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j Paper IF Citations

145 yenomics[drivenMscreeningMforMcausalMdeterminantsMofMsuicideMattempt]]MAustralianiandiNewiZealandi
JournaliofiPsychiatryZM2022ZMfjhifddcbkcfkk 2.6 0

144 sMuomparisonMofMTenMPolygenicMScoreMMethodsMforMPsychiatricMvisordersMsppliedMscrossMMultipleM
uohorts]MBiologicaliPsychiatryZM2021ZMkbZMhcc[hdb 7.9 17

143 yenome[wideMassociationMstudyMofMmoreMthanMfbZbbbMbipolarMdisorderMcasesMprovidesMnewMinsightsM
intoMtheMunderlyingMbiology]MNatureiGeneticsZM2021ZMgeZMjci[jdk 36.3 83

142 PhenotypicMsignaturesMinMclinicalMdataMenableMsystematicMidentificationMofMpatientsMforMgeneticM
testing]MNatureiMedicineZM2021ZMdiZMcbki[ccbf 50.5 3

141 yeneticMriskMforMmajorMdepressiveMdisorderMandMlonelinessMinMsex[specificMassociationsMwithMcoronaryM
arteryMdisease]MMoleculariPsychiatryZM2021ZMdhZMfdgf[fdhf 15.1 9

140 ulinicalMlaboratoryMtest[wideMassociationMscanMofMpolygenicMscoresMidentifiesMbiomarkersMofMcomplexM
disease]MGenomeiMedicineZM2021ZMceZMh 14.4 11

139 uharacterisationMofMageMandMpolarityMatMonsetMinMbipolarMdisorder]]MBritishiJournaliofiPsychiatryZM2021ZM
dckZMhgk[hhk 5.4 2

138  nvestigatingMrareMpathogenicalikelyMpathogenicMexonicMvariationMinMbipolarMdisorder]MMoleculari
PsychiatryZM2021ZMdhZMgdek[gdgb 15.1 3

137 Vwyx[familyMbrainMproteinMabundancelMsssociationsMwithMslzheimerTsMdiseaseMpathologyMandM
cognitiveMdecline]]MAlzheimerssiandiDementiaZM2021ZMciMSupplMeZMebgdkjf 1.2

136 SexMdifferencesMinMtheMgeneticMarchitectureMunderlyingMresilienceMinMsv]]MAlzheimerssiandiDementiaZM
2021ZMciMSupplMeZMebggbcb 1.2

135 xunctionalMannotationMofMrareMstructuralMvariationMinMtheMhumanMbrain]MNatureiCommunicationsZM2020ZM
ccZMdkkb 17.4 18

134 uharacterizationMofMSingleMyeneMuopyMNumberMVariantsMinMSchizophrenia]MBiologicaliPsychiatryZM2020ZM
jiZMieh[iff 7.9 8

133 TheMyeneticsMofMtheMMoodMvisorderMSpectrumlMyenome[wideMsssociationMsnalysesMofMMoreMThanM
cjgZbbbMuasesMandMfekZbbbMuontrols]MBiologicaliPsychiatryZM2020ZMjjZMchk[cjf 7.9 57

132 sPOwM˛µf[specificMassociationsMofMVwyxMgeneMfamilyMexpressionMwithMcognitiveMagingMandMslzheimerTsM
disease]MNeurobiologyiofiAgingZM2020ZMjiZMcj[dg 5.6 7

131 snalysisMofMyeneticallyMRegulatedMyeneMwxpressionM dentifiesMaMPrefrontalMPTSvMyeneZMSNRNPegZM
SpecificMtoMMilitaryMuohorts]MCelliReportsZM2020ZMecZMcbiich 10.6 21

130 yeneticMvariantsMandMfunctionalMpathwaysMassociatedMwithMresilienceMtoMslzheimerTsMdisease]MBrainZM
2020ZMcfeZMdghc[dgig 11.2 25

129 SignificantMsharedMheritabilityMunderliesMsuicideMattemptMandMclinicallyMpredictedMprobabilityMofM
attemptingMsuicide]MMoleculariPsychiatryZM2020ZMdgZMdfdd[dfeb 15.1 36

