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fromIqestIvenomeVWideIwostIRápIqiomarkersiIpI×ultiVrohortIpnalysisWIInternationalaJournalaofa
MolecularaSciencesUI2021UIaaUI

6.3 2

313 prchaeogenomicIdistinctivenessIofItheIxsthmoVrolombianIareaWICellUI2021UIZgcUIZfYeVZfabWeac 56.2 5

312 raseIReportiITwoI×onochorionicITwinsIWithIaIrriticallyIsifferentIrourseIofIórogressiveIésseusI
weteroplasiaWIFrontiersainaPediatricsUI2021UIhUIeeaeeh 3.4 0

311 RecognisingItheIasymptomaticIenemyWILancetaInfectiousaDiseasesnaTheUI2021UIaZUIbYdVbYe 25.5 1

310 óitfallsIofIbarcodesIinItheIstudyIofIworldwideISpRSVroVVaIvariationIandIphylodynamicsWIZoologicala
ResearchUI2021UIcaUIgfVhb 3.4 6
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300 RápVSeqIsataV×iningIpllowsItheIsiscoveryIofITwoILongIáonVrodingIRápIqiomarkersIofIViralI
xnfectionIinIwumansWIInternationalaJournalaofaMolecularaSciencesUI2020UIaZUI 6.3 5

299
óhylogeographyIofISpRSVroVVaIpandemicIinISpainiIaIstoryIofImultipleIintroductionsUI
microVgeographicIstratificationUIfounderIeffectsUIandIsuperVspreadersWIZoologicalaResearchUI2020UI
cZUIeYdVeaY

3.4 20

298 óx×piIpIpopulationIinformativeImultiplexIforItheIpmericasWIForensicaScienceaInternational:aGeneticsUI
2020UIccUIZYaaYY 4.3 2

297 RoutineIinfantIvaccinationIofIpneumococcalIconjugateIvaccinesIhasIdecreasedIpneumoniaIacrossIallI
ageIgroupsIinIáorthernISpainWIHumanaVaccinesaandaImmunotherapeuticsUI2020UIZeUIZcceVZcdb 4.4 3

296 SeroprevalenceIofISpRSVroVVaIpmongIóediatricIwealthcareIWorkersIinISpainWIFrontiersainaPediatricsUI
2020UIgUIdcf 3.4 15

295 xncreasedISerumILevelsIofIsrsZcIandIsrsZebIxndicateIaIóreponderantIRoleIforI×onocytesIinI
réVxsVZhIxmmunopathologyWIFrontiersainaImmunologyUI2020UIZZUIdeYbgZ 8.4 24

294
óredictingIhaplogroupsIusingIaIversatileImachineIlearningIprogramIQóredY×aLeRIonIaInewI
mutationallyIbalancedIbaIYVSTRImultiplexIQrombYplexRiIUnlockingItheIfullIpotentialIofItheIhumanI
STRImutationIrateIspectrumItoIestimateIforensicIparametersWIForensicaScienceaInternational:a
GeneticsUI2020UIcgUIZYabca

4.3 4

293 RoleIofI×onocytesX×acrophagesIinIrovidVZhIóathogenesisiIxmplicationsIforITherapyWIInfectionaanda
DrugaResistanceUI2020UIZbUIacgdVachb 4.2 52

292 ×appingIgenomeIvariationIofISpRSVroVVaIworldwideIhighlightsItheIimpactIofIréVxsVZhI
superVspreadersWIGenomeaResearchUI2020UIbYUIZcbcVZccg 9.7 60

291 xdentificationIofInovelIriskIlociIandIcausalIinsightsIforIsporadicIrreutzfeldtVyakobIdiseaseiIaI
genomeVwideIassociationIstudyWILancetaNeurologynaTheUI2020UIZhUIgcYVgcg 24.1 15

290 wostITranscriptomicIResponseIuollowingIpdministrationIofIRotavirusIVaccineIinIxnfantsPI×imicsI
WildITypeIxnfectionWIFrontiersainaImmunologyUI2020UIZZUIdgYaZh 8.4 0

289 pIqórRIexpressionIassayIofIxuxccLIgeneIdifferentiatesIviralIfromIbacterialIinfectionsIinIfebrileI
childrenWIScientificaReportsUI2019UIhUIZZfgY 4.9 21

288 qiogeographicalIinformativenessIofIYVSTRIhaplotypesWIScienceaBulletinUI2019UIecUIZbgZVZbgc 10.6 1

287 uurtherIconsiderationsIonIrotavirusIvaccinationIandIseizureVrelatedIhospitalizationIratesWIInfectiona
andaDrugaResistanceUI2019UIZaUIhghVhhZ 4.2 4

286 xdentificationIofIregulatoryIvariantsIassociatedIwithIgeneticIsusceptibilityItoImeningococcalI
diseaseWIScientificaReportsUI2019UIhUIehee 4.9 3

285 xmpactIofIrotavirusIvaccinationIonIchildhoodIhospitalizationsIforIseizuresiIweterologousIorI
unforeseenIdirectIvaccineIeffectsnWIVaccineUI2019UIbfUIbbeaVbbeg 4.1 5

284 qiogeographicalIoriginIandItimingIofItheIfounderIichthyosisITv×ZIcWZZgfvImIpImutationIinIanI
isolatedItcuadorianIpopulationWIScientificaReportsUI2019UIhUIfZfd 4.9 2
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282 pIwesternIrouteIofIprehistoricIhumanImigrationIfromIpfricaIintoItheIxberianIóeninsulaWIProceedingsa
ofatheaRoyalaSocietyaB:aBiologicalaSciencesUI2019UIageUIaYZgaagg 4.4 17

281 ólasmaIlipidIprofilesIdiscriminateIbacterialIfromIviralIinfectionIinIfebrileIchildrenWIScientificaReportsUI
2019UIhUIZffZc 4.9 5

280 TheInaturalIselectionIthatIshapesIourIgenomesWIForensicaScienceaInternational:aGeneticsUI2019UIbhUIdfVeY 4.3 6

279 RotavirusIinfectionIbeyondItheIgutWIInfectionaandaDrugaResistanceUI2019UIZaUIddVec 4.2 19

278 ériginsIandIgeneticIlegaciesIofItheIraribbeanITainoWIProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaUI2018UIZZdUIabcZVabce 11.5 45

277 TheIóaleoVxndianItntryIintoISouthIpmericaIpccordingItoI×itogenomesWIMolecularaBiologyaanda
EvolutionUI2018UIbdUIahhVbZZ 8.3 32

276 TheIpeoplingIofISouthIpmericaIandItheItransVpndeanIgeneIflowIofItheIfirstIsettlersWIGenomea
ResearchUI2018UIagUIfefVffh 9.7 28

275 YVchromosomeIóeruvianIoriginIofItheIdYYVyearVoldIxncaIchildImummyIsacrificedIinIrerroIpconcaguaI
QprgentinaRWIScienceaBulletinUI2018UIebUIZcdfVZcdh 10.6 4

