
Vera Meyer

ListeofePublicationsebyeYeareine
DescendingeOrder

Source:ehttps:uuexalytcomuauthorspdfu349576xuverasmeyerspublicationssbysyeartpdf

Version:eyvy4sv4sv9e

ThisedocumentehasebeenegeneratedebasedeonetheepublicationseandecitationserecordedebyeexalytcomteFore

theelatesteversioneofethisepublicationelistrevisitetheelinkegiveneabovet

TheethirdecolumneisetheeimpactefactoremIFneofetheejournalreandetheefourthecolumneisetheenumbereofe

citationseofetheearticlet

104
papers

3,740
citations

32
h-index

58
g-index

125
ext. papers

4,654
ext. citations

5.6
avg, IF

5.8
L-index



h Paper IF Citations

104 γnNVitroNSystemsNforNToxicityN{valuationNofNMicrobialNVolatileNOrganicNyompoundsNonN umanspN
yurrentNStatusNandNTrendsddNJournalhofhFungihrBaselvhSwitzerlandsbN2022bNnbN 5.6 1

103
TheNcolorsNofNlifepNanNinterdisciplinaryNartistcincresidenceNprojectNtoNresearchNfungalNpigmentsNasNaN
gatewayNtoNempathyNandNunderstandingNofNmicrobialNlifeddNFungalhBiologyhandhBiotechnologybN2022bN
obNg

7.5 2

102 {ffectNofNyultivationNyonditionsNonNγtsNwdsorptionNPerformanceNforNwnionicNandNyationicNzyesddNACSh
OmegabN2022bNmbNjgkncjglo 3.9 2

101 {stablishmentNofNtheNbasidiomyceteN}omesNfomentariusNforNtheNproductionNofNcompositeN
materialsddNFungalhBiologyhandhBiotechnologybN2022bNobNj 7.5 1

100 yomprehensivelyNdissectingNtheNhubNregulationNofNPkayNonNhighcproductivityNandNpelletN
macromorphologyNinNcitricNacidNproducingNwspergillusNnigerddNMicrobialhBiotechnologybN2022bN 6.3 3

99 StructurecwctivityNPredictionsN}romNyomputationalNMiningNofNProteinNzatabasesNtoNwssistNModularN
zesignNofNwntimicrobialNPeptidesddNFrontiershinhMicrobiologybN2022bNgibNnghofi 5.7 1

98 wNLibraryNofNyhassisNStrainsNforNMorphologyN{ngineeringNyonnectsNStrainN}itnessNandN}ilamentousN
—rowthNWithNSubmergedNMacromorphologyddNFrontiershinhBioengineeringhandhBiotechnologybN2021bNobNnhffnn5.8 1

97 ModularNSyntheticNxiologyNToolkitNforN}ilamentousN}ungidNACShSynthetichBiologybN2021bNgfbNhnkfchnlg 5.7 6

96 LifeNyycleNwssessmentNofN}ungalcxasedNyompositeNxricksdNSustainabilitybN2021bNgibNggkmi 3.6 5

95 MetabolicN{ngineeringNofN}ilamentousN}ungiN2021bNmlkcnfg 3

94 UniversalNlawNforNdiffusiveNmassNtransportNthroughNmycelialNnetworksdNBiotechnologyhandh
BioengineeringbN2021bNggnbNoifcoji 4.9 8

93 TurningNγnsideNOutpN}ilamentousN}ungalNSecretionNandNγtsNwpplicationsNinNxiotechnologybN
wgriculturebNandNtheNylinicdNJournalhofhFungihrBaselvhSwitzerlandsbN2021bNmbN 5.6 3

92 SomethingNoldbNsomethingNnewpNchallengesNandNdevelopmentsNinNwspergillusNnigerNbiotechnologydN
EssayshinhBiochemistrybN2021bNlkbNhgichhj 7.6 6

91 UnderstandingNandNcontrollingNfilamentousNgrowthNofNfungalNcellNfactoriespNnovelNtoolsNandN
opportunitiesNforNtargetedNmorphologyNengineeringdNFungalhBiologyhandhBiotechnologybN2021bNnbNn 7.5 4

