbofbHumanbGeneticsSG2008SGbZSGXZX 11 2

62 ypportunitiesGforGpopulationTbasedGstudiesGofGcomplexGgeneticGdisordersGafterGtheGhumanGgenomeG
projectUGEpidemiologySG2001SGXYSGZ_WT[ 3.1 2

61
kssociationGofG“mokingSGklcoholGmonsumptionSGlloodGzressureSGlodyGwassGsndexSGandGqlycemicG’iskG
pactorsGWithGkgeT’elatedGwacularGnegenerationdGkGwendelianG’andomizationG“tudyUGJAMAb
OphthalmologySG2021SG

3.9 2

60 klteredGlileGkcidGzrofileGkssociatesGwithGmognitiveGsmpairmentGinGklzheimerâ��sGniseaseGâ��GknG
omergingG’oleGforGqutGwicrobiome 2

59 xovelG’areGqeneticG ariantsGkssociatedGwithGkirflowGybstructionGinGtheGqeneralGzopulationUG
AmericanbJournalbofbRespiratorybandbCriticalbCarebMedicineSG2020SGYWXSG[b]T[bb 10.2 2

58 “y’vXTvariantGcarriersGinGkno“Tkn“zdGkGhigherGlevelGofGvariantGpathogenicityGassociatesGwithGearlierG
ageGatGonsetGofGklzheimerNsGdiseaseUGAlzheimerisbandbDementiaSG2020SGX_SGeW[[[cY 1.2 1

57 oxomeG“equencingGknalysisGsdentifiesG’areG ariantsGinGandG”hatGkreGkssociatedGWithG“horterG
”elomereGvengthUGFrontiersbinbGeneticsSG2020SGXXSGZZa 4.5 1

56 βyYâ��Wbâ��WZεdGWryvoTqoxywoG“oQ–oxmsxqGsxGpkwsvskvGvk”oTyx“o”Gkvαroswo’NsGns“ok“oG
snox”spso“G’k’oG k’sk”syxGsxGknGmkxnsnk”oGqoxo“G2017SGXZSGz]aXTz]aY 1

55 y[TW]TWZdGWholeGexomeGsequenceGanalysisGofGwhiteGmatterGhyperintensitiesGonGcranialGw’sG2015SG
XXSGzYabTzYac 1

54 qeneticGvariationGunderlyingGcognitionGandGitsGrelationGwithGneurologicalGoutcomesGandGbrainG
imagingUGAgingSG2019SGXXSGX[[WTX[]_ 5.6 1

53 wetabolicGprofile´ changesGinGserumGofGmigraineGpatientsGdetectedGusingGrTxw’GspectroscopyUG
JournalbofbHeadachebandbPainSG2021SGYYSGX[Y 8.8 1

52 niscoveringGpatternsGofGpleiotropyGinGgenomeTwideGassociationGstudies 1

51 xovelGbloodGpressureGlocusGandGgeneGdiscoveryGusingGqWk“GandGexpressionGdatasetsGfromGbloodG
andGtheGkidney 1

50 oxomeGsequencingGidentifiesGrareGdamagingGvariantsGinGtheGk”zbl[GandGklmkXGgenesGasGnovelGriskG
factorsGforGklzheimerâ��sGnisease 1
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49 zroteinTmodingG ariantsGsmplicateGxovelGqenesG’elatedGtoGvipidGromeostasisGmontributingGtoGlodyG
patGnistribution 1

48 “earchGforGearlyGpancreaticGcancerGbloodGbiomarkersGinGfiveGouropeanGprospectiveGpopulationG
biobanksGusingGmetabolomics 1

47 wultiTancestryGanalysisGofGgeneTsleepGinteractionsGinGXY_ScY_GindividualsGidentifiesGmultipleGnovelG
bloodGlipidGlociGthatGcontributeGtoGourGunderstandingGofGsleepTassociatedGadverseGbloodGlipidGprofile 1

46 ”heGgenomicGarchitectureGofGbloodGmetabolitesGbasedGonGaGdecadeGofGgenomeTwideGanalyses 1

