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k Paper IF Citations

182 TranscriptomicMResponsesMofMtoMRootMzxudatesMReflectMItsMxapacityMtoMxolonizeMMaizeMandMxommonM
weanMinManMIntercroppingMSystemcMFrontiershinhMicrobiologyaM2021aMfgaMliemfm 5.7 2

181 WeMandMherbivoresMeatMendophytescMMicrobialhBiotechnologyaM2021aMfiaMfgmgbfgnn 6.3 4

180 yifferentialMgeneMexpressionMinMaMtripartiteMinteractionoMaMandMparasiticMwaspscMPeerJaM2021aMnaMeffege 3.1 1

179 TheMinfluenceMofMmaizeMgenotypeMonMtheMrhizosphereMeukaryoticMcommunitycMFEMShMicrobiologyh
EcologyaM2021aMnlaM 4.3 3

178 FunctionalMgenomicsMofMaMSpiroplasmaMassociatedMwithMtheMcarmineMcochinealsMyactylopiusMcoccusM
andMyactylopiusMopuntiaecMBMChGenomicsaM2021aMggaMgie 4.5 1

177 wiodegradationMandMwioaccumulationMofMyecachlorobiphenylMVyxwWMbyMNativeMStrainMPseudomonasM
extremaustralisMvyvbjcMWatervhAirvhandhSoilhPollutionaM2021aMghgaMf 2.6 1

176 yiverseMRhizobiumMstrainsMisolatedMfromMrootMnodulesMofMTrifoliumMalexandrinumMinMzgyptMandM
symbiovarscMSystematichandhAppliedhMicrobiologyaM2021aMiiaMfgkfjk 4.2 5

175 FolatesMinMlegumeMrootMnodulescMPhysiologiahPlantarumaM2021aMflfaMiilbijg 4.6 0

174 KlebsiellaMvariicolaMReferenceMStrainMFgRnMVvTxxMwvvbmheWMíenomeMSequencecMMicrobiologyh
ResourcehAnnouncementsaM2021aMfeaMeeehgngf 1.3 0

173 yiverseMmethanogensaMbacteriaMandMtannaseMgenesMinMtheMfecesMofMtheMendangeredMvolcanoMrabbitMVcM
PeerJaM2021aMnaMeffnig 3.1 1

172
MetagenomeMvssemblyMandMMetagenomebvssembledMíenomeMofMOMvramenusMsulfurataquaeOMfromM
ThermalMSedimentsMfromMtheMLosMvzufresMVolcanicMxomplexcMMicrobiologyhResourcehAnnouncementsaM
2021aMfeaMeeehlngf

1.3 0

171 ToolsMandMchallengesMtoMexploitMmicrobialMcommunitiesMinMagriculturecMCurrenthResearchhinhMicrobialh
SciencesaM2021aMgaMfeeekg 3.3 1

170 FunctionalMcharacterizationMofMculturableMfungiMfromMmicrobiomesMofMtheMOconicalMcobsOMMexicanM
maizeMVZeaMmaysMLcWMlandraceccMArchiveshofhMicrobiologyaM2021aMgeiaMjl 3 1

169 NitrogenMFixationMinMPozolaMaMTraditionalMFermentedMweveragecMAppliedhandhEnvironmentalh
MicrobiologyaM2020aMmkaM 4.8 4

168 yisentanglingMtheMeffectsMofMlegaciesMfromMthoseMofMcurrentMlandMuseMonMsoilMpropertiesMinMLosM
TuxtlasMwiosphereMReserveaMMexicocMAppliedhSoilhEcologyaM2020aMfjhaMfehjlm 5 1

167 PlantMmicrobiotaMmodifiedMbyMplantMdomesticationcMSystematichandhAppliedhMicrobiologyaM2020aMihaMfgkfek4.2 12

166 StructureMandMdiversityMofMnativeMbacterialMcommunitiesMinMsoilsMcontaminatedMwithMpolychlorinatedM
biphenylscMAMBhExpressaM2020aMfeaMfgi 4.1 3

Esperanza Martinez-romero

2



165 vMPlasmidMxonfersMHypermucoviscositybLikeMPhenotypeMandMvltersMxapsuleMProductionMandM
VirulencecMFrontiershinhMicrobiologyaM2020aMffaMjlnkfg 5.7 8

164 IdentificationMofMtheMsymbiosisMislandMofMwradyrhizobiumMpaxllaeriMLMTRMgfcMBrazilianhJournalhofh
MicrobiologyaM2020aMjfaMjglbjgn 2.2 1

163 PlantMgrowthbpromotingMpotentialMofMbacteriaMassociatedMtoMpioneerMplantsMfromManMactiveMvolcanicM
siteMofMxhiapasMVMexicoWcMAppliedhSoilhEcologyaM2020aMfikaMfehhne 5 14

162
NoduleMbacteriaMfromMtheMculturedMlegumeMPhaseolusMdumosusMVbelongingMtoMtheMPhaseolusMvulgarisM
crossbinoculationMgroupWMwithMcommonMtropiciMphenotypicMcharacteristicsMandMsymbiovarMbutM
distinctiveMphylogenomicMpositionMandMchromidcMSystematichandhAppliedhMicrobiologyaM2019aMigaMhlhbhmg

4.2 7

161 xophylogeneticManalysisMsuggestsMcospeciationMbetweenMtheMScorpionMMycoplasmaMxladeMsymbiontsM
andMtheirMhostscMPLoShONEaM2019aMfiaMeegenjmm 3.7 4

160 MetatranscriptomicMvnalysisMofMtheMwacterialMSymbiontMfromMtheMxarmineMxochinealMVHemipteraoM
xoccoideaoMyactylopiidaeWcMLifeaM2019aMnaM 3 9

