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j Paper IF Citations

139 rladderLcancerLdetectionLinLurineLusingLtNqLmethylationLmarkersjLaLtechnicalLandLprospectiveL
preclinicalLvalidationZZLClinicalfEpigeneticsXL2022XLadXLai 7.7 1

138
PerformanceLofLtNqLmethylationLanalysisLofLqSs®aXL®xXhXLSTfwq®NqseXLwxSRXLZysaLandLSSTLforL
theLtriageLofLxPVYpositiveLwomenjLResultsLfromLaLtutchLprimaryLxPVYbasedLscreeningLcohortZL
InternationalfJournalfoffCancerXL2022XLae]XLdd]Yddi

7.5 1

137 slinicalLRegressionLofLxighYwradeLservicalLyntraepithelialLNeoplasiaLysLqssociatedLWithLqbsenceLofL
tNqLMethylationLTsONsuRVuLStudyUZZLJournalfoffClinicalfOncologyXL2022XLzsOba]bdcc 2.2 1

136
sancerLRiskLStratificationLofLqnalLyntraepithelialLNeoplasiaLinLxumanLymmunodeficiencyL
VirusYPositiveLMenLbyLValidatedLMethylationLMarkersLqssociatedLWithLProgressionLtoLsancerZL
ClinicalfInfectiousfDiseasesXL2021XLgbXLbaedYbafc

11.6 8

135 TheLassociationLbetweenLviralLloadLandLconcurrentLhumanLpapillomavirusLinfectionLatLtheLgenitalL
andLanalLsitesLofLyoungLwomenLandLtheLimpactLofLvaccinationZZLTumourfVirusfResearchXL2021XLacXLb]]bcc 0

134 tynamicsLofLmethylatedLcellYfreeLtNqLinLtheLurineLofLnonYsmallLcellLlungLcancerLpatientsZL
EpigeneticsXL2021XLaYac 5.7 0

133 tirectLbisulphiteLconversionLofLcervicalLsamplesLforLtNqLmethylationLanalysisZLEpigeneticsXL2021XLaYg 5.7 1

132 tNqLmethylationLmarkersLhaveLuniversalLprognosticLvalueLforLanalLcancerLriskLinLxyVYnegativeLandL
xyVYpositiveLindividualsZLMolecularfOncologyXL2021XLaeXLc]bdYc]cf 7.9 5

131 ympactLofLsollectionLVolumeLandLtNqLuxtractionLMethodLonLtheLtetectionLofLriomarkersLandLxPVL
tNqLinLvirstYVoidLUrineZLMoleculesXL2021XLbfXL 4.8 2

130 TriageLofLhumanLpapillomavirusLinfectedLwomenLbyLmethylationLanalysisLinLfirstYvoidLurineZL
ScientificfReportsXL2021XLaaXLghfb 4.9 0

129
slassificationLofLhighYgradeLcervicalLintraepithelialLneoplasiaLbyLpafLXL™iYfgXLxPVLudLandL
vqMaiqd[miRabdYbLmethylationLstatusLdemonstratesLconsiderableLheterogeneityLwithLpotentialL
consequencesLforLmanagementZLInternationalfJournalfoffCancerXL2021XLadiXLg]gYgaf

7.5 9

128 qLsystematicLreviewLonLmutationLmarkersLforLbladderLcancerLdiagnosisLinLurineZLBJUfInternationalXL
2021XLabgXLabYbg 5.6 7

127 VulvarLintraepithelialLneoplasiajLyncidenceLandLlongYtermLriskLofLvulvarLsquamousLcellLcarcinomaZL
InternationalfJournalfoffCancerXL2021XLadhXLi]Yih 7.5 13

126 teltaY®ikeL®igandYNotchaLSignalingLysLSelectivelyLModulatedLbyLxPVafLufLtoLPromoteLSquamousL
sellLProliferationLandLsorrelatesLwithLservicalLsancerLPrognosisZLCancerfResearchXL2021XLhaXLai]iYaiba 10.1 2

125 TheLOriginLofLTumorLtNqLinLUrineLofLUrogenitalLsancerLPatientsjL®ocalLSheddingLandLTransrenalL
uxcretionZLCancersXL2021XLacXL 6.6 1

