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163 yevelopmentLofLHighLaffinityLNanobodiesLSpecificLforLNafciLandLNafcjLVoltagebGatedLSodiumL
xhannelLIsoformsccLJournalgofgBiologicalgChemistryaL2022aLfeflkh 5.4

162 ReversibilityLandLirreversibilityLinLtheLtemperatureLdenaturationLofLmonoclonalLantibodiescL
AnalyticalgBiochemistryaL2021aLkgkaLffigie 3.1 6

161 windingLThermodynamicsLtoLIntrinsicallyLyisorderedLProteinLyomainscLMethodsgingMoleculargBiologyaL
2020aLgfifaLiinbikg 1.4 1

160 wioinspiredLsupramolecularLengineeringLofLselfbassemblingLimmunofibersLforLhighLaffinityLbindingL
ofLimmunoglobulinLGcLBiomaterialsaL2018aLflmaLiimbijl 15.6 8

159 vLhumanLmonoclonalLantibodyLpreventsLmalariaLinfectionLbyLtargetingLaLnewLsiteLofLvulnerabilityLonL
theLparasitecLNaturegMedicineaL2018aLgiaLiembifk 50.5 136

158 SOSIPLxhangesLvffectLHumanLImmunodeficiencyLVirusLTypeLfLznvelopeLGlycoproteinLxonformationL
andLxyiLzngagementcLJournalgofgVirologyaL2018aLngaL 6.6 18

157 LongLtermLstabilityLofLaLHIVbfLneutralizingLmonoclonalLantibodyLusingLisothermalLcalorimetrycL
AnalyticalgBiochemistryaL2018aLjjiaLkfbkn 3.1 7

156 IsothermalLcalorimetryLofLaLmonoclonalLantibodyLusingLaLconventionalLdifferentialLscanningL
calorimetercLAnalyticalgBiochemistryaL2018aLjjmaLjebjg 3.1 0

155 TheL˛†geb˛†gfLofLgpfgeLisLaLregulatoryLswitchLforLHIVbfLznvLconformationalLtransitionscLNatureg
CommunicationsaL2017aLmaLfein 17.4 54

154 xrystalLstructuresLofLtrimericLHIVLenvelopeLwithLentryLinhibitorsLwMSbhlmmekLandLwMSbkgkjgncL
NaturegChemicalgBiologyaL2017aLfhaLfffjbffgg 11.7 73

153 vLnovelLlipoateLattachmentLenzymeLisLsharedLbyLPlasmodiumLandLxhlamydiaLspeciescLMolecularg
MicrobiologyaL2017aLfekaLihnbijf 4.1 7

152 TemperatureLstabilityLofLproteinsoLvnalysisLofLirreversibleLdenaturationLusingLisothermalL
calorimetrycLProteins:gStructuretgFunctiongandgBioinformaticsaL2017aLmjaLgeenbgefk 4.2 37

151 znthalpyLscreenLofLdrugLcandidatescLAnalyticalgBiochemistryaL2016aLjfhaLfbk 3.1 14

150 SmallbMoleculeLxyibMimicsoLStructurebwasedLOptimizationLofLHIVbfLzntryLInhibitioncLACSgMedicinalg
ChemistrygLettersaL2016aLlaLhhebi 4.3 60

149 ThreeLeasyLpiecescLBiochimicagEtgBiophysicagActagugGeneralgSubjectsaL2016aLfmkeaLnljbnme 4 5

148 xonformationalLstabilityLandLselfbassociationLequilibriumLinLbiologicscLDruggDiscoverygTodayaL2016aL
gfaLhigbl 8.8 18

147 xrystalLstructureaLconformationalLfixationLandLentrybrelatedLinteractionsLofLmatureLligandbfreeL
HIVbfLznvcLNaturegStructuralgandgMoleculargBiologyaL2015aLggaLjggbhf 17.6 254
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146 xyiLmimeticsLsensitizeLHIVbfbinfectedLcellsLtoLvyxxcLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaaL2015aLffgaLzgkmlbni 11.5 89

145 SyntheticaLstructuralLmimeticsLofLtheL˛†bhairpinLflapLofLHIVbfLproteaseLinhibitLenzymeLfunctioncL
BioorganicgandgMedicinalgChemistryaL2015aLghaLlenjbfen 3.4 2