Douglas M Ruderfer

2



128 wxpandingMculturalMandMancestralMrepresentationMinMpsychiatricMgeneticMstudies]M
NeuropsychopharmacologyZM2020ZMfgZMcgke[cgkf 8.7 1

127 yenome[wideMassociationMstudyMidentifiesMebMlociMassociatedMwithMbipolarMdisorder]MNatureiGeneticsZM
2019ZMgcZMike[jbe 36.3 662

126 yeneMexpressionMimputationMacrossMmultipleMbrainMregionsMprovidesMinsightsMintoMschizophreniaMrisk]M
NatureiGeneticsZM2019ZMgcZMhgk[hif 36.3 99

125
Population[basedMidentity[by[descentMmappingMcombinedMwithMexomeMsequencingMtoMdetectMrareM
riskMvariantsMforMschizophrenia]MAmericaniJournaliofiMedicaliGeneticsiPartiB:iNeuropsychiatrici
GeneticsZM2019ZMcjbZMdde[dec

3.5 2

124 PenetranceMandMPleiotropyMofMPolygenicMRiskMScoresMforMSchizophreniaMinMcbhZchbMPatientsMscrossM
xourMzealthMuareMSystems]MAmericaniJournaliofiPsychiatryZM2019ZMcihZMjfh[jgg 11.9 73

123 uontributionMofMRareMuopyMNumberMVariantsMto´ tipolarMvisorderMRiskM sMLimitedMtoMSchizoaffectiveM
uases]MBiologicaliPsychiatryZM2019ZMjhZMccb[cck 7.9 20

122  mprovingMgeneticMpredictionMbyMleveragingMgeneticMcorrelationsMamongMhumanMdiseasesMandMtraits]M
NatureiCommunicationsZM2018ZMkZMkjk 17.4 76

121 uommonMschizophreniaMallelesMareMenrichedMinMmutation[intolerantMgenesMandMinMregionsMunderM
strongMbackgroundMselection]MNatureiGeneticsZM2018ZMgbZMejc[ejk 36.3 787

120 yeneticMvalidationMofMbipolarMdisorderMidentifiedMbyMautomatedMphenotypingMusingMelectronicMhealthM
records]MTranslationaliPsychiatryZM2018ZMjZMjh 8.6 14

119 SharedMmolecularMneuropathologyMacrossMmajorMpsychiatricMdisordersMparallelsMpolygenicMoverlap]M
ScienceZM2018ZMegkZMhke[hki 33.3 547

118 PhenotypeMriskMscoresMidentifyMpatientsMwithMunrecognizedMMendelianMdiseaseMpatterns]MScienceZM
2018ZMegkZMcdee[cdek 33.3 101

117 yenomicMvissectionMofMtipolarMvisorderMandMSchizophreniaZM ncludingMdjMSubphenotypes]MCellZM2018ZM
cieZMcibg[cicg]ech 56.2 360

116 LearningMOpportunitiesMforMvrugMRepositioningMviaMyWsSMandMPheWsSMxindings]MAMIAiSummitsioni
TranslationaliScienceiProceedingsZM2018ZMdbciZMdei[dfh 1.1 3

115 yeneticMriskMforMschizophreniaMandMautismZMsocialMimpairmentMandMdevelopmentalMpathwaysMtoM
psychosis]MTranslationaliPsychiatryZM2018ZMjZMdbf 8.6 9

114 db]fMMOvwL NyMTzwMuONTR tUT ONMOxMuOMMONMVsR sNTSMTOMSuz ZOPzRwN sMR SK]M
SchizophreniaiBulletinZM2018ZMffZMSef[Sef 1.3 78

113 LandscapeMofMuonditionalMeQTLMinMvorsolateralMPrefrontalMuortexMandMuo[localizationMwithM
SchizophreniaMyWsS]MAmericaniJournaliofiHumaniGeneticsZM2018ZMcbdZMcchk[ccjf 11 73