274 TheIgeographicImosaicIofItcuadorianIYVchromosomeIancestryWIForensicaScienceaInternational:a
GeneticsUI2018UIbbUIdhVed 4.3 15

273 tarlyIhumanIdispersalsIwithinItheIpmericasWIScienceUI2018UIbeaUI 33.3 118

272 WholeItxomeISequencingIxdentifiesIáewIwostIvenomicISusceptibilityIuactorsIinItmpyemaIrausedI
byIStreptococcusIpneumoniaeIinIrhildreniIpIóilotIStudyWIGenesUI2018UIhUI 4.2 7

271 RotavirusIintestinalIinfectionIinducesIanIoralImucosaIcytokineIresponseWIPLoSaONEUI2018UIZbUIeYZhdbZc 3.7 4

270 pIaVtranscriptIhostIcellIsignatureIdistinguishesIviralIfromIbacterialIdiarrheaIandIitIisIinfluencedIbyI
theIseverityIofIsymptomsWIScientificaReportsUI2018UIgUIgYcb 4.9 12

269 LifeVthreateningIinfectionsIinIchildrenIinIturopeIQtheItUrLxsSIórojectRiIaIprospectiveIcohortIstudyWI
TheaLancetaChildaandaAdolescentaHealthUI2018UIaUIcYcVcZc 14.5 40

268 pdvancesIforIimprovedIdiagnosisIofImicroscopicIcolitisIinIpatientsIwithIchronicIdiarrhoeaWI
Gastroenterologˆ›aaYaHepatologˆ›aUI2017UIcYUIZYfVZZe 0.9 4

267 pdvancesIforIimprovedIdiagnosisIofImicroscopicIcolitisIinIpatientsIwithIchronicIdiarrhoeaWI
Gastroenterologˆ›aaYaHepatologˆ›aaiEnglishaEditionkUI2017UIcYUIZYfVZZe 0.1

266 óhylogeneticIandIpopulationVbasedIapproachesItoImitogenomeIvariationIdoInotIsupportI
associationIwithImaleIinfertilityWIJournalaofaHumanaGeneticsUI2017UIeaUIbeZVbfZ 4.3 3

265 veneticIassociationIstudyIofIexfoliationIsyndromeIidentifiesIaIprotectiveIrareIvariantIatILéXLZIandI
fiveInewIsusceptibilityIlociWINatureaGeneticsUI2017UIchUIhhbVZYYc 36.3 72
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264 UpdatingItheIpfricanIhumanImitochondrialIsápItreeiIRelevanceItoIforensicIandIpopulationI
geneticsWIForensicaScienceaInternational:aGeneticsUI2017UIafUIZdeVZdh 4.3 14

263 óhylogeographicIandIgenomeVwideIinvestigationsIofIVietnamIethnicIgroupsIrevealIsignaturesIofI
complexIhistoricalIdemographicImovementsWIScientificaReportsUI2017UIfUIZaebY 4.9 13

262 venomeVwideIpncestryIandIsemographicIwistoryIofIpfricanVsescendantI×aroonIrommunitiesI
fromIurenchIvuianaIandISurinameWIAmericanaJournalaofaHumanaGeneticsUI2017UIZYZUIfadVfbe 11 29

261 WholeItxomeISequencingIrevealsInewIcandidateIgenesIinIhostIgenomicIsusceptibilityItoI
RespiratoryISyncytialIVirusIsiseaseWIScientificaReportsUI2017UIfUIZdggg 4.9 21

260 SalivaryIepidermalIgrowthIfactorIcorrelatesIwithIhospitalizationIlengthIinIrotavirusIinfectionWIBMCa
InfectiousaDiseasesUI2017UIZfUIbfY 4 1

259 pIcomprehensiveIYVSTRIportraitIofIprgentineanIpopulationsWIForensicaScienceaInternational:aGenetics
UI2016UIaYUIZVd 4.3 7

258 TheIrelationshipIbetweenIsurnameIfrequencyIandIYIchromosomeIvariationIinISpainWIEuropeana
JournalaofaHumanaGeneticsUI2016UIacUIZaYVg 5.3 20

257 pnalysisIofIuniIandIbiVparentalImarkersIinImixtureIsamplesiILessonsIfromItheIaandIvwtóVxSuvI
xntercomparisonItxerciseWIForensicaScienceaInternational:aGeneticsUI2016UIadUIebVfa 4.3 6

256 siagnosticITestIpccuracyIofIaIaVTranscriptIwostIRápISignatureIforIsiscriminatingIqacterialIvsIViralI
xnfectionIinIuebrileIrhildrenWIJAMAaoaJournalaofatheaAmericanaMedicalaAssociationUI2016UIbZeUIgbdVcd 27.4 166

255 ×appingIhumanIdispersalsIintoItheIwornIofIpfricaIfromIprabianIxceIpgeIrefugiaIusingI
mitogenomesWIScientificaReportsUI2016UIeUIadcfa 4.9 27

254 venomicIcontinuityIofIprgentineanI×ennonitesWIScientificaReportsUI2016UIeUIbebha 4.9 2

253 ×appingItheIgenomicImosaicIofItwoIPpfroVqoliviansPIfromItheIisolatedIYungasIvalleysWIBMCa
GenomicsUI2016UIZfUIaYf 4.5 9

252
RegionalISpecialisationIofITIrellISubsetsIandIppoptosisIinItheIwumanIvutI×ucosaiIsifferencesI
qetweenIxleumIandIrolonIinIwealthyIxntestineIandIxnflammatoryIqowelIsiseasesWIJournalaofaCrohnhsa
andaColitisUI2016UIZYUIZYcaVdc

1.5 9

251 rhartingItheIYVchromosomeIancestryIofIpresentVdayIprgentineanI×ennonitesWIJournalaofaHumana
GeneticsUI2016UIeZUIdYfVZb 4.3 7

250 órevalenceIandIáaturalIwistoryIofI×icroscopicIrolitisiIpIóopulationVqasedIStudyIWithILongVtermI
rlinicalIuollowVupIinITerrassaUISpainWIJournalaofaCrohnhsaandaColitisUI2016UIZYUIgYdVZZ 1.5 18

249 pnalysisIofIYVchromosomeISTRsIinIrhileIconfirmsIanIextensiveIintrogressionIofIturopeanImaleI
lineagesIinIurbanIpopulationsWIForensicaScienceaInternational:aGeneticsUI2016UIaZUIfeVgY 4.3 10

248 romprehensiveIpnalysisIofIóanVpfricanI×itochondrialIsápIVariationIórovidesIáewIxnsightsIintoI
rontinentalIVariationIandIsemographyWIJournalaofaGeneticsaandaGenomicsUI2016UIcbUIZbbVcb 4 10

247 RevealingIlatitudinalIpatternsIofImitochondrialIsápIdiversityIinIrhileansWIForensicaSciencea
International:aGeneticsUI2016UIaYUIgZVgg 4.3 15
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246 soesIViralIroVxnfectionIxnfluenceItheISeverityIofIpcuteIRespiratoryIxnfectionIinIrhildrennWIPLoSaONE
UI2016UIZZUIeYZdacgZ 3.7 31