159 MetatranscriptomicsMandMnitrogenMfixationMfromMtheMrhizoplaneMofMmaizeMplantletsMinoculatedMwithMaM
groupMofMPíPRscMSystematichandhAppliedhMicrobiologyaM2019aMigaMjflbjgj 4.2 32

158 zxobMetabolitesMofMbNodulatingMRhizobialMStrainscMMetabolitesaM2019aMnaM 5.6 8

157 RemovalMofMHighMxoncentrationsMyecachlorobiphenylMofMzarthwormMziseniaMfetidaMandMitsMSymbioticM
wacteriaMinMaMVermicompostingMSystemcMWatervhAirvhandhSoilhPollutionaM2019aMgheaMf 2.6 7

156 PhylogenomicMSpeciesMvreMStructuredMbyMaMxontinuumMofMyiversityMandMíenomicMxlusterscMFrontiersh
inhMicrobiologyaM2019aMfeaMnfe 5.7 20

155 TheMTypeMVIMsecretionMsystemMofMRhizobiumMetliMMimfMhasMaMpositiveMeffectMinMsymbiosiscMFEMSh
MicrobiologyhEcologyaM2019aMnjaM 4.3 21

154 íenomeMSequenceMofMxxízjgjaMaMStrainMIsolatedMfromMNodulesMfromMaMRainMForestMinMMexicocM
MicrobiologyhResourcehAnnouncementsaM2019aMmaM 1.3 2

153 vMíenomotaxonomyMViewMofMtheMíenuscMFrontiershinhMicrobiologyaM2019aMfeaMfhhi 5.7 50

152 xurrentMphylogenyMofMRhodospirillaceaeoMvMmultibapproachMstudycMMolecularhPhylogeneticshandh
EvolutionaM2019aMfhnaMfekjik 4.1 4

151 MinimalMstandardsMforMtheMdescriptionMofMnewMgeneraMandMspeciesMofMrhizobiaMandMagrobacteriacM
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2019aMknaMfmjgbfmkh 2.2 94

150 MaizeMplantMgrowthMresponseMtoMwholeMrhizosphereMmicrobialMcommunitiesMinMdifferentMmineralMNM
andMPMfertilizationMscenarioscMRhizosphereaM2019aMnaMhmbik 3.5 10

149 KlebsiellaMvariicolaMandMKlebsiellaMquasipneumoniaeMwithMcapacityMtoMadaptMtoMclinicalMandMplantM
settingscMSaludhPublicahDehMexicoaM2018aMkeaMgnbie 1.7 13

148 xompleteMíenomeMSequenceMofMtheMSymbioticMStrainMwradyrhizobiumMicenseMLMTRMfhaMIsolatedMfromM
LimaMweanMVPhaseolusMlunatusWMinMPerucMGenomehAnnouncementsaM2018aMkaM 3

(2018-2020)
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147 PhytoestrogensMandMmycoestrogensMinteractingMwithMbreastMcancerMproteinscMSteroidsaM2018aMfhiaMnbfj 2.8 5

146 NitrogenMFixationMinMxerealscMFrontiershinhMicrobiologyaM2018aMnaMflni 5.7 106

145 íenomeMmisclassificationMofMKlebsiellaMvariicolaMandMKlebsiellaMquasipneumoniaeMisolatedMfromM
plantsaManimalsMandMhumanscMSaludhPublicahDehMexicoaM2018aMkeaMjkbkg 1.7 25

144 MetabolicMversatilityMofMsmallMarchaeaMMicrarchaeotaMandMParvarchaeotacMISMEhJournalaM2018aMfgaMljkbllj11.9 62

143 wacterialMpreysMandMcommensalsMconditionMtheMeffectsMofMbacteriovorusMnematodesMonMZeaMmaysMandM
vrabidopsisMthalianacMAppliedhSoilhEcologyaM2018aMfhgaMnnbfek 5 5

142 TheMRhizobiumMleucaenaeMxFNMgnnMpSymMplasmidMcontainsMgenesMexpressedMinMfreeMlifeMandM
symbiosisaMasMwellMasMtwoMreplicationMsystemscMAnnalshofhMicrobiologyaM2017aMklaMgkhbglh 3.2 2

141 íenomeMSequenceMofMtheMSymbioticMTypeMStrainMRhizobiumMtibeticumMxxwvUmjehnTcMGenomeh
AnnouncementsaM2017aMjaM 1

140 xompleteMíenomeMSequencesMofMThreeMSymbiontsMvssociatedMwithMxommonMweanMVWcMGenomeh
AnnouncementsaM2017aMjaM 5

139 xandidatusMyactylopiibacteriumMcarminicumaMaMNitrogenbFixingMSymbiontMofMyactylopiusMxochinealM
InsectsMVHemipteraoMxoccoideaoMyactylopiidaeWcMGenomehBiologyhandhEvolutionaM2017aMnaMgghlbggje 3.9 11

138 yraftMgenomeMsequenceMofMLMTRMgfMisolatedMfromMLimaMbeanMVWMinMPerucMGenomicshDataaM2017aMfhaMhmbie 3

137 xompleteMíenomeMSequencesMofMzightMSymbiontsMvssociatedMwithMxommonMweanMVWcMGenomeh
AnnouncementsaM2017aMjaM 8

136 xompleteMíenomeMSequenceMofMaMNovelMNonnodulatingMSpeciesMIsolatedMfromMLcMRhizospherecM
GenomehAnnouncementsaM2017aMjaM 1

135 íenomeMsequenceMofMspcMLMTRMhaMaMdiazotrophicMsymbiontMofMLimaMbeanMVWcMGenomicshDataaM2017aMfhaMhjbhl 3

134
TheMSymbiomeMofMLlaveiaMxochinealsMVHemipteraoMxoccoideaoMMonophlebidaeWMIncludesMaM
íammaproteobacterialMxosymbiontMSodalisMTMzfMandMtheMKnownMxandidatusMWalczuchellaM
monophlebidarumM2017aM

