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Allelic Combinations of Soybean Maturity Loci E1, E2, E3 and E4 Result in Diversity of Maturity and 05 103
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A Single Nucleotide Deletion in ] Encoding GmELF3 Confers Long Juvenility and Is Associated with
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Maturity Group Classification and Maturity Locus Genotyping of Early-Maturing Soybean Varieties
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A Combined Linkage and GWAS Analysis Identifies QTLs Linked to Soybean Seed Protein and Oil Content.
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Allele combinations of maturity genes E1-E4 affect adaptation of soybean to diverse geographic 05 o8
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Characterizing Changes from a Century of Genetic Improvement of Soybean Cultivars in Northeast
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Seventya€five Years of Improvement of Yield and Agronomic Traits of Soybean Cultivars Released in the 18 25
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20

22

24

26

28

30

TIANFU HAN

ARTICLE IF CITATIONS

Speed-Breeding System in Soybean: Integrating Off-Site Generation Advancement, Fresh Seeding, and
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Uniformity and Canopy Light Interception. Agronomy, 2021, 11, 1880.

GmFULa improves soybean yield by enhancing carbon assimilation without altering flowering time or

maturity. Plant Cell Reports, 2021, 40, 1875-1888. 5.6 o

Functional Redundancy of FLOWERING LOCUS T 3b in Soybean Flowering Time Regulation. International
Journal of Molecular Sciences, 2022, 23, 2497.
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