90
xeyondNtheNxiosyntheticN—eneNylusterNParadigmpN—enomecWideNyoexpressionNNetworksNyonnectN
ylusteredNandNUnclusteredNTranscriptionN}actorsNtoNSecondaryNMetabolicNPathwaysdNMicrobiologyh
SpectrumbN2021bNobNeffnonhg

8.9 2

89 {xtrusioncbasedNadditiveNmanufacturingNofNfungalcbasedNcompositeNmaterialsNusingNtheNtinderN
fungusN}omesNfomentariusddNFungalhBiologyhandhBiotechnologybN2021bNnbNhg 7.5 4

88 wNPenicilliumNrubensNplatformNstrainNforNsecondaryNmetaboliteNproductiondNScientifichReportsbN2020bN
gfbNmlif 4.9 13
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87 PilzbiotechnologieNalsNγnnovationsmotordNBioSpektrumbN2020bNhlbNiiociio 0.1

86
VesicleNtransportNandNgrowthNdynamicsNinNwspergillusNnigerpNMicroscaleNmodelingNofNsecretoryN
vesicleNflowNandNcenterlineNextractionNfromNconfocalNfluorescentNdatadNBiotechnologyhandh
BioengineeringbN2020bNggmbNhnmkchnnl

4.9 1

85 yomparativeNgenomicsNofNtheNaconidialNwspergillusNnigerNstrainNLzMiNpredictsNgenesNassociatedN
withNitsNhighNproteinNsecretionNcapacitydNAppliedhMicrobiologyhandhBiotechnologybN2020bNgfjbNhlhichlim 5.7 5

84 γdentificationNofNSclxbNaNZnWγγXyysNtranscriptionNfactorNinvolvedNinNsclerotiumNformationNinNwspergillusN
nigerdNFungalhGeneticshandhBiologybN2020bNgiobNgfiimm 3.9 10

83 SporesNwreN ighlyNResistantNtoNSpaceNRadiationdNFrontiershinhMicrobiologybN2020bNggbNklf 5.7 18

82 }ungalNxiotechnologyNinNSpacepNWhyNandN owudNGrandhChallengeshinhBiologyhandhBiotechnologybN2020
bNkfgckik 2.4 11

81 yacZncwgNwlginateNwerogelsNforNWoundN ealingNwpplicationspNSwellingNxehaviorNinNSimulatedN umanN
xodyN}luidsNandN{ffectNonNMacrophagesdNPolymersbN2020bNghbN 4.5 8

80 {ngineeringNcofactorNmetabolismNforNimprovedNproteinNandNglucoamylaseNproductionNinNwspergillusN
nigerdNMicrobialhCellhFactoriesbN2020bNgobNgon 6.4 6

79 —rowingNaNcircularNeconomyNwithNfungalNbiotechnologypNaNwhiteNpaperdNFungalhBiologyhandh
BiotechnologybN2020bNmbNk 7.5 97

78
wNquantitativeNimageNanalysisNpipelineNforNtheNcharacterizationNofNfilamentousNfungalNmorphologiesN
asNaNtoolNtoNuncoverNtargetsNforNmorphologyNengineeringpNaNcaseNstudyNusingNindNBiotechnologyhforh
BiofuelsbN2019bNghbNgjo

7.8 22

77 MouldingNtheNmouldpNunderstandingNandNreprogrammingNfilamentousNfungalNgrowthNandN
morphogenesisNforNnextNgenerationNcellNfactoriesdNBiotechnologyhforhBiofuelsbN2019bNghbNmm 7.8 63

76 wnNXcrayNmicrotomographycbasedNmethodNforNdetailedNanalysisNofNtheNthreecdimensionalN
morphologyNofNfungalNpelletsdNBiotechnologyhandhBioengineeringbN2019bNgglbNgikkcgilk 4.9 19

75 UpdatingNgenomeNannotationNforNtheNmicrobialNcellNfactoryNwspergillusNnigerNusingNgeneN
cocexpressionNnetworksdNNucleichAcidshResearchbN2019bNjmbNkkocklo 20.1 36

74 SynthesisNandNmodeNofNactionNstudiesNofNnovelN{hcWicRcg cgbhbjctriazolckcylXphenyl}aminesNtoNcombatN
pathogenicNfungidNArchivhDerhPharmaziebN2019bNikhbNegofffoh 4.3 0