4

133 TheMHumanMMicrobiomeMandMtheMMissingMHeritabilityMProblemcMFrontiershinhGeneticsaM2017aMmaMme 4.5 50

132 TheMfunctionalMmicrobiomeMofMarthropodscMPLoShONEaM2017aMfgaMeeflkjlh 3.7 58

131
InternationalMxommitteeMonMSystematicsMofMProkaryotesMSubcommitteeMonMtheMtaxonomyMofM
vgrobacteriumMandMRhizobiumMMinutesMofMtheMmeetingaMlMSeptemberMgefiaMTenerifeaMSpaincM
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2017aMklaMjfkbjge

2.2 3

130
SpeciesbspecificMdiversityMofMnovelMbacterialMlineagesMandMdifferentialMabundanceMofMpredictedM
pathwaysMforMtoxicMcompoundMdegradationMinMscorpionMgutMmicrobiotacMEnvironmentalhMicrobiologyaM
2016aMfmaMfhkiblm

5.2 10
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129 vMresponseMtoMLindseyMetMalcMOWolbachiaMpipientisMshouldMnotMbeMsplitMintoMmultipleMspeciesoMvM
responseMtoMRamˆ›rezbPueblaMetMalcOcMSystematichandhAppliedhMicrobiologyaM2016aMhnaMgghbggj 4.2 8

128 IndependentMoriginsMofMresistanceMorMsusceptibilityMofMparasiticMwaspsMtoMaMdefensiveMsymbiontcM
EcologyhandhEvolutionaM2016aMkaMgklnbml 2.8 18

127 RhizobiumMfavelukesiiMspcMnovcaMisolatedMfromMtheMrootMnodulesMofMalfalfaMVMedicagoMsativaMLWcM
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2016aMkkaMiijfbiijl 2.2 17

126 FungalMxommunityMvssociatedMwithMyactylopiusMVHemipteraoMxoccoideaoMyactylopiidaeWMandMItsMRoleM
inMUricMvcidMMetabolismcMFrontiershinhMicrobiologyaM2016aMlaMnji 5.7 19

125 xompleteMíenomeMSequenceMofMwradyrhizobiumMspcMStrainMxxízbLveefaMIsolatedMfromMFieldM
NodulesMofMtheMznigmaticMWildMweanMPhaseolusMmicrocarpuscMGenomehAnnouncementsaM2016aMiaM 8

124
íenomesMofMxandidatusMWolbachiaMbourtzisiiMwyacvMandMxandidatusMWolbachiaMpipientisMwyacwM
fromMtheMxochinealMInsectMyactylopiusMcoccusMVHemipteraoMyactylopiidaeWcMG3:hGenesvhGenomesvh
GeneticsaM2016aMkaMhhihbhhin

3.2 15

123 zndemicMMimosaMspeciesMfromMMexicoMpreferMalphaproteobacterialMrhizobialMsymbiontscMNewh
PhytologistaM2016aMgenaMhfnbhh 9.8 55

122 RecentMyevelopmentsMonMwacterialMzvolutionMintoMzukaryoticMxellsM2016aMfmlbgeg

121 MicrobiotaMfromMRhabditisMreginaMmayMalterMnematodeMentomopathogenicitycMParasitologyhResearchaM
2016aMffjaMifjhbifkj 2.4 8

120
SpeciesMinMWolbachiatMProposalMforMtheMdesignationMofMUxandidatusMWolbachiaMbourtzisiiUaM
UxandidatusMWolbachiaMonchocercicolaUaMUxandidatusMWolbachiaMblaxteriUaMUxandidatusMWolbachiaM
brugiiUaMUxandidatusMWolbachiaMtayloriUaMUxandidatusMWolbachiaMcollembolicolaUMandMUxandidatusM
WolbachiaMmultihospitumUMforMtheMdifferentMspeciesMwithinMWolbachiaMsupergroupscMSystematichandh
AppliedhMicrobiologyaM2015aMhmaMhnebn

4.2 39

119 yevelopmentMofMaMmultiplexbPxRMprobeMsystemMforMtheMproperMidentificationMofMKlebsiellaMvariicolacM
BMChMicrobiologyaM2015aMfjaMki 4.5 37

118 yraftMíenomeMSequencesMofMKlebsiellaMvariicolaMPlantMIsolatescMGenomehAnnouncementsaM2015aMhaM 14

117 RhizobiumM2015aMfbhk 7

116 vrthropodbSpiroplasmaMrelationshipMinMtheMgenomicMeracMFEMShMicrobiologyhEcologyaM2015aMnfaMfbm 4.3 17

115 TaxonomyMofMrhizobiaMandMagrobacteriaMfromMtheMRhizobiaceaeMfamilyMinMlightMofMgenomicscM
SystematichandhAppliedhMicrobiologyaM2015aMhmaMgmlbnf 4.2 85

114 MolecularMevolutionMofMcytochromeMbdMoxidasesMacrossMproteobacterialMgenomescMGenomehBiologyh
andhEvolutionaM2015aMlaMmefbge 3.9 20

113
RhizobiumMecuadorenseMspcMnovcaManMindigenousMNgbfixingMsymbiontMofMtheMzcuadorianMcommonM
beanMVPhaseolusMvulgarisMLcWMgeneticMpoolcMInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologyaM2015aMkjaMhfkgbhfkn

2.2 44

112
wradyrhizobiumMviridifuturiMspcMnovcaMencompassingMnitrogenbfixingMsymbiontsMofMlegumesMusedMforM
greenMmanureMandMenvironmentalMservicescMInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologyaM2015aMkjaMiiifbiiim