144 ImpactLofLSurfaceLPolyethyleneLGlycolLUPzGVLyensityLonLwiodegradableLNanoparticleLTransportLinL
MucusLexLVivoLandLyistributionLinLVivocLACSgNanoaL2015aLnaLngflbgl 16.7 322

143 yenaturedLstateLaggregationLparametersLderivedLfromLconcentrationLdependenceLofLproteinL
stabilitycLAnalyticalgBiochemistryaL2015aLimmaLijbje 3.1 22

142 TheLwindingLThermodynamicsLofLyrugLxandidatescLMethodsgandgPrinciplesgingMedicinalgChemistryaL
2015aLfbfh 0.4 6

141 SinglebxhainLSolubleLwGjejcSOSIPLgpfieLTrimersLasLStructuralLandLvntigenicLMimicsLofLMatureL
xlosedLHIVbfLznvcLJournalgofgVirologyaL2015aLmnaLjhfmbgn 6.6 86

140 IsothermalLchemicalLdenaturationLtoLdetermineLbindingLaffinityLofLsmallLmoleculesLtoLGbproteinL
coupledLreceptorscLAnalyticalgBiochemistryaL2015aLilhaLifbj 3.1 11

139 xharacterizationLofLproteinbproteinLinteractionsLbyLisothermalLtitrationLcalorimetrycLMethodsging
MoleculargBiologyaL2015aLfglmaLfmhbgei 1.4 41

138 StructurebbasedLdesignaLsynthesisLandLvalidationLofLxyibmimeticLsmallLmoleculeLinhibitorsLofLHIVbfL
entryoLconversionLofLaLviralLentryLagonistLtoLanLantagonistcLAccountsgofgChemicalgResearchaL2014aLilaLfggmbhl24.3 67

137 xyibmimeticLsmallLmoleculesLsensitizeLhumanLimmunodeficiencyLvirusLtoLvaccinebelicitedL
antibodiescLJournalgofgVirologyaL2014aLmmaLkjigbjj 6.6 40

136
OptimizationLofLplasmepsinLinhibitorLbyLfocusingLonLsimilarLstructuralLfeatureLwithLchloroquineLtoL
avoidLdrugbresistantLmechanismLofLPlasmodiumLfalciparumcLBioorganicgandgMedicinalgChemistryg
LettersaL2014aLgiaLfknmblef

2.9 4

135 yesignaLsynthesisaLandLbiologicalLevaluationLofLnovelLdipeptidebtypeLSvRSbxoVLhxLLproteaseL
inhibitorsoLstructurebactivityLrelationshipLstudycLEuropeangJournalgofgMedicinalgChemistryaL2013aLkjaLihkbil6.8 36

134
yevelopmentLofLpotentLdipeptidebtypeLSvRSbxoVLhxLLproteaseLinhibitorsLwithLnovelLPhLscaffoldsoL
designaLsynthesisaLbiologicalLevaluationaLandLdockingLstudiescLEuropeangJournalgofgMedicinalg
ChemistryaL2013aLkmaLhlgbmi

6.8 42

133 yesignLandLsynthesisLofLnewLtripeptidebtypeLSvRSbxoVLhxLLproteaseLinhibitorsLcontainingLanL
electrophilicLarylketoneLmoietycLBioorganicgandgMedicinalgChemistryaL2013aLgfaLifgbgi 3.4 40

132 xhemicalLdenaturationLasLaLtoolLinLtheLformulationLoptimizationLofLbiologicscLDruggDiscoverygTodayaL
2013aLfmaLfeelbfh 8.8 41

131 LigandLbindingLanalysisLandLscreeningLbyLchemicalLdenaturationLshiftcLAnalyticalgBiochemistryaL2013aL
iihaLjgbl 3.1 27

130 OptimizationLofLxyidgpfgeLinhibitorsLbyLthermodynamicbguidedLalaninebscanningLmutagenesiscL
ChemicalgBiologygandgDruggDesignaL2013aLmfaLlgbm 2.9 19

129 StructurebwasedLyesignLandLSynthesisLofLanLHIVbfLzntryLInhibitorLzxploitingLXbRayLandL
ThermodynamicLxharacterizationcLACSgMedicinalgChemistrygLettersaL2013aLiaLhhmbhih 4.3 50

(2013-2015)
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128 SomeLPracticalLRulesLforLtheLThermodynamicLOptimizationLofLyrugLxandidatesL2012aLghbhf 1