245 qacteremiaIinIrhildrenIwospitalizedIwithIRespiratoryISyncytialIVirusIxnfectionWIPLoSaONEUI2016UIZZUIeYZcedhh3.7 23

244 sevelopmentIandIValidationIofIaIáewIrlinicalIScaleIforIxnfantsIwithIpcuteIRespiratoryIxnfectioniI
TheIReSVinetIScaleWIPLoSaONEUI2016UIZZUIeYZdfeed 3.7 26

243 ×etaVpnalysisIofI×itochondrialIsápIVariationIinItheIxberianIóeninsulaWIPLoSaONEUI2016UIZZUIeYZdhfbd 3.7 14

242 RoleIofIVitaminIsIinIwospitalizedIrhildrenIWithILowerITractIpcuteIRespiratoryIxnfectionsWIJournala
ofaPediatricaGastroenterologyaandaNutritionUI2016UIeaUIcfhVgd 2.8 7

241 áaturalIresistanceItoI×eningococcalIsiseaseIrelatedItoIruwIlociiI×etaVanalysisIofIgenomeVwideI
associationIstudiesWIScientificaReportsUI2016UIeUIbdgca 4.9 26

240 WholeImitochondrialIsápIsequencingIinIplpineIpopulationsIandItheIgeneticIhistoryIofItheI
áeolithicITyroleanIxcemanWIScientificaReportsUI2016UIeUIZghba 4.9 12

239 waplovrepIaiImitochondrialIhaplogroupIclassificationIinItheIeraIofIhighVthroughputIsequencingWI
NucleicaAcidsaResearchUI2016UIccUIWdgVeb 20.1 420

238 PxnfertilePIstudiesIonImitochondrialIsápIvariationIinIasthenozoospermicITunisianImenWIBiochemistrya
andaBiophysicsaReportsUI2016UIgUIZZcVZZh 2.2 3

237 StrongIdownVregulationIofIglycophorinIgenesiIpIhostIdefenseImechanismIagainstIrotavirusI
infectionWIInfectionnaGeneticsaandaEvolutionUI2016UIccUIcYbVcZZ 4.5 9

236 pIreferenceIfrequencyIdatabaseIofIZdIautosomalISTRsIinIrhileWIForensicaScienceaInternational:a
GeneticsUI2015UIZhUIbdVbe 4.3 5

235 ×osaicImaternalIancestryIinItheIvreatILakesIregionIofItastIpfricaWIHumanaGeneticsUI2015UIZbcUIZYZbVaf 6.3 11

234 ×itochondrialIsápIasIaIriskIfactorIforIfalseIpositivesIinIcaseVcontrolIassociationIstudiesWIJournalaofa
GeneticsaandaGenomicsUI2015UIcaUIZehVfa 4 24

233 pIparametricIapproachItoIkinshipIhypothesisItestingIusingIidentityVbyVdescentIparametersWI
StatisticalaApplicationsainaGeneticsaandaMolecularaBiologyUI2015UIZcUIcedVfh 1.2 4

232
áoIevidenceIofIassociationIbetweenIcommonIturopeanImitochondrialIsápIvariantsIinIplzheimerUI
óarkinsonUIandImigraineIinItheISpanishIpopulationWIAmericanaJournalaofaMedicalaGeneticsaPartaB:a
NeuropsychiatricaGeneticsUI2015UIZegqUIdcVed

3.5 33

231 TheImultiethnicIancestryIofIqoliviansIasIrevealedIbyItheIanalysisIofIYVchromosomeImarkersWI
ForensicaScienceaInternational:aGeneticsUI2015UIZcUIaZYVg 4.3 15

230 TheIcompleteImitogenomeIofIaIdYYVyearVoldIxncaIchildImummyWIScientificaReportsUI2015UIdUIZecea 4.9 24

229 xmpactIofIRotavirusIVaccinationIonIrhildhoodIwospitalizationIforISeizuresWIPediatricaInfectiousa
DiseaseaJournalUI2015UIbcUIfehVfb 3.4 29
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228 venomicIinsightsIonItheIethnoVhistoryIofItheI×ayaIandItheIPLadinosPIfromIvuatemalaWIBMCa
GenomicsUI2015UIZeUIZbZ 4.5 21

227 venomeVwideIancestryIofIZfthVcenturyIenslavedIpfricansIfromItheIraribbeanWIProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaUI2015UIZZaUIbeehVfb 11.5 82

226 ×itogenomesIfromITheIZYYYIvenomeIórojectIrevealInewIáearItasternIfeaturesIinIpresentVdayI
TuscansWIPLoSaONEUI2015UIZYUIeYZZhaca 3.7 13

225 TheIvenomicILegacyIofItheITransatlanticISlaveITradeIinItheIYungasIValleyIofIqoliviaWIPLoSaONEUI
2015UIZYUIeYZbcZah 3.7 6

224 ViralIroVxnfectionsIinIóediatricIóatientsIwospitalizedIwithILowerITractIpcuteIRespiratoryIxnfectionsWI
PLoSaONEUI2015UIZYUIeYZbedae 3.7 47

223 pIglobalIanalysisIofIYVchromosomalIhaplotypeIdiversityIforIabISTRIlociWIForensicaSciencea
International:aGeneticsUI2014UIZaUIZaVab 4.3 171

222 tvaluatingItheIroleIofImitochondrialIsápIvariationItoItheIgeneticIpredispositionItoI
radiationVinducedItoxicityWIRadiotherapyaandaOncologyUI2014UIZZZUIZhhVaYd 5.3 8

221 áoIassociationIbetweenItypicalIturopeanImitochondrialIvariationIandIprostateIcancerIriskIinIaI
SpanishIcohortWIJournalaofaHumanaGeneticsUI2014UIdhUIcZZVc 4.3 5

220 sápIrommissionIofItheIxnternationalISocietyIforIuorensicIveneticsiIrevisedIandIextendedI
guidelinesIforImitochondrialIsápItypingWIForensicaScienceaInternational:aGeneticsUI2014UIZbUIZbcVca 4.3 192

219 tvaluatingItheIaccuracyIofIpx×IpanelsIatIquantifyingIgenomeIancestryWIBMCaGenomicsUI2014UIZdUIdcb 4.5 21

218 pncientIhumanIgenomesIsuggestIthreeIancestralIpopulationsIforIpresentVdayIturopeansWINatureUI
2014UIdZbUIcYhVZb 50.4 812

217
×itochondrialIsápIQmtsápRIvariantsIinItheIturopeanIhaplogroupsIwVUIyTUIandIUIdoInotIhaveIaI
majorIroleIinIschizophreniaWIAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsUI
2014UIZedqUIeYfVZf