45 qeneticGzredispositionGtoGmoronaryGkrteryGniseaseGinG”ypeGYGniabetesGwellitusUGCirculationbGenomicb
andbPrecisionbMedicineSG2020SGXZSGeWWYa_c 5.2 1

44 zlasmaGlrainTnerivedGxeurotropicGpactorGvevelsGkreGkssociatedGwithGkgingGandG“mokingGlutGxotG
withGputureGnementiaGinGtheG’otterdamG“tudyUGJournalbofbAlzheimerisbDiseaseSG2021SGbWSGXXZcTXX[c 4.3 1

43 zXTZbXdGovaluationGofG”heGkbsoluteGqeneticG’iskGofGklzheimerNsGniseaseGinG”heGkgingGzopulationG
2016SGXYSGz]abTz]ab 1

42 WholeTqenomeGvinkageG“canGmombinedGWithGoxomeG“equencingGsdentifiesGxovelGmandidateGqenesG
forGmarotidGsntimaTwediaG”hicknessUGFrontiersbinbGeneticsSG2018SGcSG[YW 4.5 1

41
qenomeTwideGmetaTanalysisGofGlateTonsetGklzheimerâ��sGdiseaseGusingGrareGvariantGimputationGinG
_]S_WYGsubjectsGidentifiesGriskGlociGwithGrolesGinGmemorySGneurodevelopmentSGandGcardiometabolicG
traitsdG”heGinternationalGgenomicsGofGklzheimerâ��sGprojectGOsqkzPUGAlzheimerisbandbDementiaSG2020SG
X_SGeW[[XcZ

1.2 0

40 mlostridiumGshowsGaGhigherGabundanceGinGlessGneurovascularGandGneurodegenerativeGchangesdGkG
microbiomeTwideGassociationGstudyUGAlzheimerisbandbDementiaSG2020SGX_SGeW[[a[Z 1.2 0

39 zrionGproteinGcodonGXYcGpolymorphismGinGmildGcognitiveGimpairmentGandGdementiadGtheG’otterdamG
“tudyUGBrainbCommunicationsSG2020SGYSGfcaaWZW 4.5 0

38 qeneticGscreeningGforGcommonGmutationsdGlessonsGfromGhereditaryGhemochromatosisUGEuropeanb
JournalbofbEpidemiologySG2003SGXbSGZT[ 12.1 0

37 kGmultiTomicsGstudyGofGcirculatingGphospholipidGmarkersGofGbloodGpressureUUGScientificbReportsSG2022SG
XYSG]a[ 4.9 0

36 kssociationGofGlowTfrequencyGandGrareGcodingGvariantsGwithGinformationGprocessingGspeedUG
TranslationalbPsychiatrySG2021SGXXSG_XZ 8.6 0

35
qenomeTwideGassociationGstudyGofGfrontotemporalGdementiaGidentifiesGaGmcy’paYGhaplotypeGwithGaG
medianGofGXYTq[mYGrepeatsGthatGpredisposesGtoGpathologicalGrepeatGexpansionsUGTranslationalb
PsychiatrySG2021SGXXSG[]X

8.6 0

34 nxkGmethylationGinGperipheralGtissuesGandGleftThandednessUUGScientificbReportsSG2022SGXYSG]_W_ 4.9 0

33 mrossTomicsGstudiesGofGtheGroleGofGapolipoproteinGoGinGklzheimerâ��sGdiseaseGandGdementiadG“earchingG
commonGpathwaysGinGpatientsSGpopulationsGandGcellularGmodelsUGAlzheimerisbandbDementiaSG2020SGX_SGeW[WYbY1.2

32 knalysisGofGindividualGfamiliesGimplicatesGnoncodingGnxkGvariationGandGmultipleGbiologicalGpathwaysG
inGklzheimerâ��sGdiseaseGriskUGAlzheimerisbandbDementiaSG2020SGX_SGeW[_[]_ 1.2

(2020-)
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31 yYTXWTWYdGqeneticGneterminantsGofGw’sG“ubcorticalGlrainG“tructuresdGY[GxovelGvociGsdentifiedG
”hroughGqwasGinGY_SWWWGzersonsG2016SGXYSGzY]XTzY]X