112 wstimationMofMyeneticMuorrelationMviaMLinkageMvisequilibriumMScoreMRegressionMandMyenomicM
RestrictedMMaximumMLikelihood]MAmericaniJournaliofiHumaniGeneticsZM2018ZMcbdZMccjg[cckf 11 55

111 TheMwxsuMbrowserlMdisplayingMreferenceMdataMinformationMfromMoverMhbMbbbMexomes]MNucleiciAcidsi
ResearchZM2017ZMfgZMvjfb[vjfg 20.1 348

(2017-2020)
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110 cbbbMyenomes[basedMmeta[analysisMidentifiesMcbMnovelMlociMforMkidneyMfunction]MScientificiReportsZM
2017ZMiZMfgbfb 4.9 70

109 Large[ScaleM dentificationMofMuommonMTraitMandMviseaseMVariantsMsffectingMyeneMwxpression]M
AmericaniJournaliofiHumaniGeneticsZM2017ZMcbbZMjjg[jkf 11 48

108 snMwxpandedMyenome[WideMsssociationMStudyMofMTypeMdMviabetesMinMwuropeans]MDiabetesZM2017ZMhhZMdjjj[dkbd0.9 414

107 andMLociM dentifiedMthroughMLarge[ScaleMwxomeMuhipMsnalysisMRegulateMKidneyMvevelopmentMandM
xunction]MJournaliofitheiAmericaniSocietyiofiNephrology:iJASNZM2017ZMdjZMkjc[kkf 12.7 30

106  ntegratedMtayesianManalysisMofMrareMexonicMvariantsMtoMidentifyMriskMgenesMforMschizophreniaMandM
neurodevelopmentalMdisorders]MGenomeiMedicineZM2017ZMkZMccf 14.4 48

105 yeneticMidentificationMofMaMcommonMcollagenMdiseaseMinMpuertoMricansMviaMidentity[by[descentM
mappingMinMaMhealthMsystem]MELifeZM2017ZMhZM 8.9 44

104 uontributionMofMcopyMnumberMvariantsMtoMschizophreniaMfromMaMgenome[wideMstudyMofMfcZedcM
subjects]MNatureiGeneticsZM2017ZMfkZMdi[eg 36.3 530

103 TranscriptionalMsignaturesMofMschizophreniaMinMhiPSu[derivedMNPusMandMneuronsMareMconcordantMwithM
post[mortemMadultMbrains]MNatureiCommunicationsZM2017ZMjZMdddg 17.4 92

102 snalysisMofMprotein[codingMgeneticMvariationMinMhbZibhMhumans]MNatureZM2016ZMgehZMdjg[kc 50.4 6940

101 PatternsMofMgenicMintoleranceMofMrareMcopyMnumberMvariationMinMgkZjkjMhumanMexomes]MNaturei
GeneticsZM2016ZMfjZMccbi[cc 36.3 135

100 vysregulationMofMmiRNs[kMinMaMSubsetMofMSchizophreniaMPatient[verivedMNeuralMProgenitorMuells]M
CelliReportsZM2016ZMcgZMcbdf[cbeh 10.6 82

99
yenome[wideMassociationMstudyMrevealsMgreaterMpolygenicMloadingMforMschizophreniaMinMcasesMwithMaM
familyMhistoryMofMillness]MAmericaniJournaliofiMedicaliGeneticsiPartiB:iNeuropsychiatriciGeneticsZM2016
ZMcictZMdih[jk

3.5 23

98 SchizophreniaMriskMfromMcomplexMvariationMofMcomplementMcomponentMf]MNatureZM2016ZMgebZMcii[je 50.4 1352

97 QuantifyingMprionMdiseaseMpenetranceMusingMlargeMpopulationMcontrolMcohorts]MScienceiTranslationali
MedicineZM2016ZMjZMeddrak 17.5 205

96 PolygenicMoverlapMbetweenMschizophreniaMriskMandMantipsychoticMresponselMaMgenomicMmedicineM
approach]MLancetiPsychiatryytheZM2016ZMeZMegb[i 23.3 77

95 yeneticMassociationsMatMgeMlociMhighlightMcellMtypesMandMbiologicalMpathwaysMrelevantMforMkidneyM
function]MNatureiCommunicationsZM2016ZMiZMcbbde 17.4 295