3.5 8

216
xntestinalIintraepithelialIlymphocyteIcytometricIpatternIisImoreIaccurateIthanIsubepithelialI
depositsIofIantiVtissueItransglutaminaseIxgpIforItheIdiagnosisIofIceliacIdiseaseIinIlymphocyticI
enteritisWIPLoSaONEUI2014UIhUIeZYZach

3.7 25

215 rubaiIexploringItheIhistoryIofIadmixtureIandItheIgeneticIbasisIofIpigmentationIusingIautosomalI
andIuniparentalImarkersWIPLoSaGeneticsUI2014UIZYUIeZYYccgg 6 42

214 TheIsagaIofItheImanyIstudiesIwronglyIassociatingImitochondrialIsápIwithIbreastIcancerWIBMCa
CancerUI2014UIZcUIedh 4.8 30

213 pIgenomeVwideIstudyIofImodernVdayITuscansiIrevisitingIwerodotusPsItheoryIonItheIoriginIofItheI
ttruscansWIPLoSaONEUI2014UIhUIeZYdhaY 3.7 20

212 pncestryIanalysisIrevealsIaIpredominantIáativeIpmericanIcomponentIwithImoderateIturopeanI
admixtureIinIqoliviansWIForensicaScienceaInternational:aGeneticsUI2013UIfUIdbfVca 4.3 23

211 TheIWestIpfricanItthnicityIofItheItnslavedIinIyamaicaWISlaveryaandaAbolitionUI2013UIbcUIbfeVcYY 0.8 3
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210 wumanI×itochondrialIveneticsIandItvolutionI2013UIdddVddf

209 xmpactIofIcurrentIsmokingIonItheIclinicalIcourseIofImicroscopicIcolitisWIInflammatoryaBowelaDiseases
UI2013UIZhUIZcfYVe 4.5 45

208 xndianIsignaturesIinItheIwesternmostIedgeIofItheIturopeanIRomaniIdiasporaiInewIinsightIfromI
mitogenomesWIPLoSaONEUI2013UIgUIefdbhf 3.7 18

207 TheIgeneticIlegacyIofItheIpreVcolonialIperiodIinIcontemporaryIqoliviansWIPLoSaONEUI2013UIgUIedghgY 3.7 30

206 pIgeneralizedImodelItoIestimateItheIstatisticalIpowerIinImitochondrialIdiseaseIstudiesIinvolvingI
aˆ�kItablesWIPLoSaONEUI2013UIgUIefbdef 3.7 11

205 xnterdisciplinaryIapproachItoItheIdemographyIofIyamaicaWIBMCaEvolutionaryaBiologyUI2012UIZaUIac 3 20

204 pImeltingIpotIofImulticontinentalImtsápIlineagesIinIadmixedIVenezuelansWIAmericanaJournalaofa
PhysicalaAnthropologyUI2012UIZcfUIfgVgf 2.5 23

203 pIcautionaryInoteIonIswitchingImitochondrialIsápIreferenceIsequencesIinIforensicIgeneticsWI
ForensicaScienceaInternational:aGeneticsUI2012UIeUIeZgaVc 4.3 23

202 UniparentalImarkersIofIcontemporaryIxtalianIpopulationIrevealsIdetailsIonIitsIpreVRomanIheritageWI
PLoSaONEUI2012UIfUIedYfhc 3.7 31

201 rurrentInextIgenerationIsequencingItechnologyImayInotImeetIforensicIstandardsWIForensicaSciencea
International:aGeneticsUI2012UIeUIZcbVd 4.3 56

200 pnalysisIofIaIclaimedIdistantIrelationshipIinIaIdeficientIpedigreeIusingIhighIdensityISáóIdataWI
ForensicaScienceaInternational:aGeneticsUI2012UIeUIbdYVb 4.3 18

199 óatternsIofIYVSTRIvariationIinIxtalyWIForensicaScienceaInternational:aGeneticsUI2012UIeUIgbcVh 4.3 12

198 waplogroupingImitochondrialIsápIsequencesIinILegalI×edicineXuorensicIveneticsWIInternationala
JournalaofaLegalaMedicineUI2012UIZaeUIhYZVZe 3.1 51

197
SáósIasISupplementsIinISimpleIzinshipIpnalysisIorIasIroreI×arkersIinIsistantIóairwiseIRelationshipI
TestsiIWhenIsoISáósIpddIValueIorIReplaceIWellVtstablishedIandIóowerfulISTRITestsnWITransfusiona
MedicineaandaHemotherapyUI2012UIbhUIaYaVaZY

4.2 40

196 veneticIcontinuityIinItheIurancoVrantabrianIregioniInewIcluesIfromIautochthonousImitogenomesWI
PLoSaONEUI2012UIfUIebagdZ 3.7 18

195 órevalenceIandIclinicalIrelevanceIofIenteropathyIassociatedIwithIsystemicIautoimmuneIdiseasesWI
DigestiveaandaLiveraDiseaseUI2012UIccUIebeVca 3.3 7

194 prrivalIofIóaleoVxndiansItoItheIsouthernIconeIofISouthIpmericaiInewIcluesIfromImitogenomesWIPLoSa
ONEUI2012UIfUIedZbZZ 3.7 41

193 ReconstructingIancientImitochondrialIsápIlinksIbetweenIpfricaIandIturopeWIGenomeaResearchUI
2012UIaaUIgaZVe 9.7 44
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192 RapidIcoastalIspreadIofIuirstIpmericansiInovelIinsightsIfromISouthIpmericaPsISouthernIroneI
mitochondrialIgenomesWIGenomeaResearchUI2012UIaaUIgZZVaY 9.7 126

191 TowardIaImtsápIlocusVspecificImutationIdatabaseIusingItheILéVsIplatformWIHumanaMutationUI
2012UIbbUIZbdaVg 4.7 7

190 áoIevidenceIthatImajorImtsápIturopeanIhaplogroupsIconferIriskItoIschizophreniaWIAmericana
JournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsUI2012UIZdhqUIcZcVaZ 3.5 20

189 ReconstructingIáativeIpmericanIpopulationIhistoryWINatureUI2012UIcggUIbfYVc 50.4 498

188 sevelopmentIofIaIpanelIofIgenomeVwideIancestryIinformativeImarkersItoIstudyIadmixtureI
throughoutItheIpmericasWIPLoSaGeneticsUI2012UIgUIeZYYaddc 6 176

187 RaisingIdoubtsIaboutItheIpathogenicityIofImitochondrialIsápImutationImWbbYgTmrIinIleftI
ventricularIhypertraveculationXnoncompactionWICardiologyUI2012UIZaaUIZZbVd 1.6 6

186 sifferentiationIofIpfricanIcomponentsIofIancestryItoIstratifyIgroupsIinIaIcaseVcontrolIstudyIofIaI
qrazilianIurbanIpopulationWIGeneticaTestingaandaMolecularaBiomarkersUI2012UIZeUIdacVbY 1.6 5

185 TheImaintenanceIofImitochondrialIgeneticIstabilityIisIcrucialIduringItheIoncogenicIprocessWI
CommunicativeaandaIntegrativeaBiologyUI2012UIdUIbcVg 1.7 4