124 tNqLmethylationLmarkersLforLcancerLriskLpredictionLofLvulvarLintraepithelialLneoplasiaZLInternationalf
JournalfoffCancerXL2021XLadhXLbdha 7.5 7

123
sharacterisationLofLanalLintraepithelialLneoplasiaLandLanalLcancerLinLxyVYpositiveLmenLbyL
immunohistochemicalLmarkersLpafXL™iYfgXLxPVYudLandLtNqLmethylationLmarkersZLInternationalf
JournalfoffCancerXL2021XLadiXLahccYahdd

7.5 0
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122 OncogenicLxPVLpromotesLtheLexpressionLofLtheLlongLnoncodingLRNqLlncYvqNsyYbLthroughLugLandL
YYaZLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaXL2021XLaahXL 11.5 12

121 NonYinvasiveLdetectionLofLendometrialLcancerLbyLtNqLmethylationLanalysisLinLurineZLClinicalf
EpigeneticsXL2020XLabXLafe 7.7 6

120 MethylationLanalysisLinLurineLfractionsLforLoptimalLsyNcLandLcervicalLcancerLdetectionZL
PapillomavirusfResearchfoAmsterdamtfNetherlandspXL2020XLiXLa]]aic 4.6 8

119 ydentificationLofLteregulatedLPathwaysXL™eyLRegulatorsXLandLNovelLmiRNqYmRNqLynteractionsLinL
xPVYMediatedLTransformationZLCancersXL2020XLabXL 6.6 12

118 tPx®jLqLtyqLPanYhumanLProteinLMassLSpectrometryL®ibraryLforLRobustLriomarkerLtiscoveryZL
GenomicstfProteomicsfandfBioinformaticsXL2020XLahXLa]dYaai 6.5 23

117 uvaluationLofLsixLmethylationLmarkersLderivedLfromLgenomeYwideLscreensLforLdetectionLofLcervicalL
precancerLandLcancerZLEpigenomicsXL2020XLabXLaefiYaegh 4.4 5

116 tNqLmethylationLmarkersLforLendometrialLcancerLdetectionLinLminimallyLinvasiveLsamplesjLaL
systematicLreviewZLEpigenomicsXL2020XLabXLaffaYafgb 4.4 4

115 vqMaiqd[miRabdYbLmethylationLinLinvasiveLcervicalLcancerjLqLretrospectiveLcrossYsectionalL
worldwideLstudyZLInternationalfJournalfoffCancerXL2020XLadgXLabaeYabba 7.5 18

114 somparativeLqnalysisLofLUrineLvractionsLforLOptimalLrladderLsancerLtetectionLUsingLtNqL
MethylationLMarkersZLCancersXL2020XLabXL 6.6 20

113 qLtwoYgeneLmethylationLsignatureLforLtheLdiagnosisLofLbladderLcancerLinLurineZLEpigenomicsXL2019XL
aaXLccgYcdg 4.4 13

112 sirculatingLTumorLtNqLqnalysisjLslinicalLymplicationsLforLsolorectalLsancerLPatientsZLqLSystematicL
ReviewZLJNCIfCancerfSpectrumXL2019XLcXLpkz]db 4.6 14

111 ®ongYtermLsyNcWLriskLofLxPVLpositiveLwomenLafterLtriageLwithLvqMaiqd[miRabdYbLmethylationL
analysisZLGynecologicfOncologyXL2019XLaedXLcfhYcgc 4.9 14

110 xPVafLvariantLanalysisLinLprimaryLandLrecurrentLsyNb[cLlesionsLdemonstratesLpresenceLofLtheLsameL
consensusLvariantZLPapillomavirusfResearchfoAmsterdamtfNetherlandspXL2019XLgXLafhYagb 4.6 2

109 somplementarityLbetweenLmiRNqLexpressionLanalysisLandLtNqLmethylationLanalysisLinL
hrxPVYpositiveLcervicalLscrapesLforLtheLdetectionLofLcervicalLdiseaseZLEpigeneticsXL2019XLadXLeehYefg 5.7 6

108 xostLsellLteoxyribonucleicLqcidLMethylationLMarkersLforLtheLtetectionLofLxighYgradeLqnalL
yntraepithelialLNeoplasiaLandLqnalLsancerZLClinicalfInfectiousfDiseasesXL2019XLfhXLaaa]Yaaag 11.6 15