127 StructurebbasedLdesignaLsynthesisaLandLcharacterizationLofLdualLhotspotLsmallbmoleculeLHIVbfLentryL
inhibitorscLJournalgofgMedicinalgChemistryaL2012aLjjaLihmgbnk 8.3 78

126 InhibitingLearlybstageLeventsLinLHIVbfLreplicationLbyLsmallbmoleculeLtargetingLofLtheLHIVbfLcapsidcL
JournalgofgVirologyaL2012aLmkaLmilgbmf 6.6 59

125 TheLPlasmepsinLβamilyLasLvntimalarialLyrugLTargetscLMethodsgandgPrinciplesgingMedicinalgChemistryaL
2011aLjffbjil 0.4

124 xonformationalLandLstructuralLfeaturesLofLHIVbfLgpfgeLunderlyingLtheLdualLreceptorLantagonismLbyL
crossbreactiveLneutralizingLantibodyLmfmcLBiochemistryaL2011aLjeaLgljkbkm 3.2 5

123 ITxoLMoreLThanLJustLwindingLvffinitiesL2011aLhehbhfg

122 SomeLbindingbrelatedLdrugLpropertiesLareLdependentLonLthermodynamicLsignaturecLChemicalg
BiologygandgDruggDesignaL2011aLllaLfkfbj 2.9 30

121 βindingLaLbetterLpathLtoLdrugLselectivitycLDruggDiscoverygTodayaL2011aLfkaLnmjbne 8.8 100

120 SynthesisLandLbiochemicalLevaluationLofLtriazoledtetrazolebcontainingLsulfonamidesLagainstL
thrombinLandLrelatedLserineLproteasescLBioorganicgandgMedicinalgChemistrygLettersaL2011aLgfaLjhejbn 2.9 19

119 yesignaLsynthesisLandLbiologicalLevaluationLofLsmallLmoleculeLinhibitorsLofLxyibgpfgeLbindingL
basedLonLvirtualLscreeningcLBioorganicgandgMedicinalgChemistryaL2011aLfnaLnfbfef 3.4 65

118 ThermodynamicsbbasedLdrugLdesignoLstrategiesLforLinhibitingLproteinbproteinLinteractionscLFutureg
MedicinalgChemistryaL2011aLhaLffgnbhl 4.1 44

117 HowLmuchLbindingLaffinityLcanLbeLgainedLbyLfillingLaLcavitytcLChemicalgBiologygandgDruggDesignaL2010
aLljaLfihbjf 2.9 42

116 vddingLcalorimetricLdataLtoLdecisionLmakingLinLleadLdiscoveryoLaLhotLtipcLNaturegReviewsgDrugg
DiscoveryaL2010aLnaLghbl 64.1 315

115 NaturallyLoccurringLvariabilityLinLtheLenvelopeLglycoproteinLofLHIVbfLandLdevelopmentLofLcellLentryL
inhibitorscLBiochemistryaL2010aLinaLghjnbkl 3.2 16

114 MutationLofLvsngmLdisruptsLtheLdimerizationLandLenzymaticLactivityLofLSvRSLhxLUproVcLBiochemistryaL
2010aLinaLihembfl 3.2 33

113 UseLofLtheLquartzLcrystalLmicrobalanceLtoLmonitorLligandbinducedLconformationalLrearrangementsL
inLHIVbfLenvelopeLproteinLgpfgecLAnalyticalgandgBioanalyticalgChemistryaL2010aLhnkaLffihbjg 4.4 23

112 TheLactiveLcoreLinLaLtriazoleLpeptideLdualbsiteLantagonistLofLHIVbfLgpfgecLChemMedChemaL2010aLjaLfmlfbn3.7 31

111 vLthermodynamicLapproachLtoLtheLaffinityLoptimizationLofLdrugLcandidatescLChemicalgBiologygandg
DruggDesignaL2009aLliaLikmblg 2.9 104

Ernesto Freire

4



110 NewLdevelopmentsLforLtheLdesignaLsynthesisLandLbiologicalLevaluationLofLpotentLSvRSbxoVL
hxLUproVLinhibitorscLBioorganicgandgMedicinalgChemistrygLettersaL2009aLfnaLglggbl 2.9 41

109 windingLthermodynamicsLofLtheLNbterminalLpeptideLofLtheLxxRjLcoreceptorLtoLHIVbfLenvelopeL
glycoproteinLgpfgecLBiochemistryaL2009aLimaLllnbmj 3.2 21