94 yeneticMinfluencesMonMschizophreniaMandMsubcorticalMbrainMvolumeslMlarge[scaleMproofMofMconcept]M
NatureiNeuroscienceZM2016ZMckZMfdb[fec 25.5 163

93 yenome[wideMassociationMstudyMidentifiesMSwSTvcMasMaMnovelMriskMgeneMforMlithium[responsiveM
bipolarMdisorder]MMoleculariPsychiatryZM2016ZMdcZMcdkb[i 15.1 45
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92 NoMReliableMsssociationMbetweenMRunsMofMzomozygosityMandMSchizophreniaMinMaMWell[PoweredM
ReplicationMStudy]MPLoSiGeneticsZM2016ZMcdZMecbbhefe 6 15

91 yeneMexpressionMelucidatesMfunctionalMimpactMofMpolygenicMriskMforMschizophrenia]MNaturei
NeuroscienceZM2016ZMckZMcffd[cfge 25.5 622

90  ncreasedMburdenMofMultra[rareMprotein[alteringMvariantsMamongMfZjiiMindividualsMwithMschizophrenia]M
NatureiNeuroscienceZM2016ZMckZMcfee[cffc 25.5 291

89 veepMphenotypingMpredictsMzuntingtonTsMgenotype]MNatureiBiotechnologyZM2016ZMefZMjde[f 44.5 2

88 PsychiatricMgenome[wideMassociationMstudyManalysesMimplicateMneuronalZMimmuneMandMhistoneM
pathways]MNatureiNeuroscienceZM2015ZMcjZMckk[dbk 25.5 572

87 NoMevidenceMforMrareMrecessiveMandMcompoundMheterozygousMdisruptiveMvariantsMinMschizophrenia]M
EuropeaniJournaliofiHumaniGeneticsZM2015ZMdeZMggg[i 5.3 17

86 snalysisMofMexomeMsequenceMinMhbfMtriosMforMrecessiveMgenotypesMinMschizophrenia]MTranslationali
PsychiatryZM2015ZMgZMehbi 8.6 25

85 ValidationMofMelectronicMhealthMrecordMphenotypingMofMbipolarMdisorderMcasesMandMcontrols]MAmericani
JournaliofiPsychiatryZM2015ZMcidZMehe[id 11.9 79

84 zumanMgenomics]MwffectMofMpredictedMprotein[truncatingMgeneticMvariantsMonMtheMhumanM
transcriptome]MScienceZM2015ZMefjZMhhh[k 33.3 170

83 ModelingMLinkageMvisequilibriumM ncreasesMsccuracyMofMPolygenicMRiskMScores]MAmericaniJournaliofi
HumaniGeneticsZM2015ZMkiZMgih[kd 11 649

82 uontrastingMgeneticMarchitecturesMofMschizophreniaMandMotherMcomplexMdiseasesMusingMfastM
variance[componentsManalysis]MNatureiGeneticsZM2015ZMfiZMcejg[kd 36.3 299

81 NewMdataMandManMoldMpuzzlelMtheMnegativeMassociationMbetweenMschizophreniaMandMrheumatoidM
arthritis]MInternationaliJournaliofiEpidemiologyZM2015ZMffZMcibh[dc 7.8 43

80 yeneticMfineMmappingMandMgenomicMannotationMdefinesMcausalMmechanismsMatMtypeMdMdiabetesM
susceptibilityMloci]MNatureiGeneticsZM2015ZMfiZMcfcg[dg 36.3 292

79 Vaccine[preventableMoutbreakslMstillMwithMusMafterMallMtheseMyears]MPediatriciAnnalsZM2015ZMffZMeih[jc 1.3 12

78 PredictionMofMhumanMpopulationMresponsesMtoMtoxicMcompoundsMbyMaMcollaborativeMcompetition]M
NatureiBiotechnologyZM2015ZMeeZMkee[fb 44.5 70

77 εointManalysisMofMpsychiatricMdisordersMincreasesMaccuracyMofMriskMpredictionMforMschizophreniaZM
bipolarMdisorderZMandMmajorMdepressiveMdisorder]MAmericaniJournaliofiHumaniGeneticsZM2015ZMkhZMdje[kf 11 161