107 qlteredLmicroRNqLprocessingLproteinsLinLxPVYinducedLcancersZLCurrentfOpinionfinfVirologyXL2019XL
ciXLbcYcb 7.5 7

106 miRYiYepLuxertsLaLtualLRoleLinLservicalLsancerLandLTargetsLTranscriptionLvactorLTWySTaZLCellsXL2019XL
iXL 7.9 16

105 servicalLcancerLdetectionLbyLtNqLmethylationLanalysisLinLurineZLScientificfReportsXL2019XLiXLc]hh 4.9 21

(2019-2021)
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104 TheLuseLofLmolecularLmarkersLforLcervicalLscreeningLofLwomenLlivingLwithLxyVLinLSouthLqfricaZLAidsXL
2019XLccXLb]ceYb]db 3.5 6

103 wenomeYwideLmicroRNqLanalysisLofLxPVYpositiveLselfYsamplesLyieldsLnovelLtriageLmarkersLforLearlyL
detectionLofLcervicalLcancerZLInternationalfJournalfoffCancerXL2019XLaddXLcgbYcgi 7.5 19

102 TheLdiagnosticLaccuracyLofLmethylationLmarkersLinLurineLforLtheLdetectionLofLbladderLcancerjLaL
systematicLreviewZLEpigenomicsXL2018XLa]XLfgcYfhg 4.4 20

101
servicalLcancerLriskLinLxPVYpositiveLwomenLafterLaLnegativeLvqMaiqd[mirabdYbLmethylationLtestjLqL
postLhocLanalysisLinLtheLPOrqSsqMLtrialLwithLadLyearLfollowYupZLInternationalfJournalfoffCancerXL
2018XLadcXLaedaYaedh

7.5 40

100 ydentificationLandLValidationLofLaLcYweneLMethylationLslassifierLforLxPVYrasedLservicalLScreeningL
onLSelfYSamplesZLClinicalfCancerfResearchXL2018XLbdXLcdefYcdfd 12.9 35

99 xostYcellLtNqLmethylationLpatternsLduringLhighYriskLxPVYinducedLcarcinogenesisLrevealLaL
heterogeneousLnatureLofLcervicalLpreYcancerZLEpigeneticsXL2018XLacXLgfiYggh 5.7 27

98 ThreeYtieredLscoreLforL™iYfgLandLpafLimprovesLaccuracyLandLreproducibilityLofLgradingLsyNLlesionsZL
JournalfoffClinicalfPathologyXL2018XLgaXLihaYihh 3.9 25

97 TriageLofLhighYriskLxPVYpositiveLwomenLinLpopulationYbasedLscreeningLbyLmiRNqLexpressionL
analysisLinLcervicalLscrapeskLaLfeasibilityLstudyZLClinicalfEpigeneticsXL2018XLa]XLgf 7.7 13

96 MolecularLheterogeneityLinLhumanLpapillomavirusYdependentLandLYindependentLvulvarL
carcinogenesisZLCancerfMedicineXL2018XLgXLdedbYdeec 4.8 11

95 xPVLudLexpressionLandLtNqLhypermethylationLofLsqtMaXLMq®XLandLmiRabdYbLgenesLinLcervicalL
cancerLandLprecursorLlesionsZLModernfPathologyXL2018XLcaXLahdbYahe] 9.8 29

94 TheLeffectLofLqRTLonLcervicalLcancerLprecursorLlesionsZLLancetfHIVttheXL2018XLeXLefYeh 7.8 5

93 xPVafYRelatedLservicalLsancersLandLPrecancersLxaveLyncreasedL®evelsLofLxostLsellLtNqL
MethylationLinLWomenL®ivingLwithLxyVZLInternationalfJournalfoffMolecularfSciencesXL2018XLaiXL 6.3 4

92 tetectionLofLhypermethylatedLgenesLasLmarkersLforLcervicalLscreeningLinLwomenLlivingLwithLxyVZL
JournalfoffthefInternationalfAIDSfSocietyXL2018XLbaXLebeafe 5.4 11

91 wenomeYwideLtNqLMethylationLProfilingLRevealsLMethylationLMarkersLqssociatedLwithLcqLwainLforL
tetectionLofLservicalLPrecancerLandLsancerZLClinicalfCancerfResearchXL2017XLbcXLchacYchbb 12.9 55