184 ×ultipleIlocalIandIrecentIfounderIeffectsIofITv×ZIinISpanishIfamiliesWIPLoSaONEUI2012UIfUIebbdgY 3.7 14

183 tvaluatingImethodsItoIcorrectIforIpopulationIstratificationIwhenIestimatingIpaternityIindexesWI
PLoSaONEUI2012UIfUIechgba 3.7 11

182 vsuiIsealingIwithIwighVthroughputIvenotypingI×ultiplatformIsataIforI×edicalIandIóopulationI
veneticIppplicationsWIJournalaofaProteomicsaandaBioinformaticsUI2012UIYdUI 2.1 2

181 tfficacyIofIantiVTáuItherapiesIinIrefractoryIsevereImicroscopicIcolitisWIJournalaofaCrohnhsaandaColitisUI
2011UIdUIeZaVg 1.5 96

180 ×ildIenteropathyIasIaIcauseIofIironVdeficiencyIanaemiaIofIpreviouslyIunknownIoriginWIDigestiveaanda
LiveraDiseaseUI2011UIcbUIccgVdb 3.3 16

179 áewIinsightsIintoItheILakeIrhadIqasinIpopulationIstructureIrevealedIbyIhighVthroughputI
genotypingIofImitochondrialIsápIcodingISáósWIPLoSaONEUI2011UIeUIeZgega 3.7 20

178 pIstatisticalIframeworkIforItheIinterpretationIofImtsápImixturesiIforensicIandImedicalI
applicationsWIPLoSaONEUI2011UIeUIeaefab 3.7 9

177
óaVZfZIóainIamongIolderIpeopleIandIitsIimpactIonIdisabilityiIaIZYXeeIcrossVsectionalI
populationVbasedIsurveysIinILatinIpmericaUIxndiaIandIrhinaWIJournalaofaEpidemiologyaandaCommunitya
HealthUI2011UIedUIpaegVpaeg

5.1 2

176 TheIimpactIofImodernImigrationsIonIpresentVdayImultiVethnicIprgentinaIasIrecordedIonItheI
mitochondrialIsápIgenomeWIBMCaGeneticsUI2011UIZaUIff 2.6 52

175 rallIforIparticipationIinItheIneurogeneticsIconsortiumIwithinItheIwumanIVariomeIórojectWI
NeurogeneticsUI2011UIZaUIZehVfb 3 4

(2011-2012)
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174 ReassessingItheIroleIofImitochondrialIsápImutationsIinIautismIspectrumIdisorderWIBMCaMedicala
GeneticsUI2011UIZaUIdY 2.1 15

173 távxátSiIexploringIsingleInucleotideIvariationIinIentireIhumanIgenomesWIBMCaBioinformaticsUI2011UI
ZaUIZYd 3.6 30

172 ×aleIlineagesIinISouthIpmericanInativeIgroupsiIevidenceIofI×ZhItravelingIsouthWIAmericanaJournala
ofaPhysicalaAnthropologyUI2011UIZceUIZggVhe 2.5 20

171 pIputativeIKhepitypeKIinItheIpT×IgeneIassociatedIwithIchronicIlymphocyticIleukemiaIriskWIGenesa
ChromosomesaandaCancerUI2011UIdYUIggfVhd 5 5

170 tvolutionIofItheIincidenceIofIcollagenousIcolitisIandIlymphocyticIcolitisIinITerrassaUISpainiIaI
populationVbasedIstudyWIInflammatoryaBowelaDiseasesUI2011UIZfUIZYZdVaY 4.5 49

169 óharmacogeneticsIofIépTóItransportersIrevealsIthatISLréZqZIcWbggpmvIvariantIisIdeterminantIofI
increasedIatorvastatinIresponseWIInternationalaJournalaofaMolecularaSciencesUI2011UIZaUIdgZdVaf 6.3 41

168 tvolutionaryIanalysesIofIentireIgenomesIdoInotIsupportItheIassociationIofImtsápImutationsIwithI
RasX×pózIpathwayIsyndromesWIPLoSaONEUI2011UIeUIeZgbcg 3.7 8

167 TheImitochondrialIgenomeIisIaIKgeneticIsanctuaryKIduringItheIoncogenicIprocessWIPLoSaONEUI2011UI
eUIeabbaf 3.7 24

166 ×itochondrialIsápIhaplogroupIbackgroundIaffectsILwéáUIbutInotIsuspectedILwéáUIinIrhineseI
patientsWIPLoSaONEUI2011UIeUIeaffdY 3.7 34

165 LinkingItheIsubVSaharanIandIWestIturasianIgeneIpoolsiImaternalIandIpaternalIheritageIofItheI
TuaregInomadsIfromItheIpfricanISahelWIEuropeanaJournalaofaHumanaGeneticsUI2010UIZgUIhZdVab 5.3 39

164 venomeVwideIassociationIstudyIidentifiesIvariantsIinItheIruwIregionIassociatedIwithIhostI
susceptibilityItoImeningococcalIdiseaseWINatureaGeneticsUI2010UIcaUIffaVe 36.3 221

163 pIreducedInumberIofImtSáósIsaturatesImitochondrialIsápIhaplotypeIdiversityIofIworldwideI
populationIgroupsWIPLoSaONEUI2010UIdUIeZYaZg 3.7 9

162 TheIinitialIpeoplingIofItheIpmericasiIaIgrowingInumberIofIfoundingImitochondrialIgenomesIfromI
qeringiaWIGenomeaResearchUI2010UIaYUIZZfcVh 9.7 120

161
óopulationIstratificationIinIprgentinaIstronglyIinfluencesIlikelihoodIratioIestimatesIinIpaternityI
testingIasIrevealedIbyIaIsimulationVbasedIapproachWIInternationalaJournalaofaLegalaMedicineUI2010UI
ZacUIebVh

3.1 10

160 rolorectalIrancerIéncovuiaiIsurgicalIpathologyIreportIguidelinesWIClinicalaandaTranslationala
OncologyUI2010UIZaUIaZZVb 3.6 4

159 óroblemasIyIretosIdeIfuturoIdeIlaIgenˆ'ticaIforenseIenIelIsigloIXXxWICuadernosaDeaMedicinaaForenseUI
2010UIZeUI 2

158 áewIpopulationIandIphylogeneticIfeaturesIofItheIinternalIvariationIwithinImitochondrialIsápI
macroVhaplogroupIRYWIPLoSaONEUI2009UIcUIedZZa 3.7 75

157 pncestryIanalysisIinItheIZZV×I×adridIbombIattackIinvestigationWIPLoSaONEUI2009UIcUIeedgb 3.7 95
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156 ×itochondrialIechoesIofIfirstIsettlementIandIgeneticIcontinuityIinItlISalvadorWIPLoSaONEUI2009UIcUIeegga3.7 18