76 LvMScoreMregressionMdistinguishesMconfoundingMfromMpolygenicityMinMgenome[wideMassociationM
studies]MNatureiGeneticsZM2015ZMfiZMdkc[g 36.3 2096

75  dentificationMofMpathwaysMforMbipolarMdisorderlMaMmeta[analysis]MJAMAiPsychiatryZM2014ZMicZMhgi[hf 14.5 172

(2014-2016)
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74 Whole[exomeMsequencingMidentifiesMrareMandMlow[frequencyMcodingMvariantsMassociatedMwithMLvLM
cholesterol]MAmericaniJournaliofiHumaniGeneticsZM2014ZMkfZMdee[fg 11 170

73 VariabilityMinMworkingMmemoryMperformanceMexplainedMbyMepistasisMvsMpolygenicMscoresMinMtheM
ZNxjbfsMpathway]MJAMAiPsychiatryZM2014ZMicZMiij[ijg 14.5 24

72 veMnovoMmutationsMinMschizophreniaMimplicateMsynapticMnetworks]MNatureZM2014ZMgbhZMcik[jf 50.4 1163

71 sMpolygenicMburdenMofMrareMdisruptiveMmutationsMinMschizophrenia]MNatureZM2014ZMgbhZMcjg[kb 50.4 1059

70 PartitioningMheritabilityMofMregulatoryMandMcell[type[specificMvariantsMacrossMccMcommonMdiseases]M
AmericaniJournaliofiHumaniGeneticsZM2014ZMkgZMgeg[gd 11 411

69 uopyMnumberMvariationMinMschizophreniaMinMSweden]MMoleculariPsychiatryZM2014ZMckZMihd[ie 15.1 191

68 PolygenicMdissectionMofMdiagnosisMandMclinicalMdimensionsMofMbipolarMdisorderMandMschizophrenia]M
MoleculariPsychiatryZM2014ZMckZMcbci[cbdf 15.1 258

67 tiologicalMinsightsMfromMcbjMschizophrenia[associatedMgeneticMloci]MNatureZM2014ZMgccZMfdc[i 50.4 5249

66 RareMcopyMnumberMvariationMinMtreatment[resistantMmajorMdepressiveMdisorder]MBiologicaliPsychiatryZM
2014ZMihZMgeh[fc 7.9 54

65 sMroleMforMnoncodingMvariationMinMschizophrenia]MCelliReportsZM2014ZMkZMcfci[dk 10.6 174

64 yeneticMmodifiersMandMsubtypesMinMschizophrenialMinvestigationsMofMageMatMonsetZMseverityZMsexMandM
familyMhistory]MSchizophreniaiResearchZM2014ZMcgfZMfj[ge 3.6 49

63 yenome[wideMassociationManalysisMidentifiesMceMnewMriskMlociMforMschizophrenia]MNatureiGeneticsZM
2013ZMfgZMccgb[k 36.3 1153

62 yeneticMrelationshipMbetweenMfiveMpsychiatricMdisordersMestimatedMfromMgenome[wideMSNPs]MNaturei
GeneticsZM2013ZMfgZMkjf[kf 36.3 1628

61  mplicationMofMaMrareMdeletionMatMdistalMchpcc]dMinMschizophrenia]MJAMAiPsychiatryZM2013ZMibZMdge[hb 14.5 56

60 MosaicMcopyMnumberMvariationMinMschizophrenia]MEuropeaniJournaliofiHumaniGeneticsZM2013ZMdcZMcbbi[cc 5.3 10

59 RareMcompleteMknockoutsMinMhumanslMpopulationMdistributionMandMsignificantMroleMinMautismM
spectrumMdisorders]MNeuronZM2013ZMiiZMdeg[fd 13.9 190

58  mprovedMdetectionMofMcommonMvariantsMassociatedMwithMschizophreniaMbyMleveragingMpleiotropyM
withMcardiovascular[diseaseMriskMfactors]MAmericaniJournaliofiHumaniGeneticsZM2013ZMkdZMcki[dbk 11 293