90
tevelopmentLofLaLreplicationYdeficientLadenoviralLvectorYbasedLvaccineLcandidateLforLtheL
interceptionLofLxPVafYLandLxPVahYinducedLinfectionsLandLdiseaseZLInternationalfJournalfoffCancerXL
2017XLadaXLcicYd]d

7.5 15

89 wynaecologicalLcancerjLNovelLmolecularLsubtypesLofLcervicalLcancerLYLpotentialLclinicalL
consequencesZLNaturefReviewsfClinicalfOncologyXL2017XLadXLcigYcih 19.4 13

88
tNqLhypermethylationLanalysisLinLsputumLofLasymptomaticLsubjectsLatLriskLforLlungLcancerL
participatingLinLtheLNu®SONLtrialjLargumentLforLmaximumLscreeningLintervalLofLbLyearsZLJournalfoff
ClinicalfPathologyXL2017XLg]XLbe]Ybed

3.9 15

87 qLStrategyLtoLvindLSuitableLReferenceLwenesLforLmiRNqLQuantitativeLPsRLqnalysisLandLytsL
qpplicationLtoLservicalLSpecimensZLJournalfoffMolecularfDiagnosticsXL2017XLaiXLfbeYfcg 5.1 11
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86 SelectionLofLwomenLatLriskLforLcervicalLcancerLinLanLxyVYinfectedLSouthLqfricanLpopulationZLAidsXL
2017XLcaXLaideYaiec 3.5 13

85 woodLperformanceLofLpaf[kiYfgLdualYstainedLcytologyLforLsurveillanceLofLwomenLtreatedLforL
highYgradeLsyNZLInternationalfJournalfoffCancerXL2017XLad]XLdbcYdc] 7.5 13

84 xighL®evelsLofLurVYuncodedLRNqLaLTuruRaULTriggerLynterferonLandLynflammationYRelatedLwenesLinL
™eratinocytesLuxpressingLxPVafLuf[ugZLPLoSfONEXL2017XLabXLe]afibi] 3.7 10

83 ReYemergingLqntimetabolitesLwithLNovelLMechanismLofLqctionLwithLRespectLtoLupigeneticL
RegulationjLrasicLqspectsL2017XLcaaYcbf 3

82 vqMaiqdLmethylationLanalysisLinLselfYsamplesLcomparedLwithLcervicalLscrapesLforLdetectingL
cervicalLTpreUcancerLinLxPVYpositiveLwomenZLBritishfJournalfoffCancerXL2016XLaaeXLegiYhg 8.7 41

81 PerformanceLofLsqtMa[Mq®YmethylationLanalysisLforLmonitoringLofLwomenLtreatedLforLhighYgradeL
syNZLGynecologicfOncologyXL2016XLadcXLaceYadb 4.9 14

80 PrevalenceLofLNeovaginalLxighYRiskLxumanLPapillomavirusLqmongLTransgenderLWomenLinLTheL
NetherlandsZLSexuallyfTransmittedfDiseasesXL2016XLdcXLe]cYe 2.4 21

79
somparingLtheLperformanceLofLvqMaiqdLmethylationLanalysisXLcytologyLandLxPVaf[ahLgenotypingL
forLtheLdetectionLofLcervicalLTpreUcancerLinLhighYriskLxPVYpositiveLwomenLofLaLgynecologicL
outpatientLpopulationLTsOMuTxLstudyUZLInternationalfJournalfoffCancerXL2016XLachXLiibYa]]b

7.5 48

78 wenomeYwideLmethylomeLanalysisLusingLMethylsapYseqLuncoversLdLhypermethylatedLmarkersLwithL
highLsensitivityLforLbothLadenoYLandLsquamousYcellLcervicalLcarcinomaZLOncotargetXL2016XLgXLh]gceYh]ge]3.3 11

77 ymmortalizationLcapacityLofLxPVLtypesLisLinverselyLrelatedLtoLchromosomalLinstabilityZLOncotargetXL
2016XLgXLcgf]hYcgfba 3.3 17

76 qberrantLmethylationYmediatedLsilencingLofLmicroRNqsLcontributesLtoLxPVYinducedLanchorageL
independenceZLOncotargetXL2016XLgXLdch]eYdchai 3.3 19

