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Durum wheat genome highlights past domestication signatures and future improvement targets.
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Importance of Landraces in Cereal Breeding for Stress Tolerance. Plants, 2021, 10, 1267.
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Genetic marRers associated to arbuscular mycorrhizal colonization in durum wheat. Scientific
Reports, 2018, 8, 10612.
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Durum wheat genes up-regulated in the early phases of cold stress are modulated by drought in a

developmental and genotype dependent manner. Plant Science, 2007, 172, 1005-1016.

Specialized metabolites: Physiological and biochemical role in stress resistance, strategies to improve
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Genetic Mapping of Loci for Resistance to Stem Rust in a Tetraploid Wheat Collection. International
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