57  dentificationMofMriskMlociMwithMsharedMeffectsMonMfiveMmajorMpsychiatricMdisorderslMaMgenome[wideM
analysis]MLancetyiTheZM2013ZMejcZMceic[ceik 40 2112
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56 sllMSNPsMareMnotMcreatedMequallMgenome[wideMassociationMstudiesMrevealMaMconsistentMpatternMofM
enrichmentMamongMfunctionallyMannotatedMSNPs]MPLoSiGeneticsZM2013ZMkZMecbbeffk 6 209

55 yenome[wideMassociationManalysisMofMredMbloodMcellMtraitsMinMsfricanMsmericanslMtheMuOywNTM
Network]MHumaniMoleculariGeneticsZM2013ZMddZMdgdk[ej 5.6 48

54 uis[actingMregulationMofMbrain[specificMsNKeMgeneMexpressionMbyMaMgeneticMvariantMassociatedMwithM
bipolarMdisorder]MMoleculariPsychiatryZM2013ZMcjZMkdd[k 15.1 58

53 SchizophreniaMgeneticMvariantsMareMnotMassociatedMwithMintelligence]MPsychologicaliMedicineZM2013ZM
feZMdghe[ib 6.9 34

52 zighlyMpenetrantMalterationsMofMaMcriticalMregionMincludingMtvNxMinMhumanMpsychopathologyMandM
obesity]MArchivesiofiGeneraliPsychiatryZM2012ZMhkZMcdej[fh 16

51 sMbias[reducingMpathwayMenrichmentManalysisMofMgenome[wideMassociationMdataMconfirmedM
associationMofMtheMMzuMregionMwithMschizophrenia]MJournaliofiMedicaliGeneticsZM2012ZMfkZMkh[cbe 5.8 64

50 yenome[wideMassociationMstudyMinMaMSwedishMpopulationMyieldsMsupportMforMgreaterMuNVMandMMzuM
involvementMinMschizophreniaMcomparedMwithMbipolarMdisorder]MMoleculariPsychiatryZM2012ZMciZMjjb[h 15.1 196

49 TranslocationsMdisruptingMPzxdcsMinMtheMPotocki[Shaffer[syndromeMregionMareMassociatedMwithM
intellectualMdisabilityMandMcraniofacialManomalies]MAmericaniJournaliofiHumaniGeneticsZM2012ZMkcZMgh[id 11 42

48 SequencingMchromosomalMabnormalitiesMrevealsMneurodevelopmentalMlociMthatMconferMriskMacrossM
diagnosticMboundaries]MCellZM2012ZMcfkZMgdg[ei 56.2 441

47 veMnovoMuNVManalysisMimplicatesMspecificMabnormalitiesMofMpostsynapticMsignallingMcomplexesMinMtheM
pathogenesisMofMschizophrenia]MMoleculariPsychiatryZM2012ZMciZMcfd[ge 15.1 611

46 viscoveryMandMstatisticalMgenotypingMofMcopy[numberMvariationMfromMwhole[exomeMsequencingM
depth]MAmericaniJournaliofiHumaniGeneticsZM2012ZMkcZMgki[hbi 11 391

45 visruptionMofMaMlargeMintergenicMnoncodingMRNsMinMsubjectsMwithMneurodevelopmentalMdisabilities]M
AmericaniJournaliofiHumaniGeneticsZM2012ZMkcZMccdj[ef 11 53

44 uopyMnumberMvariationMinMsubjectsMwithMmajorMdepressiveMdisorderMwhoMattemptedMsuicide]MPLoSi
ONEZM2012ZMiZMefhecg 3.7 22

43 SchizophreniaMsusceptibilityMallelesMareMenrichedMforMallelesMthatMaffectMgeneMexpressionMinMadultM
humanMbrain]MMoleculariPsychiatryZM2012ZMciZMcke[dbc 15.1 104

42 Network[assistedMinvestigationMofMcombinedMcausalMsignalsMfromMgenome[wideMassociationMstudiesM
inMschizophrenia]MPLoSiComputationaliBiologyZM2012ZMjZMecbbdgji 5 86