2.2 36

(2015-2016)
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111
wradyrhizobiumMtropiciagriMspcMnovcMandMwradyrhizobiumMembrapenseMspcMnovcaMnitrogenbfixingM
symbiontsMofMtropicalMforageMlegumescMInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologyaM2015aMkjaMiigibiihh

2.2 49

110 zvolutionMofMsmallMprokaryoticMgenomescMFrontiershinhMicrobiologyaM2014aMjaMlig 5.7 50

109 xharacterizationMofMRhizobiumMgrahamiiMextrachromosomalMrepliconsMandMtheirMtransferMamongM
rhizobiacMBMChMicrobiologyaM2014aMfiaMk 4.5 18

108 SymbiontMshiftMtowardsMRhizobiumMnodulationMinMaMgroupMofMphylogeneticallyMrelatedMPhaseolusM
speciescMMolecularhPhylogeneticshandhEvolutionaM2014aMlnaMfbff 4.1 13

107
xomparativeMgenomicsMofMwradyrhizobiumMjaponicumMxPvxMfjMandMwradyrhizobiumMdiazoefficiensM
xPvxMloMeliteMmodelMstrainsMforMunderstandingMsymbioticMperformanceMwithMsoybeancMBMChGenomicsaM
2014aMfjaMige

4.5 44

106 íenomicMbasisMofMsymbiovarMmimosaeMinMRhizobiumMetlicMBMChGenomicsaM2014aMfjaMjlj 4.5 20

105
wradyrhizobiumMpaxllaeriMspcMnovcMandMwradyrhizobiumMicenseMspcMnovcaMnitrogenbfixingMrhizobialM
symbiontsMofMLimaMbeanMVPhaseolusMlunatusMLcWMinMPerucMInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologyaM2014aMkiaMgelgbgelm

2.2 62

104
RhizobiumMparanaenseMspcMnovcaManMeffectiveMNgbfixingMsymbiontMofMcommonMbeanMVPhaseolusM
vulgarisMLcWMwithMbroadMgeographicalMdistributionMinMwrazilcMInternationalhJournalhofhSystematichandh
EvolutionaryhMicrobiologyaM2014aMkiaMhgggbhggn

2.2 51

103
íenomeMsequenceMofMOxandidatusMWalczuchellaMmonophlebidarumOMtheMflavobacterialM
endosymbiontMofMLlaveiaMaxinMaxinMVHemipteraoMxoccoideaoMMonophlebidaeWcMGenomehBiologyhandh
EvolutionaM2014aMkaMlfibgk

3.9 26

102 yraftMíenomeMSequenceMofMtheMSulfolobalesMvrchaeonMvZfaMObtainedMthroughMMetagenomicM
vnalysisMofMaMMexicanMHotMSpringcMGenomehAnnouncementsaM2014aMgaM 9

101
xompleteMmitochondrialMgenomeMrecoveredMfromMtheMgutMmetagenomeMofMoverwinteringMmonarchM
butterfliesaMyanausMplexippusMVLcWMVLepidopteraoMNymphalidaeaMyanainaeWcMMitochondrialhDNAaM2014aM
gjaMiglbm

11

100 yraftMíenomeMSequenceMofMxommensalibacterMpapalotliMMXefaMaMSymbiontMIdentifiedMfromMtheMíutsM
ofMOverwinteringMMonarchMwutterfliescMGenomehAnnouncementsaM2014aMgaM 8

99 NitrogenbfixingMandMuricolyticMbacteriaMassociatedMwithMtheMgutMofMyendroctonusMrhizophagusMandM
yendroctonusMvalensMVxurculionidaeoMScolytinaeWcMMicrobialhEcologyaM2013aMkkaMgeebfe 4.4 79

98 PhylogeneticMevidenceMofMtheMtransferMofMnodZMandMnolLMgenesMfromMwradyrhizobiumMtoMotherM
rhizobiacMMolecularhPhylogeneticshandhEvolutionaM2013aMklaMkgkbhe 4.1 9

97 íutMandMrootMmicrobiotaMcommonalitiescMAppliedhandhEnvironmentalhMicrobiologyaM2013aMlnaMgbn 4.8 74

96 NativeMbradyrhizobiaMfromMLosMTuxtlasMinMMexicoMareMsymbiontsMofMPhaseolusMlunatusMVLimaMbeanWcM
SystematichandhAppliedhMicrobiologyaM2013aMhkaMhhbm 4.2 30

95
PolyphasicMevidenceMsupportingMtheMreclassificationMofMwradyrhizobiumMjaponicumMgroupMIaMstrainsM
asMwradyrhizobiumMdiazoefficiensMspcMnovcMInternationalhJournalhofhSystematichandhEvolutionaryh
MicrobiologyaM2013aMkhaMhhigbhhjf

2.2 189

94
RhizobiumMcalliandraeMspcMnovcaMRhizobiumMmayenseMspcMnovcMandMRhizobiumMjaguarisMspcMnovcaM
rhizobialMspeciesMnodulatingMtheMmedicinalMlegumeMxalliandraMgrandifloracMInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologyaM2013aMkhaMhighbhign

2.2 43

Esperanza Martinez-romero

6



93 PhenotypicMtestsMinMRhizobiumMspeciesMdescriptionoManMopinionMandMVaMsympatricMspeciationWM
hypothesiscMSystematichandhAppliedhMicrobiologyaM2013aMhkaMfijbl 4.2 31

92 yinitrogenbFixingMProkaryotesM2013aMiglbijf 37

91 RhizobialMíeneticMRepertoireMtoMInhabitMLegumeMandMNonlegumeMRhizospheresM2013aMinjbjee 1

90 NovelMRhizobiumMlineagesMisolatedMfromMrootMnodulesMofMtheMcommonMbeanMVPhaseolusMvulgarisMLcWMinM
vndeanMandMMesoamericanMareascMResearchhinhMicrobiologyaM2013aMfkiaMliebm 4 58