73 }romNthreecdimensionalNmorphologyNtoNeffectiveNdiffusivityNinNfilamentousNfungalNpelletsdN
BiotechnologyhandhBioengineeringbN2019bNgglbNiilfciimg 4.9 17

72 PracticalNguidanceNforNtheNimplementationNofNtheNyRγSPRNgenomeNeditingNtoolNinNfilamentousNfungidN
FungalhBiologyhandhBiotechnologybN2019bNlbNgk 7.5 23

71 SpeciescSpecificNzifferencesNinNtheNSusceptibilityNofN}ungiNtoNtheNwntifungalNProteinNw}PNzependNonN
yciNSaturationNofN—lycosylceramidesdNMSpherebN2019bNjbN 5 7

70 }unctionalNexplorationNofNcocexpressionNnetworksNidentifiesNaNnexusNforNmodulatingNproteinNandN
citricNacidNtitresNinNsubmergedNculturedNFungalhBiologyhandhBiotechnologybN2019bNlbNgn 7.5 15
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69 kSNrRNwNPromoterNforN—uideNRNwN{xpressionN{nabledN ighlyN{fficientNyRγSPReyasoN—enomeN{ditingN
indNACShSynthetichBiologybN2019bNnbNgklncgkmj 5.7 63

68 isNaNsuperiorNexpressionNhostNforNtheNproductionNofNbioactiveNfungalNcyclodepsipeptidesdNFungalh
BiologyhandhBiotechnologybN2018bNkbNj 7.5 22

67  owNaNfungusNshapesNbiotechnologypNgff´ yearsNofNresearchdNFungalhBiologyhandhBiotechnologybN2018bN
kbNgi 7.5 104

66 yonditionalN{xpressionNofNtheNSmallN—TPaseNwrfwNγmpactsNSecretionbNMorphologybN—rowthbNandNwctinN
RingNPositionNindNFrontiershinhMicrobiologybN2018bNobNnmn 5.7 26

65 wntifungalNPeptidesNofNtheNw}PN}amilyNRevisitedpNwreNTheseNyannibalNToxinsudNMicroorganismsbN2018bN
lbN 4.9 18

64 RockingNwspergilluspNmorphologyccontrolledNcultivationNofNwspergillusNnigerNinNaNwavecmixedN
bioreactorNforNtheNproductionNofNsecondaryNmetabolitesdNMicrobialhCellhFactoriesbN2018bNgmbNghn 6.4 21

63 yonstructionNofNanNimprovedNwspergillusNnigerNplatformNforNenhancedNglucoamylaseNsecretiondN
MicrobialhCellhFactoriesbN2018bNgmbNok 6.4 31

62 }romNwxenicNtoNMixedNyulturespNTechnologicalNwdvancesNwcceleratingNaNParadigmNShiftNinN
MicrobiologydNTrendshinhMicrobiologybN2018bNhlbNkinckkj 12.4 60

61 wNcommunitycdrivenNreconstructionNofNtheNmetabolicNnetworkdNFungalhBiologyhandhBiotechnologybN
2018bNkbNgl 7.5 12

60 wNyomputationalNModelingNwpproachNPredictsNγnteractionNofNtheNwntifungalNProteinNw}PNfromNwithN
}ungalNMembranesNviaNγtsN˛‡cyoreNMotifdNMSpherebN2018bNibN 5 12

59 yomparativeNgenomicsNrevealsNhighNbiologicalNdiversityNandNspecificNadaptationsNinNtheNindustriallyN
andNmedicallyNimportantNfungalNgenusNwspergillusdNGenomehBiologybN2017bNgnbNhn 18.3 261

58 TheNlowNaffinityNglucoseNtransporterN xtxNisNalsoNinvolvedNinNglucoseNsignallingNandNmetabolismNinN
wspergillusNnidulansdNScientifichReportsbN2017bNmbNjkfmi 4.9 15

57  arnessingNfungalNnonribosomalNcyclodepsipeptideNsynthetasesNforNmechanisticNinsightsNandN
tailoredNengineeringdNChemicalhSciencebN2017bNnbNmnijcmnji 9.4 27

56 PolycistronicNgeneNexpressionNinNwspergillusNnigerdNMicrobialhCellhFactoriesbN2017bNglbNglh 6.4 29

55  isxNasNnovelNselectionNmarkerNforNgeneNtargetingNapproachesNinNwspergillusNnigerdNBMCh
MicrobiologybN2017bNgmbNkm 4.5 10