108 IsothermalLtitrationLcalorimetryoLgeneralLformalismLusingLbindingLpolynomialscLMethodsging
EnzymologyaL2009aLijjaLfglbjj 1.7 111

107 yoLenthalpyLandLentropyLdistinguishLfirstLinLclassLfromLbestLinLclasstcLDruggDiscoverygTodayaL2008aL
fhaLmknbli 8.8 388

106 SmallbmoleculeLxyiLmimicsLinteractLwithLaLhighlyLconservedLpocketLonLHIVbfLgpfgecLStructureaL2008
aLfkaLfkmnblef 5.2 143

105 TheLflavodoxinLfromLHelicobacterLpylorioLstructuralLdeterminantsLofLthermostabilityLandLβMNL
cofactorLbindingcLBiochemistryaL2008aLilaLkglbhn 3.2 28

104
vntimalarialLactivityLenhancementLinLhydroxymethylcarbonylLUHMxVLisosterebbasedL
dipeptidomimeticsLtargetingLmalarialLasparticLproteaseLplasmepsincLBioorganicgandgMedicinalg
ChemistryaL2008aLfkaLfeeinbke

3.4 25

103 StructuralLdeterminantsLforLaffinityLenhancementLofLaLdualLantagonistLpeptideLentryLinhibitorLofL
humanLimmunodeficiencyLvirusLtypebfcLJournalgofgMedicinalgChemistryaL2008aLjfaLgkhmbil 8.3 36

102 InhibitionLofLHIVbgLproteaseLbyLHIVbfLproteaseLinhibitorsLinLclinicalLusecLChemicalgBiologygandgDrugg
DesignaL2008aLlfaLgnmbhej 2.9 79

101 yevelopmentLofLbroadbspectrumLhalomethylLketoneLinhibitorsLagainstLcoronavirusLmainLproteaseL
hxLUproVcLChemicalgBiologygandgDruggDesignaL2008aLlgaLhibin 2.9 38

100 xharacterizationLofLintramolecularLinteractionsLofLHIVbfLaccessoryLproteinLNefLbyLdifferentialL
scanningLcalorimetrycLBiophysicalgChemistryaL2007aLfgkaLhkbig 3.5 5

99 xompensatingLenthalpicLandLentropicLchangesLhinderLbindingLaffinityLoptimizationcLChemicalg
BiologygandgDruggDesignaL2007aLknaLifhbgg 2.9 148

98 StrategiesLforLtargetingLHIVbfLenvelopeLglycoproteinLgpfgeLinLtheLdevelopmentLofLnewLantiviralscL
FuturegHIVgTherapyaL2007aLfaLgghbggn 2

97 TheLnativebstateLensembleLofLproteinsLprovidesLcluesLforLfoldingaLmisfoldingLandLfunctioncLTrendsging
BiochemicalgSciencesaL2006aLhfaLinibk 10.3 29

96 OvercomingLHIVbfLresistanceLtoLproteaseLinhibitorscLDruggDiscoverygTodaygDiseasegMechanismsaL
2006aLhaLgmfbgmk 15

95 ThermodynamicsLofLbindingLofLaLlowbmolecularbweightLxyiLmimeticLtoLHIVbfLgpfgecLBiochemistryaL
2006aLijaLfenlhbme 3.2 134

94 LongbrangeLcooperativeLinteractionsLmodulateLdimerizationLinLSvRSLhxLprocLBiochemistryaL2006aLijaLfinembfk3.2 58

93 OvercomingLroadblocksLinLleadLoptimizationoLaLthermodynamicLperspectivecLChemicalgBiologygandg
DruggDesignaL2006aLklaLgbi 2.9 107

(2006-2009)
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92 IsothermalLtitrationLcalorimetryLtoLdetermineLassociationLconstantsLforLhighbaffinityLligandscLNatureg
ProtocolsaL2006aLfaLfmkbnf 18.8 223

91 SynthesisLofLglutamicLacidLandLglutamineLpeptidesLpossessingLaLtrifluoromethylLketoneLgroupLasL
SvRSbxoVLhxLLproteaseLinhibitorscLTetrahedronaL2006aLkgaLmkefbmken 2.4 35

90 ITxLinLtheLpostbgenomicLeraccctLPricelesscLBiophysicalgChemistryaL2005aLffjaLffjbgi 3.5 172

89 windingLthermodynamicsLofLstatinsLtoLHMGbxovLreductasecLBiochemistryaL2005aLiiaLfflifbm 3.2 82