89 PotentialMPlantbírowthbPromotingMandMNitrogenbFixingMwacteriaMvssociatedMwithMPioneerMPlantsM
írowingMonMMineMTailingsM2013aMfeehbfeff 4

88 RhizobiumMfreireiMspcMnovcaMaMsymbiontMofMPhaseolusMvulgarisMthatMisMveryMeffectiveMatMfixingMnitrogencM
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2013aMkhaMifklbiflh 2.2 81

87 íenomeMsequenceMofMaMnovelMarchaealMrudivirusMrecoveredMfromMaMmexicanMhotMspringcMGenomeh
AnnouncementsaM2013aMfaM 10

86 íenomeMsequenceMofMaMnovelMarchaealMfusellovirusMassembledMfromMtheMmetagenomeMofMaMmexicanM
hotMspringcMGenomehAnnouncementsaM2013aMfaMeeefkifh 10

85 íenomeMSequenceMofMtheMvcidophilicMwacteriumMvcidocellaMspcMStrainMMXbvZegcMGenomeh
AnnouncementsaM2013aMfaM 4

84 wuffetMhypothesisMforMmicrobialMnutritionMatMtheMrhizospherecMFrontiershinhPlanthScienceaM2013aMiaMfmm 6.2 16

83 RhizobiumMetliMtaxonomyMrevisedMwithMnovelMgenomicMdataMandManalysescMSystematichandhAppliedh
MicrobiologyaM2012aMhjaMhjhbm 4.2 45

82 zvolutionaryMrelationshipsMofMflavobacterialMandMenterobacterialMendosymbiontsMwithMtheirMscaleM
insectMhostsMVHemipteraoMxoccoideaWcMJournalhofhEvolutionaryhBiologyaM2012aMgjaMghjlbkm 2.3 49

81 ReclassificationMofMRhizobiumMtropiciMtypeMvMstrainsMasMRhizobiumMleucaenaeMspcMnovcMInternationalh
JournalhofhSystematichandhEvolutionaryhMicrobiologyaM2012aMkgaMfflnbffmi 2.2 83

80 RhizobialMextrachromosomalMrepliconMvariabilityaMstabilityMandMexpressionMinMnaturalMnichescMPlasmidaM
2012aMkmaMfinbjm 3.3 62

79
RhizobiumMgrahamiiMspcMnovcaMfromMnodulesMofMyaleaMleporinaaMLeucaenaMleucocephalaMandMxlitoriaM
ternateaaMandMRhizobiumMmesoamericanumMspcMnovcaMfromMnodulesMofMPhaseolusMvulgarisaMsiratroaM
cowpeaMandMMimosaMpudicacMInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2012aM
kgaMggkibgglf

2.2 59

78
íenomicMbasisMofMbroadMhostMrangeMandMenvironmentalMadaptabilityMofMRhizobiumMtropiciMxIvTMmnnM
andMRhizobiumMspcMPRFMmfMwhichMareMusedMinMinoculantsMforMcommonMbeanMVPhaseolusMvulgarisMLcWcM
BMChGenomicsaM2012aMfhaMlhj

4.5 96

77 IsolationMandMcharacterizationMofMnitrogenMfixingMheterotrophicMbacteriaMfromMtheMrhizosphereMofM
pioneerMplantsMgrowingMonMmineMtailingscMAppliedhSoilhEcologyaM2012aMkgaMjgbke 5 54

76 íenomeMsequenceMofMRhizobiumMspcMstrainMxxízjfeaMaMsymbiontMisolatedMfromMnodulesMofMtheM
endangeredMwildMbeanMPhaseolusMalbescenscMJournalhofhBacteriologyaM2012aMfniaMkhfebf 3.5 12

(2012-2013)
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75 TheMeffectMofMinoculationMofManMindigenousMbacteriaMonMtheMearlyMgrowthMofMvcaciaMfarnesianaMinMaM
degradedMareacMCerneaM2012aMfmaMinbjl 0.7 7

74 MolecularMcharacterisationMofMtheMdiazotrophicMbacterialMcommunityMinMuninoculatedMandMinoculatedM
fieldbgrownMsugarcaneMVSaccharumMspcWcMPlanthandhSoilaM2012aMhjkaMmhbnn 4.2 89

73
xhangeMinMlandMuseMaltersMtheMdiversityMandMcompositionMofMwradyrhizobiumMcommunitiesMandMledMtoM
theMintroductionMofMRhizobiumMetliMintoMtheMtropicalMrainMforestMofMLosMTuxtlasMVMexicoWcMMicrobialh
EcologyaM2012aMkhaMmggbhi

4.4 29

72 íenomeMsequencesMofMwurkholderiaMspcMstrainsMxxízfeegMandMHfkeaMisolatedMfromMlegumeMnodulesM
inMMexicoMandMwrazilcMJournalhofhBacteriologyaM2012aMfniaMkngl 3.5 33

71 xompleteMmitochondrialMandMplastidMgenomesMofMtheMgreenMmicroalgaMTrebouxiophyceaeMspcMstrainM
MXbvZefMisolatedMfromMaMhighlyMacidicMgeothermalMlakecMEukaryotichCellaM2012aMffaMfiflbm 16

70 íenomeMsequenceMofMRhizobiumMgrahamiiMxxízjegaMaMbroadbhostbrangeMsymbiontMwithMlowM
nodulationMcompetitivenessMinMPhaseolusMvulgariscMJournalhofhBacteriologyaM2012aMfniaMkkjfbg 3.5 5

69 NodularMdiagnosisMforMecologicalMengineeringMofMtheMsymbioticMnitrogenMfixationMwithMlegumescM
ProcediahEnvironmentalhSciencesaM2011aMnaMiebik 26