155 wighImitochondrialIsápIstabilityIinIqVcellIchronicIlymphocyticIleukemiaWIPLoSaONEUI2009UIcUIefhYa 3.7 18

154 ×edianInetworkIanalysisIofIdefectivelyIsequencedIentireImitochondrialIgenomesIfromIearlyIandI
contemporaryIdiseaseIstudiesWIJournalaofaHumanaGeneticsUI2009UIdcUIZfcVgZ 4.3 30

153 xnferringItheIdemographicIhistoryIofIpfricanIfarmersIandIpygmyIhunterVgatherersIusingIaI
multilocusIresequencingIdataIsetWIPLoSaGeneticsUI2009UIdUIeZYYYccg 6 117

152 rontaminationIandIsampleImixVupIcanIbestIexplainIsomeIpatternsIofImtsápIinstabilitiesIinIbuccalI
cellsIandIoralIsquamousIcellIcarcinomaWIBMCaCancerUI2009UIhUIZZb 4.8 42

151 tvaluatingInewIcandidateISáósIasIlowIpenetranceIriskIfactorsIinIsporadicIbreastIcanceriIaI
twoVstageISpanishIcaseVcontrolIstudyWIGynecologicaOncologyUI2009UIZZaUIaZYVc 4.9 9

150 txaggeratedIstatusIofIKnovelKIandIKpathogenicKImtsápIsequenceIvariantsIdueItoIinadequateI
databaseIsearchesWIHumanaMutationUI2009UIbYUIZhZVe 4.7 75

149 ppplicationsIofI×pLsxVTéuI×SItoIlargeVscaleIhumanImtsápIpopulationVbasedIstudiesWI
ElectrophoresisUI2009UIbYUIbeedVfb 3.6 22

148 LinguisticIandImaternalIgeneticIdiversityIareInotIcorrelatedIinIáativeI×exicansWIHumanaGeneticsUI
2009UIZaeUIdaZVbZ 6.3 35

147 TheIttruscanItimelineiIaIrecentIpnatolianIconnectionWIEuropeanaJournalaofaHumanaGeneticsUI2009UI
ZfUIehbVe 5.3 24

146 tvaluatingItheIabilityIofItreeVbasedImethodsIandIlogisticIregressionIforItheIdetectionIofISáóVSáóI
interactionWIAnnalsaofaHumanaGeneticsUI2009UIfbUIbeYVh 2.2 55

145 ViabilityIofIinVhouseIdatamartingIapproachesIforIpopulationIgeneticsIanalysisIofISáóIgenotypesWI
BMCaBioinformaticsUI2009UIZYISupplIbUISd 3.6 10

144 sistinctiveIóaleoVxndianImigrationIroutesIfromIqeringiaImarkedIbyItwoIrareImtsápIhaplogroupsWI
CurrentaBiologyUI2009UIZhUIZVg 6.3 643

143 rorrectingIforIpurifyingIselectioniIanIimprovedIhumanImitochondrialImolecularIclockWIAmericana
JournalaofaHumanaGeneticsUI2009UIgcUIfcYVdh 11 530

142 ×itochondrialIhaplogroupIUdbbiIaIdistantIechoIofItheIepipaleolithicIinIxtalyIandItheIlegacyIofItheI
earlyISardiniansWIAmericanaJournalaofaHumanaGeneticsUI2009UIgcUIgZcVaZ 11 57

141 mtsápIdataIminingIinIvenqankIneedsIsurveyingWIAmericanaJournalaofaHumanaGeneticsUI2009UIgdUI
hahVbbjIauthorIreplyIhbb 11 60

140 TestingItheIperformanceIofImtSáóIminisequencingIinIforensicIsamplesWIForensicaSciencea
International:aGeneticsUI2009UIbUIaeZVc 4.3 22

139 xnvestigatingItheIroleIofImitochondrialIhaplogroupsIinIgeneticIpredispositionItoImeningococcalI
diseaseWIPLoSaONEUI2009UIcUIegbcf 3.7 31

(2009-2009)
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138 xmpactIofImassIscreeningIforIglutenVsensitiveIenteropathyIinIworkingIpopulationWIWorldaJournalaofa
GastroenterologyUI2009UIZdUIZbbZVg 5.6 24

137 siagnosticIvalueIofIduodenalIantitissueItransglutaminaseIantibodiesIinIglutenVsensitiveI
enteropathyWIAlimentaryaPharmacologyaandaTherapeuticsUI2008UIafUIgaYVh 6.1 25

136 SóSmartiIadaptingIpopulationIbasedISáóIgenotypeIdatabasesIforIfastIandIcomprehensiveIwebI
accessWIBMCaBioinformaticsUI2008UIhUIcag 3.6 89

135 TimingIandIdecipheringImitochondrialIsápImacroVhaplogroupIRYIvariabilityIinIrentralIturopeIandI
×iddleItastWIBMCaEvolutionaryaBiologyUI2008UIgUIZhZ 3 33

134 veneticIoriginUIadmixtureUIandIasymmetryIinImaternalIandIpaternalIhumanIlineagesIinIrubaWIBMCa
EvolutionaryaBiologyUI2008UIgUIaZb 3 84

133 rhapterIahI×itochondrialIsápiIfutureIchallengesIinIforensicIgeneticsWIHandbookaofaAnalyticala
SeparationsUI2008UIeUIhdhVhef 0.7

132 óitfallsIandIerrorsIinItheIdiagnosisIofIcollagenousIandIlymphocyticIcolitisWIJournalaofaCrohnhsaanda
ColitisUI2008UIaUIbcbVf 1.5 14

131 TheIsearchIofIPnovelPImtsápImutationsIinIhypertrophicIcardiomyopathyiI×xTé×pópingIasIaIriskI
factorWIInternationalaJournalaofaCardiologyUI2008UIZaeUIcbhVca 3.2 20

130 xdentificationIofIWestIturasianImitochondrialIhaplogroupsIbyImtsápISáóIscreeningiIresultsIofItheI
aYYeVaYYfItsápóIcollaborativeIexerciseWIForensicaScienceaInternational:aGeneticsUI2008UIaUIeZVg 4.3 13

129 aYYeIvtóVxSuvIcollaborativeIexerciseIonImtsápiIreflectionsIaboutIinterpretationUIartefactsUIandI
sápImixturesWIForensicaScienceaInternational:aGeneticsUI2008UIaUIZaeVbb 4.3 19

128 ResolvingIrelationshipItestsIthatIshowIambiguousISTRIresultsIusingIautosomalISáósIasI
supplementaryImarkersWIForensicaScienceaInternational:aGeneticsUI2008UIaUIZhgVaYc 4.3 84

127
raseIreportiIidentificationIofIskeletalIremainsIusingIshortVampliconImarkerIanalysisIofIseverelyI
degradedIsápIextractedIfromIaIdecomposedIandIcharredIfemurWIForensicaScienceaInternational:a
GeneticsUI2008UIaUIaZaVg