30 “tandardGprocessTorientedGworkflowGintroducesGpreTanalyticalGerrorGwhenGusedGinGlargeGstudyG
sampleGbatchesUGClinicalbChemistrybandbLaboratorybMedicineSG2018SG]_SGeYaaTeYac 5.9

29 y[TWbTWZdGqoxo”smG’s“uGypGxo–’ynoqoxo’k”s oGns“ok“o“Gs“Gk““ymsk”onGWs”rGwsvnG
myqxs”s oGswzks’wox”GkxnGmyx o’“syxG”yGnowox”skdG”roG’y””o’nkwG“”–nöG2014SGXWSGzY_aTzY_a

28 zXTX_adG“o’–wGvszymkvsxTYdGwyxs”y’sxqG”roGxo–’yzk”ryvyqsmkvGz’yq’o““syxGypGknGsxG
nyWxG“öxn’ywoiG2014SGXWSGzZ_XTzZ_X

27 y[TW]TWYdGqenomeTwideGassociationGstudyGofGlobarGbrainGvolumesG2015SGXXSGzYabTzYab

26 βzZâ��Y[bεdGzvk“wkGkwövysnGlo”kGvo ov“SGmo’ol’kvG“wkvvT o““ovGns“ok“o“GkxnGmyqxs”syxdG
”roG’y””o’nkwG“”–nöG2017SGXZSGzXWZ]TzXWZa

25 βzZâ��YY_εdGz’ypsvsxqGzo’szro’kvGwo”klyvsmGnö“’oq–vk”syxGsxGkvαroswo’NsGns“ok“odG”roG
knnonG kv–oGypGw–v”szvoG“sqxk”–’o“G2017SGXZSGzXWY[TzXWY]

24 βzXâ��XZcεdGzk”rWköT“zomspsmGqoxo”smG’s“uG“my’oGk““ymsk”onGWs”rGkvαroswo’NsGns“ok“oGkxnG
Wrs”oGwk””o’Gvo“syx“GsxGmyqxs”s ovöGxy’wkvG“–ltom”“G2017SGXZSGzYc]TzYc_

23 vargeT“caleGqenomicGknalysesGvinkG’eproductiveGkgingGtoGrypothalamicG“ignalingSGlreastGmancerG
“usceptibilitySGandGl’mkXTwediatedGnxkG’epairUGObstetricalbandbGynecologicalbSurveySG2015SGaWSGa]bTa_Y2.4

22 zYTWY[dGWholeTexomeGsequencingGinGdutchGfamiliesGwithGklzheimerNsGdiseaseG2015SGXXSGz[cWTz[cW

21 yZTXZTWXdGWholeGgenomeGsequencingGofGlateTonsetGklzheimerNsGdiseaseGpatientsGfromGgeneticG
isolateG2015SGXXSGzY]WTzY]X

20 y[TW[TW]dGk““ymsk”syxGypGkvαroswo’Gns“ok“oGqWk“GvymsGWs”rGw’sTwk’uo’“GypGl’ksxG
kqsxqG2014SGXWSGzY]bTzY]b

19 yZTWXTWXdGqenomeTwideGassociationGstudiesGofGhippocampalGvolumedG”heGmrk’qoGconsortiumG2011SG
aSG“[c]T“[c_

18 zed_yutlierGsoftwareGforGautomaticGidentificationGofGwithinTfamilyGoutliersUGComputationalbBiologyb
andbChemistrySG2010SGZ[SGY[YTZ 3.6

17 yXTWcTWXdGqenomewideGvinkageGknalysisGsdentifiesGxovelGmandidateGqenesGforGklzheimerâ��sGniseaseG
2016SGXYSGzXc_TzXc_

16 yXTWcTWZdGWholeGqenomeG“equencingGinGpamilialGvateTynsetGklzheimerâ��sGniseaseGsdentifiesG
 ariationsGinG””mZGandGp“szYG2016SGXYSGzXcaTzXca

15
yXTWcTW[dGsdentificationGofGWholeGoxomeG“equencingG ariantsGkssociatedGwithGvateTynsetG
klzheimerNsGniseaseGinGtheGmohortsGforGreartGandGkgingG’esearchGinGqenomicGopidemiologyG
OmhargePGmonsortiumG2016SGXYSGzXcaTzXcb
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