68 HydroxylatedMornithineMlipidsMincreaseMstressMtoleranceMinMRhizobiumMtropiciMxIvTmnncMMolecularh
MicrobiologyaM2011aMlnaMfinkbjfi 4.1 52

67 MicrobiallyMMediatedMPlantMFunctionalMTraitscMAnnualhReviewhofhEcologyvhEvolutionvhandhSystematicsaM
2011aMigaMghbik 13.5 329

66 íenomicMlineagesMofMRhizobiumMetliMrevealedMbyMtheMextentMofMnucleotideMpolymorphismsMandMlowM
recombinationcMBMChEvolutionaryhBiologyaM2011aMffaMhej 3 14

65 znvironmentalMmycobacteriaoMaMthreatMtoMhumanMhealthtcMDNAhandhCellhBiologyaM2011aMheaMkhhbie 3.6 7

64 vnalysisMofMtheMwacterialMyiversityMvssociatedMwithMtheMRootsMofMMaizeMVZeaMmaysMLcWMthroughM
xulturebyependentMandMxulturebIndependentMMethodscMISRNhEcologyaM2011aMgeffaMfbfe 46

63 TrendsMinMRhizobialMzvolutionMandMSomeMTaxonomicMRemarksM2010aMhefbhfj 7

62 xharacterizationMofMwacillusMisolatesMofMpotatoMrhizosphereMfromMandeanMsoilsMofMPeruMandMtheirM
potentialMPíPRMcharacteristicscMBrazilianhJournalhofhMicrobiologyaM2010aMifaMmnnbnek 2.2 68

61 RhizobialMSymbiosesMinMTropicalMLegumesMandMNonbLegumescMSoilhBiologyaM2010aMfkhbfmi 1 5

60 PhaseolusMvulgarisMseedbborneMendophyticMcommunityMwithMnovelMbacterialMspeciesMsuchMasM
RhizobiumMendophyticumMspcMnovcMSystematichandhAppliedhMicrobiologyaM2010aMhhaMhggbl 4.2 136

59
RhizobiaMwithMdifferentMsymbioticMefficienciesMnodulateMvcaciellaMangustissimaMinMMexicoaMincludingM
SinorhizobiumMchiapanecumMspcMnovcMwhichMhasMcommonMsymbioticMgenesMwithMSinorhizobiumM
mexicanumcMFEMShMicrobiologyhEcologyaM2009aMklaMfehbfl

4.3 46

58 wurkholderiaMsppcMareMtheMmostMcompetitiveMsymbiontsMofMMimosaaMparticularlyMunderMNblimitedM
conditionscMEnvironmentalhMicrobiologyaM2009aMffaMlkgblm 5.2 107
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57 xoevolutionMinMRhizobiumblegumeMsymbiosistcMDNAhandhCellhBiologyaM2009aMgmaMhkfble 3.6 93

56 MutationsMinMlipopolysaccharideMbiosyntheticMgenesMimpairMmaizeMrhizosphereMandMrootMcolonizationM
ofMRhizobiumMtropiciMxIvTmnncMEnvironmentalhMicrobiologyaM2008aMfeaMfglfbmi 5.2 33

55 PopulationMgeneticMstructureMofMSinorhizobiumMmelilotiMandMScMmedicaeMisolatedMfromMnodulesMofM
MedicagoMsppcMinMMexicocMFEMShMicrobiologyhEcologyaM2007aMkeaMillbmn 4.3 46

54 InactivationMofMtheMnodHMgeneMinMSinorhizobiumMspcMwRmfkMenhancesMsymbiosisMwithMPhaseolusM
vulgarisMLcMFEMShMicrobiologyhLettersaM2007aMgkkaMgfebl 2.9 4

53 NewMinsightsMintoMtheMoriginsMandMevolutionMofMrhizobiaMthatMnodulateMcommonMbeanMVPhaseolusM
vulgarisWMinMwrazilcMSoilhBiologyhandhBiochemistryaM2007aMhnaMmklbmlk 7.5 36

52 znsiferMmexicanusMspcMnovcMaMnewMspeciesMnodulatingMvcaciaMangustissimaMVMillcWMKuntzeMinMMexicocM
SystematichandhAppliedhMicrobiologyaM2007aMheaMgmebne 4.2 65

51 SHVbtypeMextendedbspectrumMbetablactamaseMVzSwLWMareMencodedMinMrelatedMplasmidsMfromM
enterobacteriaMclinicalMisolatesMfromMMexicocMSaludhPublicahDehMexicoaM2007aMinaMifjbgf 1.7 18

50 yiverseMendophyticMbacteriaMisolatedMfromMaMleguminousMtreeMxonzattiaMmultifloraMgrownMinMMexicocM
ArchiveshofhMicrobiologyaM2006aMfmkaMgjfbn 3 35

49 MolecularMdiversityMofMnativeMbradyrhizobiaMisolatedMfromMlimaMbeanMVPhaseolusMlunatusMLcWMinMPerucM
SystematichandhAppliedhMicrobiologyaM2006aMgnaMgjhbkg 4.2 69

48 vzorhizobiumMdoebereineraeMspcMNovcMMicrosymbiontMofMSesbaniaMvirgataMVxazcWMPerscMSystematichandh
AppliedhMicrobiologyaM2006aMgnaMfnlbgek 4.2 51

47 MolecularMphylogenyMbasedMonMtheMfkSMrRNvMgeneMofMeliteMrhizobialMstrainsMusedMinMwrazilianM
commercialMinoculantscMSystematichandhAppliedhMicrobiologyaM2006aMgnaMhfjbhg 4.2 113

46 wacterialMendophytesMandMtheirMinteractionsMwithMhostscMMolecularhPlantwMicrobehInteractionsaM2006aM
fnaMmglbhl 3.6 921