4.3 60

126 YIchromosomeImicrosatelliteIgeneticIvariationIinItwoIáativeIpmericanIpopulationsIfromIprgentinaiI
populationIstratificationIandImutationIdataWIForensicaScienceaInternational:aGeneticsUI2008UIaUIafcVgY 4.3 28

125 shSZZaYUIaIsimpleISTRIwithIaIcommonIáativeIpmericanVspecificIalleleiIforensicIoptimizationUIlocusI
characterizationIandIalleleIfrequencyIstudiesWIForensicaScienceaInternational:aGeneticsUI2008UIbUIfVZb 4.3 24

124
xncreasingItheIdiscriminationIpowerIofItheImtsápItestIthroughItheIanalysisIofIaIlargeIsetIofI
haplogroupIwIcodingIregionISáósiIuorensicIapplicationsIandIvalidationWIForensicaSciencea
International:aGeneticsaSupplementaSeriesUI2008UIZUIbYZVbYa

0.5

123 pIsimulationVbasedIapproachItoIevaluateIpopulationIstratificationIinIprgentinaWIForensicaSciencea
International:aGeneticsaSupplementaSeriesUI2008UIZUIeeaVeeb 0.5 5

122 txploringImitochondrialIsápIvariationIinItheIxtalianIóeninsulaWIForensicaScienceaInternational:a
GeneticsaSupplementaSeriesUI2008UIZUIaecVaed 0.5 1

121 óseudomitochondrialIgenomeIhauntsIdiseaseIstudiesWIJournalaofaMedicalaGeneticsUI2008UIcdUIfehVfa 5.8 93
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120 xsImitochondrialIsápIvariationIassociatedIwithIsporadicIbreastIcancerIrisknWICanceraResearchUI2008UI
egUIeabVdjIauthorIreplyIeac 10.1 41

119
×aternalItracesIofIdeepIcommonIancestryIandIasymmetricIgeneIflowIbetweenIóygmyI
hunterVgatherersIandIqantuVspeakingIfarmersWIProceedingsaofatheaNationalaAcademyaofaSciencesaofa
theaUnitedaStatesaofaAmericaUI2008UIZYdUIZdheVeYZ

11.5 126

118 TheIPóokemonPIQZqTqfRIveneiIáoItvidenceIofIpssociationIwithISporadicIqreastIrancerWIClinicala
MedicineaOncologyUI2008UIaUIbdfVea 1

117 sistillingIartificialIrecombinantsIfromIlargeIsetsIofIcompleteImtsápIgenomesWIPLoSaONEUI2008UIbUIebYZe3.7 41

116 tstimatingIhaplotypeIfrequencyIandIcoverageIofIdatabasesWIPLoSaONEUI2008UIbUIebhgg 3.7 28

115 venderIbiasIinItheImultiethnicIgeneticIcompositionIofIcentralIprgentinaWIJournalaofaHumanaGenetics
UI2008UIdbUIeeaVefc 4.3 52

114 ×inisequencingImitochondrialIsápIpathogenicImutationsWIBMCaMedicalaGeneticsUI2008UIhUIae 2.1 14

113 TheIbraveInewIeraIofIhumanIgeneticItestingWIBioEssaysUI2008UIbYUIZaceVdZ 4.1 16

112 TheImtsápIancestryIofIadmixedIrolombianIpopulationsWIAmericanaJournalaofaHumanaBiologyUI2008UI
aYUIdgcVhZ 2.7 39

111 TheIphylogenyIofItheIfourIpanVpmericanI×tsápIhaplogroupsiIimplicationsIforIevolutionaryIandI
diseaseIstudiesWIPLoSaONEUI2008UIbUIeZfec 3.7 190

110 TestingIforIgeneticIstructureIinIdifferentIurbanIprgentinianIpopulationsWIForensicaSciencea
InternationalUI2007UIZedUIbdVcY 2.6 25

109 ×icrosatelliteIautosomalIgenotypingIdataIinIfourIindigenousIpopulationsIfromItlISalvadorWIForensica
ScienceaInternationalUI2007UIZfYUIgeVhZ 2.6 7

108 óhylogeographicIinvestigationsiItheIroleIofItreesIinIforensicIgeneticsWIForensicaScienceaInternationalUI
2007UIZegUIZVZb 2.6 101

107 pnalysisIofIbodyIfluidImixturesIbyImtsápIsequencingiIpnIinterVlaboratoryIstudyIofItheIvtóVxSuvI
workingIgroupWIForensicaScienceaInternationalUI2007UIZegUIcaVde 2.6 24

106 PsistortedPImitochondrialIsápIsequencesIinIschizophrenicIpatientsWIEuropeanaJournalaofaHumana
GeneticsUI2007UIZdUIcYYVajIauthorIreplyIcYaVc 5.3 24

105
pIbidirectionalIcorridorIinItheISahelVSudanIbeltIandItheIdistinctiveIfeaturesIofItheIrhadIqasinI
populationsiIaIhistoryIrevealedIbyItheImitochondrialIsápIgenomeWIAnnalsaofaHumanaGeneticsUI2007UI
fZUIcbbVda

2.2 55

104 óolyethyleneIglycolIenhancesIcolonicIbarrierIfunctionIandIamelioratesIexperimentalIcolitisIinIratsWI
InternationalaJournalaofaColorectalaDiseaseUI2007UIaaUIdfZVgY 3 10

103 srugIconsumptionIandItheIriskIofImicroscopicIcolitisWIAmericanaJournalaofaGastroenterologyUI2007UI
ZYaUIbacVbY 0.7 178

(2007-2008)
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102 SystematicIevaluationIofItheIcausesIofIchronicIwateryIdiarrheaIwithIfunctionalIcharacteristicsWI
AmericanaJournalaofaGastroenterologyUI2007UIZYaUIadaYVg 0.7 87

101 wighIpenetranceIofIsequencingIerrorsIandIinterpretativeIshortcomingsIinImtsápIsequenceIanalysisI
ofILwéáIpatientsWIBiochemicalaandaBiophysicalaResearchaCommunicationsUI2007UIbdaUIagbVhZ 3.4 41

100 rodingIregionImitochondrialIsápISáósiItargetingItastIpsianIandIáativeIpmericanIhaplogroupsWI
ForensicaScienceaInternational:aGeneticsUI2007UIZUIccVdd 4.3 76

99 xnferringIancestralIoriginIusingIaIsingleImultiplexIassayIofIancestryVinformativeImarkerISáósWI
ForensicaScienceaInternational:aGeneticsUI2007UIZUIafbVgY 4.3 266

98 rlinicalIandImolecularIcharacterizationIofIWilsonIdiseaseIinISpanishIpatientsWIHepatologyaResearchUI
2007UIbfUIZgVae 5.1 15

97 ResultsIofItheIaYYbVaYYcIvtóVxSuvIcollaborativeIstudyIonImitochondrialIsápiIfocusIonItheImtsápI
profileIofIaImixedIsemenVsalivaIstainWIForensicaScienceaInternationalUI2006UIZeYUIZdfVef 2.6 21