88 vdaptiveLinhibitorsLofLtheLHIVbfLproteasecLProgressgingBiophysicsgandgMoleculargBiologyaL2005aLmmaLfnhbgem4.7 106

87
SolubleLmimeticsLofLhumanLimmunodeficiencyLvirusLtypeLfLviralLspikesLproducedLbyLreplacementLofL
theLnativeLtrimerizationLdomainLwithLaLheterologousLtrimerizationLmotifoLcharacterizationLandL
ligandLbindingLanalysiscLJournalgofgVirologyaL2005aLlnaLnnjibkn

6.6 65

86 vLThermodynamicLGuideLtoLvffinityLOptimizationLofLyrugLxandidatesL2005aLgnfbhel 6

85 InteractionsLofLHIVbfLproteinsLgpfgeLandLNefLwithLcellularLpartnersLdefineLaLnovelLallostericL
paradigmcLCurrentgProteingandgPeptidegScienceaL2004aLjaLfbm 2.8 32

84 yesignLofLinhibitorsLagainstLHIVaLHTLVbIaLandLPlasmodiumLfalciparumLasparticLproteasescLBiologicalg
ChemistryaL2004aLhmjaLfehjbn 4.5 25

83 xharacterizationLofLproteinbproteinLinteractionsLbyLisothermalLtitrationLcalorimetrycLMethodsging
MoleculargBiologyaL2004aLgkfaLhjbji 1.4 134

82 vLstructuralLandLthermodynamicLescapeLmechanismLfromLaLdrugLresistantLmutationLofLtheLHIVbfL
proteasecLProteins:gStructuretgFunctiongandgBioinformaticsaL2004aLjjaLjnibkeg 4.2 49

81 SearchLforLsubstratebbasedLinhibitorsLfittingLtheLSgTLspaceLofLmalarialLasparticLproteaseLplasmepsinL
IIcLJournalgofgPeptidegScienceaL2004aLfeaLkifbl 2.1 36

80 IdentificationLofLnovelLinhibitorsLofLtheLSvRSLcoronavirusLmainLproteaseLhxLprocLBiochemistryaL2004
aLihaLinekbfg 3.2 180

79 IsothermalLtitrationLcalorimetrycLCurrentgProtocolsgingCellgBiologyaL2004aLxhapterLflaLUnitLflcm 2.3 97

78
ThermodynamicLrulesLforLtheLdesignLofLhighLaffinityLHIVbfLproteaseLinhibitorsLwithLadaptabilityLtoL
mutationsLandLhighLselectivityLtowardsLunwantedLtargetscLInternationalgJournalgofgBiochemistrygandg
CellgBiologyaL2004aLhkaLflmlbnn

5.6 63

77 IsothermalLtitrationLcalorimetryoLcontrollingLbindingLforcesLinLleadLoptimizationcLDruggDiscoveryg
Today:gTechnologiesaL2004aLfaLgnjbn 7.1 54

76 MultidrugLresistanceLtoLHIVbfLproteaseLinhibitionLrequiresLcooperativeLcouplingLbetweenLdistalL
mutationscLBiochemistryaL2003aLigaLfhkjnbkk 3.2 120

75 TheLbindingLofLHIVbfLproteaseLinhibitorsLtoLhumanLserumLproteinscLBiophysicalgChemistryaL2003aLfejaLggfbhe3.5 54
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74 vLmajorLroleLforLaLsetLofLnonbactiveLsiteLmutationsLinLtheLdevelopmentLofLHIVbfLproteaseLdrugL
resistancecLBiochemistryaL2003aLigaLkhfbm 3.2 120

73 HighbaffinityLinhibitionLofLaLfamilyLofLPlasmodiumLfalciparumLproteasesLbyLaLdesignedLadaptiveL
inhibitorcLBiochemistryaL2003aLigaLmijnbki 3.2 109

72 StructuralLandLthermodynamicLbasisLofLresistanceLtoLHIVbfLproteaseLinhibitionoLimplicationsLforL
inhibitorLdesigncLCurrentgDruggTargetsgInfectiousgDisordersaL2003aLhaLhffbgm 48