75 qssociationLretweenLTypeYspecificLxPVLynfectionsLandLhTuRTLtNqLMethylationLinLPatientsLwithL
ynvasiveLservicalLsancerZLCancerfGenomicsfandfProteomicsXL2016XLacXLdhcYdia 3.3 8

74 SymptomaticLxPVYrelatedLneovaginalLlesionsLinLtransgenderLwomenjLcaseLseriesLandLreviewLofL
literatureZLSexuallyfTransmittedfInfectionsXL2016XLibXLdiiYe]a 2.8 13

73
ValidationLofLtheLvqMaiqd[mirabdYbLtNqLmethylationLtestLforLbothLlavageYLandLbrushYbasedL
selfYsamplesLtoLdetectLcervicalLTpreUcancerLinLxPVYpositiveLwomenZLGynecologicfOncologyXL2016XL
adaXLcdaYcdg

4.9 63

72 MolecularLeventsLleadingLtoLxPVYinducedLhighLgradeLneoplasiaZLPapillomavirusfResearchf
oAmsterdamtfNetherlandspXL2016XLbXLheYhh 4.6 31

71 ManagementLofLhighYriskLxPVYpositiveLwomenLforLdetectionLofLcervicalLTpreUcancerZLExpertfReviewf
offMolecularfDiagnosticsXL2016XLafXLifaYgd 3.8 42

70 MiningLforLviralLfragmentsLinLmethylationLenrichedLsequencingLdataZLFrontiersfinfGeneticsXL2015XLfXLaf 4.5 4

69 vollowYupLofLhighYriskLxPVLpositiveLwomenLbyLcombinedLcytologyLandLbiYmarkerLsqtMa[Mq®L
methylationLanalysisLonLcervicalLscrapesZLGynecologicfOncologyXL2015XLacgXLeeYi 4.9 20

(2015-2017)
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68 ynterplayLbetweenLpromoterLmethylationLandLchromosomalLlossLinLgeneLsilencingLatLcpaaYpadLinL
cervicalLcancerZLEpigeneticsXL2015XLa]XLig]Yh] 5.7 34

67 OncogenicLRoleLofLmiRYaeaYcpLinLacqLqmpliconYtrivenLsolorectalLqdenomaYtoYsarcinomaL
ProgressionZLPLoSfONEXL2015XLa]XLe]acbdie 3.7 16

66 SomaticLmutationLinLPy™csqLisLaLlateLeventLinLcervicalLcarcinogenesisZLJournalfoffPathology:fClinicalf
ResearchXL2015XLaXLb]gYaa 5.3 22

65 ®ongitudinalLassessmentLofLtNqLmethylationLchangesLduringLxPVufugYinducedLimmortalizationLofL
primaryLkeratinocytesZLEpigeneticsXL2015XLa]XLgcYha 5.7 26

64 slinicalLimplicationsLofLTepiUgeneticLchangesLinLxPVYinducedLcervicalLprecancerousLlesionsZLNaturef
ReviewsfCancerXL2014XLadXLcieYd]e 31.3 238

63 MethylationLanalysisLofLtheLvqMaiqdLgeneLinLcervicalLscrapesLisLhighlyLefficientLinLdetectingL
cervicalLcarcinomasLandLadvancedLsyNb[cLlesionsZLCancerfPreventionfResearchXL2014XLgXLabeaYg 3.2 76

62 vocalLchromosomalLcopyLnumberLaberrationsLinLcancerYNeedlesLinLaLgenomeLhaystackZLBiochimicafEtf
BiophysicafActafufMolecularfCellfResearchXL2014XLahdcXLbfihYbg]d 4.9 35

61
MethylationLmarkerLanalysisLandLxPVaf[ahLgenotypingLinLhighYriskLxPVLpositiveLselfYsampledL
specimensLtoLidentifyLwomenLwithLhighLgradeLsyNLorLcervicalLcancerZLGynecologicfOncologyXL2014XL
aceXLehYfc

4.9 38

60 shromosomalLgainsLandLlossesLinLhumanLpapillomavirusYassociatedLneoplasiaLofLtheLlowerLgenitalL
tractLYLaLsystematicLreviewLandLmetaYanalysisZLEuropeanfJournalfoffCancerXL2014XLe]XLheYih 7.5 66