96 pImultiplexIassayIwithIdaIsingleInucleotideIpolymorphismsIforIhumanIidentificationWI
ElectrophoresisUI2006UIafUIZfZbVac 3.6 395

95 sissectionIofImitochondrialIsuperhaplogroupIwIusingIcodingIregionISáósWIElectrophoresisUI2006UIafUIadcZVdY3.6 68

94 ×utationIspectraIofIpqrrgIgeneIinISpanishIpatientsIwithIwyperinsulinismIofIxnfancyIQwxRWIHumana
MutationUI2006UIafUIaZc 4.7 41

93 UpdatingItheItastIpsianImtsápIphylogenyiIaIprerequisiteIforItheIidentificationIofIpathogenicI
mutationsWIHumanaMolecularaGeneticsUI2006UIZdUIaYfeVge 5.6 316

92 tRrrcIassociatedIwithIbreastIcancerIriskiIaItwoVstageIcaseVcontrolIstudyIusingIhighVthroughputI
genotypingWICanceraResearchUI2006UIeeUIhcaYVf 10.1 52

91 SpectrumIofIglutenVsensitiveIenteropathyIinIfirstVdegreeIrelativesIofIpatientsIwithIcoeliacIdiseaseiI
clinicalIrelevanceIofIlymphocyticIenteritisWIGutUI2006UIddUIZfbhVcd 19.2 75

90 sissectionIofImitochondrialIhaplogroupIwIusingIcodingIregionISáósWIInternationalaCongressaSeriesUI
2006UIZaggUIfVh

89 uorensicIconsiderationsIonISTRIdatabasesIinIprgentinaWIInternationalaCongressaSeriesUI2006UIZaggUIbbfVbbh 1

88 veneticIvariabilityIofIZfIYIchromosomeISTRsIinItwoIáativeIpmericanIpopulationsIfromIprgentinaWI
InternationalaCongressaSeriesUI2006UIZaggUIZdcVZdd 3

87 YVchromosomalIandImitochondrialImarkersiIpIcomparisonIbetweenIfourIpopulationIgroupsIofIxtalyWI
InternationalaCongressaSeriesUI2006UIZaggUIhZVhb

86 ×icrogeographicImitochondrialIsápIpatternsIinItheISouthIofIxberiaWIInternationalaCongressaSeriesUI
2006UIZaggUIZYeVZYg 1

85 venotypingIcodingIregionImtsápISáósIforIpsianIandIáativeIpmericanIhaplogroupIassignationWI
InternationalaCongressaSeriesUI2006UIZaggUIcVe 3
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84 pncestryIvsIphysicalItraitsiItheIsearchIforIancestryIinformativeImarkersIQpx×sRWIInternationalaJournala
ofaLegalaMedicineUI2006UIZaYUIZggVhjIauthorIreplyIZhY 3.1 7

83 WhatIisIaIPnovelPImtsápImutationVVandIdoesIPnoveltyPIreallyImatternWIJournalaofaHumanaGeneticsUI
2006UIdZUIZYfbVZYga 4.3 59

82 tvaluatingIwap×apISáóIdataItransferabilityIinIaIlargeVscaleIgenotypingIprojectIinvolvingIZfdI
cancerVassociatedIgenesWIHumanaGeneticsUI2006UIZZgUIeehVfh 6.3 79

81 pIreappraisalIofIcompleteImtsápIvariationIinItastIpsianIfamiliesIwithIhearingIimpairmentWIHumana
GeneticsUI2006UIZZhUIdYdVZd 6.3 83

80 rhartingItheIancestryIofIpfricanIpmericansWIAmericanaJournalaofaHumanaGeneticsUI2005UIffUIefeVgY 11 98

79 LowIKpenetranceKIofIphylogeneticIknowledgeIinImitochondrialIdiseaseIstudiesWIBiochemicalaanda
BiophysicalaResearchaCommunicationsUI2005UIbbbUIZaaVbY 3.4 71

78 pIpracticalIguideItoImitochondrialIsápIerrorIpreventionIinIclinicalUIforensicUIandIpopulationI
geneticsWIBiochemicalaandaBiophysicalaResearchaCommunicationsUI2005UIbbdUIghZVh 3.4 129

77 wumanIgenomeVwideIscreenIofIhaplotypeVlikeIblocksIofIreducedIdiversityWIGeneUI2005UIbchUIaZhVad 3.8 42

76 LargeVscaleIsingleInucleotideIpolymorphismIanalysisIofIcandidatesIforIlowVpenetranceIbreastI
cancerIgenesWIBreastaCanceraResearchUI2005UIfUIZ 8.3 1

75 wighVdensityIscreeningIofItheIZbtbfgeneIinIbreastIcancerIpatientsWIBreastaCanceraResearchUI2005UIfUIZ 8.3 1

74 ZqTqfIwap×apIinIaIworldwideIpopulationIstudyWIBreastaCanceraResearchUI2005UIfUIZ 8.3 1

73 SáaóshotItypingIofImitochondrialIsápIcodingIregionIvariantsWIMethodsainaMolecularaBiologyUI2005UI
ahfUIZhfVaYg 1.4 26

72 óredisposingIwLpVsQaIandIwLpVsQgIhaplotypesIofIcoeliacIdiseaseIandIassociatedIenteropathyIinI
microscopicIcolitisWIEuropeanaJournalaofaGastroenterologyaandaHepatologyUI2005UIZfUIZbbbVg 2.2 53

71 ShipwrecksIandIfounderIeffectsiIdivergentIdemographicIhistoriesIreflectedIinIraribbeanImtsápWI
AmericanaJournalaofaPhysicalaAnthropologyUI2005UIZagUIgddVeY 2.5 48

70 ×itochondrialIsápIerrorIprophylaxisiIassessingItheIcausesIofIerrorsIinItheIvtóPYaVYbIproficiencyI
testingItrialWIForensicaScienceaInternationalUI2005UIZcgUIZhZVg 2.6 39

69 TheIgeneticIlegacyIofIwesternIqantuImigrationsWIHumanaGeneticsUI2005UIZZfUIbeeVfd 6.3 111

68 pIcriticalIreassessmentIofItheIroleIofImitochondriaIinItumorigenesisWIPLoSaMedicineUI2005UIaUIeahe 11.6 174

67 ×oreIevidenceIforInonVmaternalIinheritanceIofImitochondrialIsápnWIJournalaofaMedicalaGeneticsUI
2005UIcaUIhdfVeY 5.8 60

(2005-2006)
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66 óroblemsIinIuqxImtsápIdatabaseWIScienceUI2004UIbYdUIZcYaVc 33.3 60

65 mtsápImutationsIinItumorsIofItheIcentralInervousIsystemIreflectItheIneutralIevolutionIofImtsápI
inIpopulationsWIOncogeneUI2004UIabUIZbZcVaY 9.2 35

64 xnsightsIintoItheIwesternIqantuIdispersaliImtsápIlineageIanalysisIinIpngolaWIHumanaGeneticsUI2004UI
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