71 ProteaseLinhibitionLinLvfricanLsubtypesLofLHIVbfcLAIDSgReviewsaL2003aLjaLfkjblf 1.5 32

70 TheLintegrationLofLgenomicLandLstructuralLinformationLinLtheLdevelopmentLofLhighLaffinityL
plasmepsinLinhibitorscLInternationalgJournalgforgParasitologyaL2002aLhgaLfkknblk 4.3 29

69 StructuralLparameterizationLofLtheLbindingLenthalpyLofLsmallLligandscLProteins:gStructuretgFunctiong
andgBioinformaticsaL2002aLinaLfmfbne 4.2 110

68 HIVbfLevadesLantibodybmediatedLneutralizationLthroughLconformationalLmaskingLofL
receptorbbindingLsitescLNatureaL2002aLigeaLklmbmg 50.4 731

67 yesigningLdrugsLagainstLheterogeneousLtargetscLNaturegBiotechnologyaL2002aLgeaLfjbk 44.5 39

66 IdentificationLandLcharacterizationLofLallophenylnorstatinebbasedLinhibitorsLofLplasmepsinLIIaLanL
antimalarialLtargetcLBiochemistryaL2002aLifaLgglhbme 3.2 85

65 TheLlinkageLbetweenLproteinLfoldingLandLfunctionalLcooperativityoLtwoLsidesLofLtheLsameLcointcL
AnnualgReviewgofgBiophysicsgandgBiomoleculargStructureaL2002aLhfaLghjbjk 145

64
OvercomingLdrugLresistanceLinLHIVbfLchemotherapyoLtheLbindingLthermodynamicsLofLvmprenavirL
andLTMxbfgkLtoLwildbtypeLandLdrugbresistantLmutantsLofLtheLHIVbfLproteasecLProteingScienceaL2002aL
ffaLfnembfk

6.3 85

63 vmplificationLofLtheLeffectsLofLdrugLresistanceLmutationsLbyLbackgroundLpolymorphismsLinLHIVbfL
proteaseLfromLvfricanLsubtypescLBiochemistryaL2002aLifaLmkfhbn 3.2 84

62 TheLapplicationLofLthermodynamicLmethodsLinLdrugLdesigncLThermochimicagActaaL2001aLhmeaLgflbggl 2.9 42

61 IncorporatingLtargetLheterogeneityLinLdrugLdesigncLJournalgofgCellulargBiochemistryaL2001aLSupplLhlaLmgbm 4.7 27

60 yirectLmeasurementLofLproteinLbindingLenergeticsLbyLisothermalLtitrationLcalorimetrycLCurrentg
OpiniongingStructuralgBiologyaL2001aLffaLjkebk 8.1 557

59 TheLthermodynamicLlinkageLbetweenLproteinLstructureaLstabilityaLandLfunctioncLMethodsging
MoleculargBiologyaL2001aLfkmaLhlbkm 1.4 24

58 TheLbindingLenergeticsLofLfirstbLandLsecondbgenerationLHIVbfLproteaseLinhibitorsoLimplicationsLforL
drugLdesigncLArchivesgofgBiochemistrygandgBiophysicsaL2001aLhneaLfknblj 4.1 135

57 ThermodynamicLstudiesLofLtheLcoreLhistonesoLstabilityLofLtheLoctamerLsubunitsLisLnotLalteredLbyL
removalLofLtheirLterminalLdomainscLBiochemistryaL2001aLieaLfhffibgh 3.2 23

(2001-2003)
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56 StructuralLstabilityLofLbindingLsitesoLxonsequencesLforLbindingLaffinityLandLallostericLeffectscL
Proteins:gStructuretgFunctiongandgBioinformaticsaL2000aLifaLkhblf 4.2 135

55 windingLofLsmallLorganicLmoleculesLtoLmacromolecularLtargetsoLzvaluationLofLconformationalL
entropyLchangescLProteins:gStructuretgFunctiongandgBioinformaticsaL2000aLifaLnhbfel 4.2 23

54 ThermodynamicLdissectionLofLtheLbindingLenergeticsLofLKNIbglgaLaLpotentLHIVbfLproteaseLinhibitorcL
ProteingScienceaL2000aLnaLfmefbn 6.3 85

53 ThermodynamicLbasisLofLresistanceLtoLHIVbfLproteaseLinhibitionoLcalorimetricLanalysisLofLtheL
VmgβdImiVLactiveLsiteLresistantLmutantcLBiochemistryaL2000aLhnaLffmlkbmh 3.2 111

