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Cell Size Regulation during Telomere-Directed Senescence inSaccharomyces cerevisiae. Bioscience,

Biotechnology and Biochemistry, 2010, 74, 195-198.

The Yeast Tor Signaling Pathway Is Involved in G2/M Transition via Polo-Kinase. PLoS ONE, 2008, 3, e2223. 2.5 60



38

40

42

44

46

48

50

52

54

AKIRA MATSUURA

ARTICLE IF CITATIONS

Dimerization of the ATRIP Protein through the Coiled-Coil Motif and Its Implication to the

Maintenance of Stalled Replication Forks. Molecular Biology of the Cell, 2005, 16, 5551-5562.

Late S Phase-Specific Recruitment of Mrel1l Complex Triggers Hierarchical Assembly of Telomere

Replication Proteins in Saccharomyces cerevisiae. Molecular Cell, 2005, 17, 573-583. 97 81

ATR-dependent phosphorylation of ATRIP in response to genotoxic stress. Biochemical and Biophysical
Research Communications, 2004, 323, 1197-1202.

Reciprocal Association of the Budding Yeast ATM-Related Proteins Tell and Mec1 with Telomeres In o7 82
Vivo. Molecular Cell, 2004, 14, 515-522. )

Amino-terminal domain of ATRIP contributes to intranuclear relocation of the ATR-ATRIP complex
following DNA damage. FEBS Letters, 2004, 577, 289-293.

Progressive rearrangement of telomeric sequences added to both the ITR ends of the yeast linear pGKL

plasmid. Biological Procedures Online, 2003, 5, 29-42. 2.9 3

Loss of E27Kip1 accelerates DNA replication after partial hepatectomy in mice. Journal of Surgical
Research, 2003, 111, 196-202.

A Novel Mitochondrial Carnitine-acylcarnitine Translocase Induced by Partial Hepatectomy and .4 37
Fasting. Journal of Biological Chemistry, 2003, 278, 38796-38802. :

A novel allele of fission yeast rad11 that causes defects in DNA repair and telomere length regulation.
Nucleic Acids Research, 2003, 31, 7141-7149.

Competition between the Rad50 Complex and the Ku Heterodimer Reveals a Role for Exol in Processing 9.3 131
Double-Strand Breaks but Not Telomeres. Molecular and Cellular Biology, 2003, 23, 5186-5197. ’

Fission yeast Rhp51 is required for the maintenance of telomere structure in the absence of the Ku
heterodimer. Nucleic Acids Research, 2003, 31, 5054-5063.

Apg10p, a novel protein-conjugating enzyme essential for autophagy in yeast. EMBO Journal, 1999, 18, 78 266
5234-5241. )

Schizosaccharomyces pombe stt3+ is a functional homologue ofSaccharomyces cerevisiae STT3 which
regulates oligosaccharyltransferase activity. Yeast, 1999, 15, 497-505.

Genetic Control of Telomere Integrity in Schizosaccharomyces pombe: rad3+ and tell+ Are Parts of
Two Regulatory Networks Independent of the Downstream Protein Kinases chk1+ and cds1+. Genetics, 2.9 63
1999, 152,1501-1512.

Circular chromosome formation in a fission yeast mutant defective in two ATM homologues. Nature
Genetics, 1998, 20, 203-206.

Y&€2-Help1l, a DNA Helicase Encoded by the Yeast Subtelomeric Ya€2 Element, Is Induced in Survivors Defective 3.4 86
for Telomerase. Journal of Biological Chemistry, 1998, 273, 33360-33366. :

Acidification of Vacuoles Is Required for Autophagic Degradation in the Yeast, Saccharomyces

cerevisiae. Journal of Biochemistry, 1997, 121, 338-344.

TLP1: A Gene Encoding a Protein Component of Mammalian Telomerase Is a Novel Member of WD Repeats 98.9 367
Family. Cell, 1997, 88, 875-884. )



56

58

60

62

AKIRA MATSUURA

ARTICLE IF CITATIONS

Analyses of APG13 gene involved in autophagy in yeast, Saccharomyces cerevisiae. Gene, 1997, 192,

207-213.

Apg1p, a novel protein kinase required for the autophagic process in Saccharomyces cerevisiae. Gene, 9.9 456
1997, 192, 245-250. )

Structural and functional analyses of APG5 a gene involved in autophagy in yeast. Gene, 1996, 178,
139-143.

Novel System for Monitoring Autophagy in the Yeast Saccharomyces cerevisiae. Biochemical and 01 394
Biophysical Research Communications, 1995, 210, 126-132. ’

Genetic interaction between the Ras-CAMP pathway and the Dis2s1/Glc7 protein phosphatase in
Saccharomyces cerevisiae. Molecular Genetics and Genomics, 1994, 242, 257-262.

Characterization of the cyrl-2 UGA mutation in Saccharomyces cerevisiae. Molecular Genetics and 9.4 ;
Genomics, 1993, 237, 463-466. :

Characterization of the MKS1 gene, a new negative regulator of the Ras-cyclic AMP pathway in

Saccharomyces cerevislae. Molecular Genetics and Genomics, 1993, 238-238, 6-16.
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