45 yinitrogenbFixingMProkaryotesM2006aMlnhbmfl 20

44 IsolationMandMcharacterizationMofMfunctionalMinsertionMsequencesMofMrhizobiacMFEMShMicrobiologyh
LettersaM2006aMgkfaMgjbhf 2.9 9

43
wradyrhizobiumMcanarienseMspcMnovcaManMacidbtolerantMendosymbiontMthatMnodulatesMendemicM
genistoidMlegumesMVPapilionoideaeoMíenisteaeWMfromMtheMxanaryMIslandsaMalongMwithMwradyrhizobiumM
japonicumMbvcMgenistearumaMwradyrhizobiumMgenospeciesMalphaMandMwradyrhizobiumMgenospeciesM
betacMInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2005aMjjaMjknbjlj

2.2 229

42
vMxlxMchlorideMchannelMhomologMandMornithinebcontainingMmembraneMlipidsMofMRhizobiumMtropiciM
xIvTmnnMareMinvolvedMinMsymbioticMefficiencyMandMacidMtolerancecMMolecularhPlantwMicrobeh
InteractionsaM2005aMfmaMffljbmj

3.6 53

41
PopulationMgeneticsMandMphylogeneticMinferenceMinMbacterialMmolecularMsystematicsoMtheMrolesMofM
migrationMandMrecombinationMinMwradyrhizobiumMspeciesMcohesionMandMdelineationcMMolecularh
PhylogeneticshandhEvolutionaM2005aMhiaMgnbji

4.1 285

40 zvolutionaryMgeneticsMandMbiogeographicMstructureMofMRhizobiumMgallicumMsensuMlatoaMaMwidelyM
distributedMbacterialMsymbiontMofMdiverseMlegumescMMolecularhEcologyaM2005aMfiaMiehhbje 5.7 85
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39
MolecularMsystematicsMofMrhizobiaMbasedMonMmaximumMlikelihoodMandMwayesianMphylogeniesMinferredM
fromMrrsaMatpyaMrecvMandMnifHMsequencesaMandMtheirMuseMinMtheMclassificationMofMSesbaniaM
microsymbiontsMfromMVenezuelanMwetlandscMSystematichandhAppliedhMicrobiologyaM2005aMgmaMlegbfk

4.2 143

38 KlebsiellaMvariicolaaMaMnovelMspeciesMwithMclinicalMandMplantbassociatedMisolatescMSystematichandh
AppliedhMicrobiologyaM2004aMglaMglbhj 4.2 187

37 PhylogeneticMrelationshipsMofMrhizobiaMbasedMonMcitrateMsynthaseMgeneMsequencescMSystematichandh
AppliedhMicrobiologyaM2004aMglaMlehbk 4.2 11

36 RhizobiumMetliMmaizeMpopulationsMandMtheirMcompetitivenessMforMrootMcolonizationcMArchiveshofh
MicrobiologyaM2004aMfmfaMhhlbii 3 127

35 HowMareMgeneMsequenceManalysesMmodifyingMbacterialMtaxonomytMTheMcaseMofMKlebsiellacM
InternationalhMicrobiologyaM2004aMlaMgkfbm 3 33

34 íeneticManalysisMofMaMpHbregulatedMoperonMfromMRhizobiumMtropiciMxIvTmnnMinvolvedMinMacidM
toleranceMandMnodulationMcompetitivenesscMMolecularhPlantwMicrobehInteractionsaM2003aMfkaMfjnbkm 3.6 81

33 yiversityMofMRhizobiumbPhaseolusMvulgarisMsymbiosisoMoverviewMandMperspectivescMPlanthandhSoilaM
2003aMgjgaMffbgh 4.2 145

32 yiazotrophicMbacteriaMassociatedMwithMbananaMVMusaMsppcWccMPlanthandhSoilaM2003aMgjlaMhjbil 4.2 57

31 yiverseMMesorhizobiumMplurifariumMpopulationsMnativeMtoMMexicanMsoilscMArchiveshofhMicrobiologyaM
2003aMfmeaMiiibji 3 27

30 SinorhizobiumMamericanusMspcMnovcaMaMnewMSinorhizobiumMspeciesMnodulatingMnativeMvcaciaMsppcMinM
MexicocMSystematichandhAppliedhMicrobiologyaM2003aMgkaMjibki 4.2 87

29
yescriptionMofMnewMznsiferMstrainsMfromMnodulesMandMproposalMtoMtransferMznsiferMadhaerensMxasidaM
fnmgMtoMSinorhizobiumMasMSinorhizobiumMadhaerensMcombcMnovcMRequestMforManMopinioncM
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM2003aMjhaMfgelbfgfl

2.2 73

28 TheMxorrosionMzffectsMofMSulfatebMandMFerricbReducingMwacterialMxonsortiaMonMSteelcMGeomicrobiologyh
JournalaM2003aMgeaMfjlbfkn 2.5 23

27 IdentificationMofMaMthirdMsulfateMactivationMsystemMinMSinorhizobiumMspcMstrainMwRmfkoMtheMxysyNM
sulfateMactivationMcomplexcMAppliedhandhEnvironmentalhMicrobiologyaM2003aMknaMgeekbfi 4.8 26

26
RhizobiumMetliMandMRhizobiumMgallicumMnodulateMcommonMbeanMVPhaseolusMvulgarisWMinMaM
traditionallyMmanagedMmilpaMplotMinMMexicooMpopulationMgeneticsMandMbiogeographicMimplicationscM
AppliedhandhEnvironmentalhMicrobiologyaM2003aMknaMmmibnh

4.8 73

25 yiversityMofMrhizobiaMfromMnodulesMofMtheMleguminousMtreeMíliricidiaMsepiumaMaMnaturalMhostMofM
RhizobiumMtropicicMArchiveshofhMicrobiologyaM2002aMflmaMfkfbi 3 30

