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i Paper IF Citations

46 AnalysisRofRgeneRexpressionRandRmutationRdataRpointsRonRcontributionRofRtranscriptionRtoRtheR
mutagenesisRbyRAPOBECRenzymeskRNARoCanceriR2021iRpiRzcabmor 5.2 2

45 GenomicRfootprintsRofRactivatedRtelomereRmaintenanceRmechanismsRinRcancerkRNatureo
CommunicationsiR2020iRnniRtpp 17.4 40

44 HighjcoverageRwholejgenomeRanalysisRofRnoomRcancersRrevealsRhundredsRofRgenesRderegulatedRbyR
rearrangementjmediatedRcisjregulatoryRalterationskRNatureoCommunicationsiR2020iRnniRtps 17.4 32

43 PatternsRofRsomaticRstructuralRvariationRinRhumanRcancerRgenomeskRNatureiR2020iRrtuiRnnojnon 50.4 232

42 TheRrepertoireRofRmutationalRsignaturesRinRhumanRcancerkRNatureiR2020iRrtuiRvqjnmn 50.4 849

41 AnalysesRofRnonjcodingRsomaticRdriversRinRoisru´ cancerRwholeRgenomeskRNatureiR2020iRrtuiRnmojnnn 50.4 220

40 PanjcancerRanalysisRofRwholeRgenomeskRNatureiR2020iRrtuiRuojvp 50.4 840

39 PanjcancerRanalysisRofRwholeRgenomesRidentifiesRdriverRrearrangementsRpromotedRbyRLINEjnR
retrotranspositionkRNatureoGeneticsiR2020iRroiRpmsjpnv 36.3 122

38 DisruptionRofRchromatinRfoldingRdomainsRbyRsomaticRgenomicRrearrangementsRinRhumanRcancerkR
NatureoGeneticsiR2020iRroiRovqjpmr 36.3 81

37 ComprehensiveRanalysisRofRchromothripsisRinRoisruRhumanRcancersRusingRwholejgenomeR
sequencingkRNatureoGeneticsiR2020iRroiRppnjpqn 36.3 168

36 RetrospectiveRevaluationRofRwholeRexomeRandRgenomeRmutationRcallsRinRtqsRcancerRsampleskR
NatureoCommunicationsiR2020iRnniRqtqu 17.4 10

35 SexRdifferencesRinRoncogenicRmutationalRprocesseskRNatureoCommunicationsiR2020iRnniRqppm 17.4 23

34 CommunityRassessmentRtoRadvanceRcomputationalRpredictionRofRcancerRdrugRcombinationsRinRaR
pharmacogenomicRscreenkRNatureoCommunicationsiR2019iRnmiRostq 17.4 119

33 PredictiveRmodelsRofRproteaseRspecificityRbasedRonRquantitativeRproteasejactivityRprofilingRdatakR
BiochimicaoEtoBiophysicaoActao-oProteinsoandoProteomicsiR2019iRnustiRnqmorp 4 0

32 PredictingRhumanRolfactoryRperceptionRfromRchemicalRfeaturesRofRodorRmoleculeskRScienceiR2017iR
prriRuomjuos 33.3 117

31 ARDREAMRChallengeRtoRBuildRPredictionRModelsRforRShortjTermRDiscontinuationRofRDocetaxelRinR
MetastaticRCastrationjResistantRProstateRCancerkRJCOoClinicaloCanceroInformaticsiR2017iRniRnjnr 5.2 7

30
PredictionRofRoverallRsurvivalRforRpatientsRwithRmetastaticRcastrationjresistantRprostateRcancerwR
developmentRofRaRprognosticRmodelRthroughRaRcrowdsourcedRchallengeRwithRopenRclinicalRtrialRdatakR
LancetoOncology,oTheiR2017iRnuiRnpojnqo
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29 ComparativeRimmunogenicityRandRstructuralRanalysisRofRepitopesRofRdifferentRbacterialR
LjasparaginaseskRBMCoCanceriR2016iRnsiRuv 4.8 17

28 ClassificationRofRANARHEpjoRslideRimagesRusingRmorphologicalRfeaturesRofRstainedRpatternskRPatterno
RecognitionoLettersiR2016iRuoiRtvjuq 4.7 8

27 MycobacterialRnicotinateRmononucleotideRadenylyltransferasewRstructureiRmechanismiRandR
implicationsRforRdrugRdiscoverykRJournaloofoBiologicaloChemistryiR2015iRovmiRtsvpjtms 5.4 17

26 APOBECjInducedRCancerRMutationsRAreRUniquelyREnrichedRinREarlyjReplicatingiRGenejDenseiRandR
ActiveRChromatinRRegionskRCelloReportsiR2015iRnpiRnnmpjnnmv 10.6 57

25 CleavPredictwRARPlatformRforRReasoningRaboutRMatrixRMetalloproteinasesRProteolyticREventskRPLoSo
ONEiR2015iRnmiRemnotutt 3.7 27