52 HIVbfLproteaseLinhibitorsoLenthalpicLversusLentropicLoptimizationLofLtheLbindingLaffinitycL
BiochemistryaL2000aLhnaLggefbl 3.2 131

51 StructuralLstabilityLofLbindingLsitesoLxonsequencesLforLbindingLaffinityLandLallostericLeffectscL
Proteins:gStructuretgFunctiongandgBioinformaticsaL2000aLifaLkhblf 4.2 17

50 StructuralLstabilityLofLbindingLsitesoLconsequencesLforLbindingLaffinityLandLallostericLeffectscL
Proteins:gStructuretgFunctiongandgBioinformaticsaL2000aLSupplLiaLkhblf 4.2 51

49 windingLofLsmallLorganicLmoleculesLtoLmacromolecularLtargetsoLevaluationLofLconformationalL
entropyLchangescLProteins:gStructuretgFunctiongandgBioinformaticsaL2000aLSupplLiaLnhbfel 4.2 3

48
TheLpropagationLofLbindingLinteractionsLtoLremoteLsitesLinLproteinsoLanalysisLofLtheLbindingLofLtheL
monoclonalLantibodyLyfchLtoLlysozymecLProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaaL1999aLnkaLfeffmbgg

11.5 169

47 TheLeffectLofLinhibitorLbindingLonLtheLstructuralLstabilityLandLcooperativityLofLtheLHIVbfLproteasecL
Proteins:gStructuretgFunctiongandgBioinformaticsaL1999aLhkaLfilbjk 4.2 51

46 TheLnativeLstateLconformationalLensembleLofLtheLSHhLdomainLfromLalphabspectrincLBiochemistryaL
1999aLhmaLmmnnbnek 3.2 73

45 StructurebbasedLthermodynamicLdesignLofLpeptideLligandsoLvpplicationLtoLpeptideLinhibitorsLofLtheL
asparticLproteaseLendothiapepsincLProteins:gStructuretgFunctiongandgBioinformaticsaL1998aLheaLlibmj 4.2 37

44 MolecularLbasisLofLresistanceLtoLHIVbfLproteaseLinhibitionoLaLplausibleLhypothesiscLBiochemistryaL
1998aLhlaLjlnfbl 3.2 77

43 TheLconformationalLequilibriumLofLhumanLgrowthLhormonecLJournalgofgMoleculargBiologyaL1998aL
gllaLienbfm 6.5 25

42 TheLstructuralLstabilityLofLtheLHIVbfLproteasecLJournalgofgMoleculargBiologyaL1998aLgmhaLiljbmm 6.5 162

41 StatisticalLthermodynamicLlinkageLbetweenLconformationalLandLbindingLequilibriacLAdvancesging
ProteingChemistryaL1998aLjfaLgjjbln 53

40 StructurebbasedLpredictionLofLbindingLaffinitiesLandLmolecularLdesignLofLpeptideLligandscLMethodsging
EnzymologyaL1998aLgnjaLfeebgl 1.7 86

39 StructurebbasedLthermodynamicLanalysisLofLHIVbfLproteaseLinhibitorscLBiochemistryaL1997aLhkaLkjmmbnk 3.2 73
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38 TheLstructuralLstabilityLofLtheLcobchaperoninLGrozScLJournalgofgMoleculargBiologyaL1997aLglgaLllebn 6.5 67

37 StructurebbasedLstatisticalLthermodynamicLanalysisLofLTiLlysozymeLmutantsoLstructuralLmappingLofL
cooperativeLinteractionscLBiophysicalgChemistryaL1997aLkiaLknbln 3.5 48

36 PredictingLtheLequilibriumLproteinLfoldingLpathwayoLstructurebbasedLanalysisLofLstaphylococcalL
nucleasecLProteins:gStructuretgFunctiongandgBioinformaticsaL1997aLglaLflfbmh 4.2 71

35 StructurebbasedLthermodynamicLscaleLofLalphabhelixLpropensitiesLinLaminoLacidscLBiochemistryaL1996
aLhjaLfhkmfbm 3.2 110

34 ThermodynamicLstudiesLofLtheLcoreLhistonesoLpHLandLionicLstrengthLeffectsLonLtheLstabilityLofLtheL
UHhbHiVdUHhbHiVgLsystemcLBiochemistryaL1996aLhjaLgehlbik 3.2 52

33 StructurebbasedLcalculationLofLtheLequilibriumLfoldingLpathwayLofLproteinscLxorrelationLwithL
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