54 γnNsilicoNpredictionNandNcharacterizationNofNsecondaryNmetaboliteNbiosyntheticNgeneNclustersNinNtheN
wheatNpathogenNZymoseptoriaNtriticidNBMChGenomicsbN2017bNgnbNlig 4.5 19

53 RationalNbiosyntheticNapproachesNforNtheNproductionNofNnewctocnatureNcompoundsNinNfungidNFungalh
GeneticshandhBiologybN2016bNnobNnocgfg 3.9 16

52 TetconbNorNTetcoffbNthatNisNtheNquestionpNwdvancedNconditionalNgeneNexpressionNinNwspergillusdNFungalh
GeneticshandhBiologybN2016bNnobNmhcni 3.9 52
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51 wNTranscriptomeNMetacwnalysisNProposesNNovelNxiologicalNRolesNforNtheNwntifungalNProteinNwnw}PN
inNwspergillusNnigerdNPLoShONEbN2016bNggbNefglkmkk 3.7 25

50 TranscriptomicNandNmolecularNgeneticNanalysisNofNtheNcellNwallNsalvageNresponseNofNwspergillusNnigerN
toNtheNabsenceNofNgalactofuranoseNsynthesisdNCellularhMicrobiologybN2016bNgnbNghlncnj 3.9 19

49 ReprogrammingNtheNxiosynthesisNofNyyclodepsipeptideNSynthetasesNtoNObtainNNewN{nniatinsNandN
xeauvericinsdNChemBioChembN2016bNgmbNhnicm 3.8 31

48  ighlyNactiveNpromotersNandNnativeNsecretionNsignalsNforNproteinNproductionNduringNextremelyNlowN
growthNratesNinNwspergillusNnigerdNMicrobialhCellhFactoriesbN2016bNgkbNgjk 6.4 13

47 —TPcbindingNproteinN{rapNaNnovelNgeneNtargetNforNbiofuelNproductiondNBMChBiotechnologybN2015bNgkbNhg 3.5 10

46 TheNyellN}actoryNwspergillusN{ntersNtheNxigNzataN{rapNOpportunitiesNandNyhallengesNforNOptimisingN
ProductN}ormationdNAdvanceshinhBiochemicalhEngineeringzBiotechnologybN2015bNgjobNogcgih 1.7 28

45 wNbifunctionalNenzymeNfromNRhodococcusNerythropolisNexhibitingNsecondaryNalcoholN
dehydrogenaseccatalaseNactivitiesdNAppliedhMicrobiologyhandhBiotechnologybN2014bNonbNohjockn 5.7 5

44 MolecularNgeneticNanalysisNofNvesicularNtransportNinNwspergillusNnigerNrevealsNpartialNconservationNofN
theNmolecularNmechanismNofNexocytosisNinNfungidNMicrobiologyhrUnitedhKingdomsbN2014bNglfbNiglciho 2.9 22

43 —eneticsbN—eneticNManipulationbNandNwpproachesNtoNStrainNγmprovementNofN}ilamentousN}ungiN2014bNignciho 16

42 {ngineeringNofNforNtheNproductionNofNsecondaryNmetabolitesdNFungalhBiologyhandhBiotechnologybN
2014bNgbNj 7.5 54

41 oNTranscriptomicsNofNγndustrialN}ilamentousN}ungipNwNNewNViewNonNRegulationbNPhysiologybNandN
wpplicationN2014bNhfochih 1

40 TheNcapacityNofNtoNsenseNandNrespondNtoNcellNwallNstressNrequiresNatNleastNthreeNtranscriptionNfactorspN
RlmwbNMsnwNandNyrzwdNFungalhBiologyhandhBiotechnologybN2014bNgbNk 7.5 10

39 wutophagyNpromotesNsurvivalNinNagingNsubmergedNculturesNofNtheNfilamentousNfungusNwspergillusN
nigerdNAppliedhMicrobiologyhandhBiotechnologybN2013bNombNnhfkcgn 5.7 33