41 tipolarMdisorderMandMaMhistoryMofMsuicideMattemptsMwithMaMduplicationMinMgzTRcs]MAmericaniJournaliofi
PsychiatryZM2012ZMchkZMcdce[f 11.9 3

40  nvestigationMofMtheMgeneticMassociationMbetweenMquantitativeMmeasuresMofMpsychosisMandM
schizophrenialMaMpolygenicMriskMscoreManalysis]MPLoSiONEZM2012ZMiZMeeijgd 3.7 53

39 yenome[wideMassociationMstudyMidentifiesMfiveMnewMschizophreniaMloci]MNatureiGeneticsZM2011ZMfeZMkhk[ih 36.3 1508

(2011-2013)
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38 TwoMnon[synonymousMmarkersMinMPTPNdcZMidentifiedMbyMgenome[wideMassociationMstudyM
data[miningMandMreplicationZMareMassociatedMwithMschizophrenia]MSchizophreniaiResearchZM2011ZMcecZMfe[gc3.6 19

37 yeneticMclassificationMofMpopulationsMusingMsupervisedMlearning]MPLoSiONEZM2011ZMhZMecfjbd 3.7 14

36 MolecularMpathwaysMinvolvedMinMneuronalMcellMadhesionMandMmembraneMscaffoldingMcontributeMtoM
schizophreniaMandMbipolarMdisorderMsusceptibility]MMoleculariPsychiatryZM2011ZMchZMdjh[kd 15.1 175

35 yWsMstudyMdataMminingMandMindependentMreplicationMidentifyMcardiomyopathy[associatedMgM
UuMYsgVMasMaMriskMgeneMforMschizophrenia]MMoleculariPsychiatryZM2011ZMchZMccci[dk 15.1 58

34 sMfamily[basedMstudyMofMcommonMpolygenicMvariationMandMriskMofMschizophrenia]MMoleculariPsychiatryZM
2011ZMchZMjji[j 15.1 26

33
sssessmentMofMdqde]cMmicrodeletionMsyndromeMimplicatesMMtvgMasMaMsingleMcausalMlocusMofM
intellectualMdisabilityZMepilepsyZMandMautismMspectrumMdisorder]MAmericaniJournaliofiHumaniGeneticsZM
2011ZMjkZMggc[he

11 166

32 Large[scaleMgenome[wideMassociationManalysisMofMbipolarMdisorderMidentifiesMaMnewMsusceptibilityM
locusMnearMOvZf]MNatureiGeneticsZM2011ZMfeZMkii[je 36.3 1094

31 [Sf]e]lMLarge[scaleMgeneticMstudiesMofMrareMandMcommonMvariationMinMschizophreniaMrisk]MInternationali
JournaliofiDevelopmentaliNeuroscienceZM2010ZMdjZMhfi[hfi 2.7

30 xamily[basedMgeneticMriskMpredictionMofMmultifactorialMdisease]MGenomeiMedicineZM2010ZMdZMd 14.4 13

29 xine[mappingMrevealsMnovelMalternativeMsplicingMofMtheMdopamineMtransporter]MAmericaniJournaliofi
MedicaliGeneticsiPartiB:iNeuropsychiatriciGeneticsZM2010ZMcgetZMcfef[fi 3.5 16

28 sccuratelyMassessingMtheMriskMofMschizophreniaMconferredMbyMrareMcopy[numberMvariationMaffectingM
genesMwithMbrainMfunction]MPLoSiGeneticsZM2010ZMhZMecbbcbki 6 118

27 UsingMexpressionMandMgenotypeMtoMpredictMdrugMresponseMinMyeast]MPLoSiONEZM2009ZMfZMehkbi 3.7 14

26 uomprehensiveMpolymorphismMsurveyMelucidatesMpopulationMstructureMofMSaccharomycesMcerevisiae]M
NatureZM2009ZMfgjZMefd[g 50.4 355

25 uommonMpolygenicMvariationMcontributesMtoMriskMofMschizophreniaMandMbipolarMdisorder]MNatureZM2009
ZMfhbZMifj[gd 50.4 3568