24 HorizontalRgeneRtransferRandRgenomeRevolutionRinRMethanosarcinakRBMCoEvolutionaryoBiologyiR2015iR
nriRnmo 3 13

23 ANARHEpjoRcellsRimageRclassificationRusingRnumberiRsizeiRshapeRandRlocalizationRofRtargetedRcellR
regionskRPatternoRecognitioniR2014iRqtiRopsmjopss 7.7 42

22 BasisRforRsubstrateRrecognitionRandRdistinctionRbyRmatrixRmetalloproteinaseskRProceedingsoofotheo
NationaloAcademyoofoSciencesoofotheoUnitedoStatesoofoAmericaiR2014iRnnniREqnqujrr 11.5 49

21 EvaluationRandRcomparisonRofRcurrentRfetalRultrasoundRimageRsegmentationRmethodsRforRbiometricR
measurementswRaRgrandRchallengekRIEEEoTransactionsoonoMedicaloImagingiR2014iRppiRtvtjunp 11.7 91

20 CharacterizationRofRbacterialRNMNRdeamidaseRasRaRSerlLysRhydrolaseRexpandsRdiversityRofRserineR
amidohydrolaseskRFEBSoLettersiR2014iRruuiRnmnsjop 3.8 5

19 SequenceRandRconformationalRspecificityRinRsubstrateRrecognitionwRseveralRhumanRKunitzRproteaseR
inhibitorRdomainsRareRspecificRsubstratesRofRmesotrypsinkRJournaloofoBiologicaloChemistryiR2014iRouviRpotupjvt5.4 23

18 SequencejderivedRstructuralRfeaturesRdrivingRproteolyticRprocessingkRProteomicsiR2014iRnqiRqojrm 4.8 14

17 GenomicRreconstructionRofRtranscriptionalRregulatoryRnetworksRinRlacticRacidRbacteriakRBMCo
GenomicsiR2013iRnqiRvq 4.5 27

16 ComparativeRgenomicsRofRmetabolicRcapacitiesRofRregulonsRcontrolledRbyRcisjregulatoryRRNARmotifsR
inRbacteriakRBMCoGenomicsiR2013iRnqiRrvt 4.5 32

15 FunctionalRdiversificationRofRROKjfamilyRtranscriptionalRregulatorsRofRsugarRcatabolismRinRtheR
ThermotogaeRphylumkRNucleicoAcidsoResearchiR2013iRqniRtvmjump 20.1 30

14 EvolutionRofRpanjgenomesRofREscherichiaRcoliiRShigellaRsppkiRandRSalmonellaRentericakRJournaloofo
BacteriologyiR2013iRnvriRotusjvo 3.5 86

13 GenomicRreconstructionRofRtheRtranscriptionalRregulatoryRnetworkRinRBacillusRsubtiliskRJournaloofo
BacteriologyiR2013iRnvriRoqspjtp 3.5 39

12 RegPreciseRpkmjjaRresourceRforRgenomejscaleRexplorationRofRtranscriptionalRregulationRinRbacteriakR
BMCoGenomicsiR2013iRnqiRtqr 4.5 229
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11 GenomicsjguidedRanalysisRofRNADRrecyclingRyieldsRfunctionalRelucidationRofRCOGnmruRasRaRnewR
familyRofRpyrophosphataseskRPLoSoONEiR2013iRuiResrrvr 3.7 13

10 EvolutionRofRtranscriptionalRregulationRinRcloselyRrelatedRbacteriakRBMCoEvolutionaryoBiologyiR2012iR
noiRomm 3 7

9 FunctionalRspecializationRinRprolineRbiosynthesisRofRmelanomakRPLoSoONEiR2012iRtiReqrnvm 3.7 92

8 GlutamineRversusRammoniaRutilizationRinRtheRNADRsynthetaseRfamilykRPLoSoONEiR2012iRtiRepvnnr 3.7 30

7 ComparativeRgenomicRreconstructionRofRtranscriptionalRnetworksRcontrollingRcentralRmetabolismRinR
theRShewanellaRgenuskRBMCoGenomicsiR2011iRnoRSupplRniRSp 4.5 44

6 EvolutionRofRprokaryoticRgenesRbyRshiftRofRstopRcodonskRJournaloofoMolecularoEvolutioniR2011iRtoiRnpujqs 3.1 23

5 CompleteRgenomeRandRproteomeRofRAcholeplasmaRlaidlawiikRJournaloofoBacteriologyiR2011iRnvpiRqvqpjrp 3.5 49

4 StructuralRdeterminantsRofRlimitedRproteolysiskRJournaloofoProteomeoResearchiR2011iRnmiRpsqojrn 5.6 44

3 SegmentationRofRsmallRobjectsRinRcolorRimageskRProgrammingoandoComputeroSoftwareiR2008iRpqiRntpjnuo 0.8 2

2 AbundanceRandRfunctionalRdiversityRofRriboswitchesRinRmicrobialRcommunitieskRBMCoGenomicsiR2007iR
uiRpqt 4.5 47

1 ARnewRcolorRimageRsegmentationRalgorithmRbasedRonRwatershedRtransformationR2004iR 2
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