38 NucleicNandNProteinN{xtractionNMethodsNforN}ungalN{xopolysaccharideNProducersN2013bNjhmcjij 3

37 ScreeningNforNyompoundsN{xertingNwntifungalNwctivitiesN2013bNhhkchif

36 MorphologischeN}ormfindungNinN yphenpilzenNâ��NgleichNoderNungleichudNBioSpektrumbN2013bNgobNjnocjog 0.1

35 wspergillusN2013bNgckg 5

34 TheNtranscriptomicNsignatureNofNRacwNactivationNandNinactivationNprovidesNnewNinsightsNintoNtheN
morphogeneticNnetworkNofNwspergillusNnigerdNPLoShONEbN2013bNnbNelnojl 3.7 23

(2013-2016)
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33 TheNcarbonNstarvationNresponseNofNwspergillusNnigerNduringNsubmergedNcultivationpNinsightsNfromN
theNtranscriptomeNandNsecretomedNBMChGenomicsbN2012bNgibNinf 4.5 92

32 TheNtranscriptomicNfingerprintNofNglucoamylaseNovercexpressionNinNwspergillusNnigerdNBMChGenomicsbN
2012bNgibNmfg 4.5 38

31 UsingNnonchomologousNendcjoiningcdeficientNstrainsNforNfunctionalNgeneNanalysesNinNfilamentousN
fungidNMethodshinhMolecularhBiologybN2012bNnikbNgiickf 1.4 61

30 TheNuseNofNopenNsourceNbioinformaticsNtoolsNtoNdissectNtranscriptomicNdatadNMethodshinhMolecularh
BiologybN2012bNnikbNiggcig 1.4 8

29 }unctionalNcharacterizationNofNRhoN—TPasesNinNwspergillusNnigerNuncoversNconservedNandNdivergedN
rolesNofNRhoNproteinsNwithinNfilamentousNfungidNMolecularhMicrobiologybN2011bNmobNggkgclm 4.1 91

28 wspergillusNasNaNmulticpurposeNcellNfactorypNcurrentNstatusNandNperspectivesdNBiotechnologyhLettersbN
2011bNiibNjlocml 3 115

27 ScleroglucanpNbiosynthesisbNproductionNandNapplicationNofNaNversatileNhydrocolloiddNAppliedh
MicrobiologyhandhBiotechnologybN2011bNogbNoimcjm 5.7 70

26 NewNresourcesNforNfunctionalNanalysisNofNomicsNdataNforNtheNgenusNwspergillusdNBMChGenomicsbN2011bN
ghbNjnl 4.5 27

25 TheNwspergillusNgiganteusNantifungalNproteinNw}PNNkikiNactivatesNtheNcellNwallNintegrityNpathwayN
andNperturbsNcalciumNhomeostasisdNBMChMicrobiologybN2011bNggbNhfo 4.5 37

24 }ungalNgeneNexpressionNonNdemandpNanNinduciblebNtunablebNandNmetabolismcindependentNexpressionN
systemNforNwspergillusNnigerdNAppliedhandhEnvironmentalhMicrobiologybN2011bNmmbNhomkcni 4.8 127

23 SurvivalNstrategiesNofNyeastNandNfilamentousNfungiNagainstNtheNantifungalNproteinNw}PdNJournalhofh
BiologicalhChemistrybN2011bNhnlbNginkocln 5.4 45

22 TheNantifungalNproteinNPw}NinterferesNwithNPKyeMPKNandNcwMPePKwNsignallingNofNwspergillusN
nidulansdNMolecularhMicrobiologybN2010bNmkbNhojcifm 4.1 40

21 TheNwspergillusNnigerNRmswNproteinpNwNnodeNinNaNgeneticNnetworkudNCommunicativehandhIntegrativeh
BiologybN2010bNibNgokcm 1.7 7

20 TheNantifungalNproteinNw}PNfromNwspergillusNgiganteusNpreventsNsecondaryNgrowthNofNdifferentN
}usariumNspeciesNonNbarleydNAppliedhMicrobiologyhandhBiotechnologybN2010bNnmbNlgmchj 5.7 14

19 {xpandingNtheNkumfNtoolboxNforNfilamentousNfungipNestablishmentNofNcomplementationNvectorsNandN
recipientNstrainsNforNadvancedNgeneNanalysesdNAppliedhMicrobiologyhandhBiotechnologybN2010bNnmbNgjlicmi 5.7 115