59
TriageLbyLmethylationYmarkerLtestingLversusLcytologyLinLwomenLwhoLtestLxPVYpositiveLonL
selfYcollectedLcervicovaginalLspecimensLTPROxTusTYcUjLaLrandomisedLcontrolledLnonYinferiorityL
trialZLLancetfOncologytfTheXL2014XLaeXLcaeYbb

21.7 124

58 sombinedLsqtMa[Mq®LmethylationLandLcytologyLtestingLforLcolposcopyLtriageLofLhighYriskL
xPVYpositiveLwomenZLCancerfEpidemiologyfBiomarkersfandfPreventionXL2014XLbcXLaiccYg 4 35

57 MethylationYmediatedLrepressionLofLPRtMadLcontributesLtoLapoptosisLevasionLinLxPVYpositiveL
cancersZLCarcinogenesisXL2014XLceXLbfaaYh 4.6 26

56 sombinedLsputumLhypermethylationLandLeNoseLanalysisLforLlungLcancerLdiagnosisZLJournalfoff
ClinicalfPathologyXL2014XLfgXLg]gYaa 3.9 41

55 tigaRjLintegrativeLsignificanceLanalysisLofLtemporalLdifferentialLgeneLexpressionLinducedLbyL
genomicLabnormalitiesZLBMCfBioinformaticsXL2014XLaeXLcbg 3.6 2

54 sqtMaXLMq®LandLmiRabdYbLmethylationLanalysisLinLcervicalLscrapesLtoLdetectLcervicalLandL
endometrialLcancerZLJournalfoffClinicalfPathologyXL2014XLfgXLa]fgYga 3.9 65

53 weneYdosageLdependentLoverexpressionLatLtheLacqLampliconLidentifiesLtyScLasLcandidateL
oncogeneLinLcolorectalLcancerLprogressionZLGenesfChromosomesfandfCancerXL2014XLecXLcciYdh 5 28

52 ®actateLtransportersLandLvascularLfactorsLinLxPVYinducedLsquamousLcellLcarcinomaLofLtheLuterineL
cervixZLBMCfCancerXL2014XLadXLgea 4.8 16

51 tifferentialLinLvitroLimmortalizationLcapacityLofLelevenLTprobableUL[corrected]LhighYriskLhumanL
papillomavirusLtypesZLJournalfoffVirologyXL2014XLhhXLagadYbd 6.6 20
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50 tetectionLlimitsLofLtNqLcopyLnumberLalterationsLinLheterogeneousLcellLpopulationsZLCellularf
OncologyfoDordrechtpXL2013XLcfXLbgYcf 7.2 16

49 PromoterLmethylationLofLWntYantagonistsLinLpolypoidLandLnonpolypoidLcolorectalLadenomasZLBMCf
CancerXL2013XLacXLf]c 4.8 19

48 MethylationYspecificLdigitalLkaryotypingLofLxPVafufugYexpressingLhumanLkeratinocytesLidentifiesL
novelLmethylationLeventsLinLcervicalLcarcinogenesisZLJournalfoffPathologyXL2013XLbcaXLecYfb 9.4 45

47 ydentificationLofLeightLcandidateLtargetLgenesLofLtheLrecurrentLcpabYpadLlossLinLcervicalLcancerLbyL
integrativeLgenomicLprofilingZLJournalfoffPathologyXL2013XLbc]XLeiYfi 9.4 31

46
sqtMaLandLMq®LpromoterLmethylationLlevelsLinLhrxPVYpositiveLcervicalLscrapesLincreaseL
proportionalLtoLdegreeLandLdurationLofLunderlyingLcervicalLdiseaseZLInternationalfJournalfoffCancerXL
2013XLaccXLabicYi

7.5 88

45 vocalLaberrationsLindicateLuYqbLandLhsaYmiRYcgeLasLoncogeneLandLtumorLsuppressorLinLcervicalL
carcinogenesisZLGenesfChromosomesfandfCancerXL2013XLebXLefYfh 5 67

44 MethylationYmediatedLtranscriptionalLrepressionLofLmicroRNqsLduringLcervicalLcarcinogenesisZL
EpigeneticsXL2013XLhXLbb]Yh 5.7 57

43 xighYriskLhumanLpapillomavirusYpositiveLlungLcancerjLmolecularLevidenceLforLaLpatternLofL
pulmonaryLmetastasisZLJournalfoffThoracicfOncologyXL2013XLhXLgaaYh 8.9 28