24 RareMchromosomalMdeletionsMandMduplicationsMincreaseMriskMofMschizophrenia]MNatureZM2008ZMfggZMdei[fc 50.4 1251

23 uollaborativeMgenome[wideMassociationManalysisMsupportsMaMroleMforMsNKeMandMusuNscuMinMbipolarM
disorder]MNatureiGeneticsZM2008ZMfbZMcbgh[j 36.3 949

22 sssociationMbetweenMmicrodeletionMandMmicroduplicationMatMchpcc]dMandMautism]MNewiEnglandi
JournaliofiMedicineZM2008ZMegjZMhhi[ig 59.2 1249

21 yeneticMbasisMofMproteomeMvariationMinMyeast]MNatureiGeneticsZM2007ZMekZMcehk[ig 36.3 722
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20 yeneticMbasisMofMindividualMdifferencesMinMtheMresponseMtoMsmall[moleculeMdrugsMinMyeast]MNaturei
GeneticsZM2007ZMekZMfkh[gbd 36.3 93

19 yenome[wideManalysisMofMnucleotide[levelMvariationMinMcommonlyMusedMSaccharomycesMcerevisiaeM
strains]MPLoSiONEZM2007ZMdZMeedd 3.7 88

18 TelomereMlengthMasMaMquantitativeMtraitlMgenome[wideMsurveyMandMgeneticMmappingMofMtelomereM
length[controlMgenesMinMyeast]MPLoSiGeneticsZM2006ZMdZMeeg 6 144

17 yenome[wideMdetectionMofMpolymorphismsMatMnucleotideMresolutionMwithMaMsingleMvNsMmicroarray]M
ScienceZM2006ZMeccZMcked[h 33.3 229

16 PopulationMgenomicManalysisMofMoutcrossingMandMrecombinationMinMyeast]MNatureiGeneticsZM2006ZMejZMcbii[jc36.3 173

15 RevealingMcomplexMtraitsMwithMsmallMmoleculesMandMnaturallyMrecombinantMyeastMstrains]MChemistryi
andiBiologyZM2006ZMceZMeck[di 34

14 uharacterizationMofMsingleMgeneMcopyMnumberMvariantsMinMschizophrenia 1

13 snalysisMofMprotein[codingMgeneticMvariationMinMhbZibhMhumans 81

12 yeneMwxpressionMwlucidatesMxunctionalM mpactMofMPolygenicMRiskMforMSchizophrenia 3

11 uo[localizationMofMuonditionalMeQTLMandMyWsSMSignaturesMinMSchizophrenia 6

10 yenome[wideMassociationMstudyMidentifiesMebMLociMsssociatedMwithMtipolarMvisorder 28

9 yenome[wideMassociationMstudyMofMoverMfbZbbbMbipolarMdisorderMcasesMprovidesMnewMinsightsMintoM
theMunderlyingMbiology 11

8 yeneMexpressionMimputationMacrossMmultipleMbrainMregionsMrevealsMschizophreniaMriskMthroughoutMdevelopment 6

7 TranscriptomicM mputationMofMtipolarMvisorderMandMtipolarMsubtypesMrevealsMdkMnovelMassociatedMgenes 9

6  dentifyingMtissuesMimplicatedMinMsnorexiaMNervosaMusingMTranscriptomicM mputation 1

5 SignificantMsharedMheritabilityMunderliesMsuicideMattemptMandMclinicallyMpredictedMprobabilityMofM
attemptingMsuicide 7

4 snalysisMofMyeneticallyMRegulatedMyeneMwxpressionMidentifiesMaMtraumaMtypeMspecificMPTSvMgeneZMSNRNPeg 1

3 xunctionalMannotationMofMrareMstructuralMvariationMinMtheMhumanMbrain 3

(-2007)
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2 TheMwxsuMtrowserlMvisplayingMreferenceMdataMinformationMfromMoverMhbZbbbMexomes 3

1 uharacterizationMofMsgeMandMPolarityMatMOnsetMinMtipolarMvisorder 1

Douglas M Ruderfer
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