18 TranscriptomeNsequencingNandNcomparativeNtranscriptomeNanalysisNofNtheNscleroglucanNproducerN
SclerotiumNrolfsiidNBMChGenomicsbN2010bNggbNiho 4.5 28

17 ReconstructionNofNsignalingNnetworksNregulatingNfungalNmorphogenesisNbyNtranscriptomicsdN
EukaryotichCellbN2009bNnbNglmmcog 39

16 —eneticNandNMetabolicN{ngineeringNinN}ilamentousN}ungiN2009bNimmcioh 3
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15 MorphologyNandNdevelopmentNinNwspergillusNnidulanspNaNcomplexNpuzzledNFungalhGeneticshandh
BiologybN2009bNjlNSupplNgbNSnhcSoh 3.9 45

14 —eneticNengineeringNofNfilamentousNfungiccprogressbNobstaclesNandNfutureNtrendsdNBiotechnologyh
AdvancesbN2008bNhlbNgmmcnk 17.8 266

13 TheNpolarisomeNcomponentNSpawNlocalisesNtoNhyphalNtipsNofNwspergillusNnigerNandNisNimportantNforN
polarNgrowthdNFungalhGeneticshandhBiologybN2008bNjkbNgkhclj 3.9 22

12 TwoNzincNfingerNtranscriptionNfactorsbNyrzwNandNSltwbNareNinvolvedNinNcationNhomoeostasisNandN
detoxificationNinNwspergillusNnidulansdNBiochemicalhJournalbN2008bNjgjbNjgocho 3.8 82

11 wNsmallNproteinNthatNfightsNfungipNw}PNasNaNnewNpromisingNantifungalNagentNofNbiotechnologicalN
valuedNAppliedhMicrobiologyhandhBiotechnologybN2008bNmnbNgmchn 5.7 82

10 TheNantifungalNproteinNw}PNfromNwspergillusNgiganteusNinhibitsNchitinNsynthesisNinNsensitiveNfungidN
AppliedhandhEnvironmentalhMicrobiologybN2007bNmibNhghncij 4.8 70

9
SurvivalNinNtheNpresenceNofNantifungalspNgenomecwideNexpressionNprofilingNofNwspergillusNnigerNinN
responseNtoNsublethalNconcentrationsNofNcaspofunginNandNfenpropimorphdNJournalhofhBiologicalh
ChemistrybN2007bNhnhbNihoikcjn

5.4 66

8  ighlyNefficientNgeneNtargetingNinNtheNwspergillusNnigerNkuswNmutantdNJournalhofhBiotechnologybN2007
bNghnbNmmfck 3.7 223

7 wpplicationNofNhammerheadNribozymesNinNfilamentousNfungidNJournalhofhMicrobiologicalhMethodsbN
2006bNlkbNknkcok 2.8 8

6 TheNantifungalNproteinNw}PNsecretedNbyNwspergillusNgiganteusNdoesNnotNcauseNdetrimentalNeffectsN
onNcertainNmammalianNcellsdNPeptidesbN2006bNhmbNgmgmchk 3.8 28

5 NewNinsightsNintoNtheNtargetNsiteNandNmodeNofNactionNofNtheNantifungalNproteinNofNwspergillusN
giganteusdNResearchhinhMicrobiologybN2005bNgklbNjmckl 4 47

4
wlkalineNp cinducedNupcregulationNofNtheNafpNgeneNencodingNtheNantifungalNproteinNWw}PXNofN
wspergillusNgiganteusNisNnotNmediatedNbyNtheNtranscriptionNfactorNPacypNpossibleNinvolvementNofN
calcineurindNMolecularhGeneticshandhGenomicsbN2005bNhmjbNhokcifl

3.1 7

3 yomparisonNofNdifferentNtransformationNmethodsNforNwspergillusNgiganteusdNCurrenthGeneticsbN2003bN
jibNimgcm 2.9 98

2 TheNinfluenceNofNcoccultivationNonNexpressionNofNtheNantifungalNproteinNinNwspergillusNgiganteusdN
JournalhofhBasichMicrobiologybN2003bNjibNlncmj 2.7 26

1 NewNinsightsNinNtheNregulationNofNtheNafpNgeneNencodingNtheNantifungalNproteinNofNwspergillusN
giganteusdNCurrenthGeneticsbN2002bNjhbNilcjh 2.9 19
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