24 MesorhizobiumMamorphaeaMaMrhizobialMspeciesMthatMnodulatesMvmorphaMfruticosaaMisMnativeMtoM
vmericanMsoilscMArchiveshofhMicrobiologyaM2002aMflmaMhefbj 3 20

23
SinorhizobiumMmorelenseMspcMnovcaMaMLeucaenaMleucocephalabassociatedMbacteriumMthatMisMhighlyM
resistantMtoMmultipleMantibioticscMInternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM
2002aMjgaMfkmlbnh

2.2 29

22 LimitedMgeneticMdiversityMofMwrucellaMsppcMJournalhofhClinicalhMicrobiologyaM2001aMhnaMghjbie 9.7 60
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21 NaturalMendophyticMassociationMbetweenMRhizobiumMetliMandMmaizeMVZeaMmaysMLcWcMJournalhofh
BiotechnologyaM2001aMnfaMfflbgk 3.7 171

20 NitrogenbfixingMnodulesMwithMznsiferMadhaerensMharboringMRhizobiumMtropiciMsymbioticMplasmidscM
AppliedhandhEnvironmentalhMicrobiologyaM2001aMklaMhgkibm 4.8 86

19 MultiresistanceMgenesMofMRhizobiumMetliMxFNigcMMolecularhPlantwMicrobehInteractionsaM2000aMfhaMjlgbl 3.6 87

18
RestrictionMfragmentMlengthMpolymorphismManalysisMofMfkSMryNvMandMlowMmolecularMweightMRNvM
profilingMofMrhizobialMisolatesMfromMshrubbyMlegumesMendemicMtoMtheMxanaryMislandscMSystematichandh
AppliedhMicrobiologyaM2000aMghaMifmbgj

4.2 32

17 TheMnolLMgeneMfromMRhizobiumMetliMdeterminesMnodulationMefficiencyMbyMmediatingMtheMacetylationM
ofMtheMfucosylMresidueMinMtheMnodulationMfactorcMMolecularhPlantwMicrobehInteractionsaM1999aMfgaMghkbik 3.6 41

16 RhizobiumMetliMbvcMmimosaeaMaMnovelMbiovarMisolatedMfromMMimosaMaffiniscMInternationalhJournalhofh
SystematichandhEvolutionaryhMicrobiologyaM1999aMinMPtMiaMfilnbnf 2.2 82

15 IdentificationMofMlumichromeMasMaMsinorhizobiumMenhancerMofMalfalfaMrootMrespirationMandMshootM
growthcMProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaaM1999aMnkaMfggljbme11.5 121

14 íeneticMdiversityMofMrhizobiaMfromMLeucaenaMleucocephalaMnodulesMinMMexicanMsoilscMMolecularh
EcologyaM1999aMmaMlffblgi 5.7 47

13 xharacterizationMofMbacteriaMisolatedMfromMwildMlegumesMinMtheMnorthbwesternMregionsMofMxhinacM
InternationalhJournalhofhSystematichandhEvolutionaryhMicrobiologyaM1999aMinMPtMiaMfijlbkn 2.2 42

12 rRNvMbasedMidentificationMandMdetectionMsystemsMforMrhizobiaMandMotherMbacteriacMPlanthandhSoilaM
1998aMgeiaMfbfn 4.2 40

11 íenerationMofMRhizobiumMstrainsMwithMimprovedMsymbioticMpropertiesMbyMrandomMyNvMamplificationM
VRyvWcMNaturehBiotechnologyaM1997aMfjaMjkibn 44.5 47

10 RhizobiumMPhylogeniesMandMwacterialMíeneticMyiversitycMCriticalhReviewshinhPlanthSciencesaM1996aMfjaMffhbfie5.6 145

9 WildMtypeMRhizobiumMetliaMaMbeanMsymbiontaMproducesMacetylbfucosylatedaMNbmethylatedaMandM
carbamoylatedMnodulationMfactorscMJournalhofhBiologicalhChemistryaM1995aMgleaMkejebj 5.4 60

8 RecentMdevelopmentsMinRhizobiumMtaxonomycMPlanthandhSoilaM1994aMfkfaMffbge 4.2 63

7 SucroseMtransportMandMhydrolysisMinRhizobiumMtropicicMPlanthandhSoilaM1994aMfkfaMnfbnk 4.2 3

6 LimitedMíeneticMyiversityMinMtheMzndophyticMSugarcaneMwacteriumMvcetobacterMdiazotrophicuscM
AppliedhandhEnvironmentalhMicrobiologyaM1994aMkeaMfjhgbl 4.8 64

5 xarbonMMetabolismMznzymesMofMRhizobiumMtropiciMxulturesMandMwacteroidscMAppliedhandh
EnvironmentalhMicrobiologyaM1994aMkeaMghhnbig 4.8 28

4 NodulationMfactorsMfromMRhizobiumMtropiciMareMsulfatedMorMnonsulfatedMchitopentasaccharidesM
containingManMNbmethylbNbacylglucosaminylMterminuscMBiochemistryaM1993aMhgaMfeihebj 3.2 114

(1993-2001)
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3 TheMRhizobiumMíenomecMCriticalhReviewshinhPlanthSciencesaM1990aMnaMjnbnh 5.6 137

2 IncreasedMweanMVPhaseolusMvulgarisMLcWMNodulationMxompetitivenessMofMíeneticallyMModifiedM
RhizobiumMStrainscMAppliedhandhEnvironmentalhMicrobiologyaM1990aMjkaMghmibghmm 4.8 51

1 NitrogenbfixingMKlebsiellaMvariicolaMinMfecesMfromMherbivorousMtortoises 2
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