42 MethylationLstatusLofLtheLubLbindingLsitesLofLxPVafLinLcervicalLlesionsLdeterminedLwithLtheL
®uminex´fiLxMqPâ�¢LsystemZLVirologyXL2012XLdbbXLcegYfe 3.6 28

41 xPVLtypeYrelatedLchromosomalLprofilesLinLhighYgradeLcervicalLintraepithelialLneoplasiaZLBMCfCancer
XL2012XLabXLcf 4.8 10

40 swxLarraysLcomparedLforLtNqLisolatedLfromLformalinYfixedXLparaffinYembeddedLmaterialZLGenesf
ChromosomesfandfCancerXL2012XLeaXLcddYeb 5 30

39 tevelopmentLofLaLmultiplexLmethylationYspecificLPsRLasLcandidateLtriageLtestLforLwomenLwithLanL
xPVYpositiveLcervicalLscrapeZLBMCfCancerXL2012XLabXLeea 4.8 47

38 shromosomalLprofilesLofLhighYgradeLcervicalLintraepithelialLneoplasiaLrelateLtoLdurationLofL
precedingLhighYriskLhumanLpapillomavirusLinfectionZLInternationalfJournalfoffCancerXL2012XLacaXLuegiYhe 7.5 31

37 TheLfunctionalLroleLofLNotchLsignalingLinLxPVYmediatedLtransformationLisLdoseYdependentLandL
linkedLtoLqPYaLalterationsZLCellularfOncologyfoDordrechtpXL2012XLceXLggYhd 7.2 13

36 somprehensiveLanalysisLofLhumanLpapillomavirusLprevalenceLandLtheLpotentialLroleLofLlowYriskL
typesLinLverrucousLcarcinomaZLModernfPathologyXL2012XLbeXLacedYfc 9.8 55

35 somprehensiveLsqtMaLpromoterLmethylationLanalysisLinLNSs®sLandLnormalLlungLspecimensZLLungf
CancerXL2011XLgbXLcafYba 5.9 6

34 upigeneticLmarkersLforLearlyLdetectionLofLnasopharyngealLcarcinomaLinLaLhighLriskLpopulationZL
MolecularfCancerXL2011XLa]XLdh 42.1 59

33 Py™csqYmediatedLPycYkinaseLsignallingLisLessentialLforLxPVYinducedLtransformationLinLvitroZL
MolecularfCancerXL2011XLa]XLga 42.1 38

(2011-2013)
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32 ymmortalizationLofLoralLkeratinocytesLbyLfunctionalLinactivationLofLtheLpecLandLpRbLpathwaysZL
InternationalfJournalfoffCancerXL2011XLabhXLaeifYf]e 7.5 72

31 sombinedLsqtMaLandLMq®LpromoterLmethylationLanalysisLtoLdetectLTpreYUmalignantLcervicalL
lesionsLinLhighYriskLxPVYpositiveLwomenZLInternationalfJournalfoffCancerXL2011XLabiXLbbahYbe 7.5 80

30 sombinedLpromoterLmethylationLanalysisLofLsqtMaLandLMq®jLanLobjectiveLtriageLtoolLforLhighYriskL
humanLpapillomavirusLtNqYpositiveLwomenZLClinicalfCancerfResearchXL2011XLagXLbdeiYfe 12.9 105

29 MethylationYmediatedLsilencingLandLtumourLsuppressiveLfunctionLofLhsaYmiRYabdLinLcervicalLcancerZL
MolecularfCancerXL2010XLiXLafg 42.1 195

28 hTuRTLpromoterLactivityLandLspwLmethylationLinLxPVYinducedLcarcinogenesisZLBMCfCancerXL2010XL
a]XLbga 4.8 45

27 shromosomalLsignaturesLofLaLsubsetLofLhighYgradeLpremalignantLcervicalLlesionsLcloselyLresembleL
invasiveLcarcinomasZLCancerfResearchXL2009XLfiXLfdgYee 10.1 49

26 RepressionLofLMq®LtumourLsuppressorLactivityLbyLpromoterLmethylationLduringLcervicalL
carcinogenesisZLJournalfoffPathologyXL2009XLbaiXLcbgYcf 9.4 77

25 wenomicLprofilingLidentifiesLcommonLxPVYassociatedLchromosomalLalterationsLinLsquamousLcellL
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