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48 EmergentNsimplicityNinNmicrobialNcommunityNassemblygNScienceeN2018eNmpkeNnpsfnqn 33.3 348

47 GeneticNdeterminantsNandNcellularNconstraintsNinNnoisyNgeneNexpressiongNScienceeN2013eNmnleNkkrrfsm 33.3 290
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34 DynamicsNofNaNproducerffreeloaderNecosystemNonNtheNbrinkNofNcollapsegNNaturenCommunicationseN
2014eNoeNmqkm 17.4 30

33 MechanismNofNtranscriptionalNrepressionNatNaNbacterialNpromoterNbyNanalysisNofNsingleNmoleculesgN
EMBOnJournaleN2011eNmieNmsnifp 13 27
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31 EcofevolutionaryNdynamicsNofNcomplexNsocialNstrategiesNinNmicrobialNcommunitiesgNCommunicativen
andnIntegrativenBiologyeN2014eNqeNelrlmi 1.7 23
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JournalnofnthenRoyalnSocietynInterfaceeN2017eNkneN 4.1 18
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27 TheNecologyNandNevolutionNofNmicrobialNmetabolicNstrategiesgNCurrentnOpinionninnBiotechnologyeN2020
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26 PhenotypicNstatesNbecomeNincreasinglyNsensitiveNtoNperturbationsNnearNaNbifurcationNinNaNsyntheticN
geneNnetworkgNELifeeN2015eNneN 8.9 16
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23 EmergentNSimplicityNinNMicrobialNCommunityNAssembly 14

22 EngineeringNcomplexNcommunitiesNbyNdirectedNevolutiongNNaturenEcologynandnEvolutioneN2021eNoeNkikkfkilm12.3 14

21 DistributionNofNInitiationNTimesNRevealsNMechanismsNofNTranscriptionalNRegulationNinNSingleNCellsgN
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20 ANmetabolicNmodelingNplatformNforNtheNcomputationNofNmicrobialNecosystemsNinNtimeNandNspaceN
aCOMETSbgNNaturenProtocolseN2021eNkpeNoimifoirl 18.8 12

19 ArtificiallyNselectingNbacterialNcommunitiesNusingNpropaguleNstrategiesgNEvolution;nInternationaln
JournalnofnOrganicnEvolutioneN2020eNqneNlmslflnim 3.8 12

18 DefiningNHigherfOrderNInteractionsNinNSyntheticNEcologytNLessonsNfromNPhysicsNandNQuantitativeN
GeneticsgNCellnSystemseN2019eNseNoksfoli 10.6 12

17 ComplexNyeastfbacteriaNinteractionsNaffectNtheNyieldNofNindustrialNethanolNfermentationgNNaturen
CommunicationseN2021eNkleNknsr 17.4 12

16 NutrientNdominanceNgovernsNtheNassemblyNofNmicrobialNcommunitiesNinNmixedNnutrientN
environmentsgNELifeeN2021eNkieN 8.9 11

15 FunctionalNattractorsNinNmicrobialNcommunityNassemblygNCellnSystemseN2021eN 10.6 8
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13 FunctionalNbiologyNinNitsNnaturalNcontexttNANsearchNforNemergentNsimplicitygNELifeeN2021eNkieN 8.9 7

12 InNvitroNinteractionNnetworkNofNaNsyntheticNgutNbacterialNcommunitygNISMEnJournaleN2021eN 11.9 5

11 MultifReplicatedNEnrichmentNCommunitiesNasNaNModelNSystemNinNMicrobialNEcologygNFrontiersninn
MicrobiologyeN2021eNkleNpoqnpq 5.7 5

10 NutrientNdominanceNgovernsNtheNassemblyNofNmicrobialNcommunitiesNinNmixedNnutrientNenvironments 4

9 CurrentNStateNofNandNFutureNOpportunitiesNforNPredictionNinNMicrobiomeNResearchtNReportNfromNtheN
MidfAtlanticNMicrobiomeNMeetfupNinNBaltimoreNonNsNJanuaryNliksgNMSystemseN2019eNneN 7.6 4

8 ArtificiallyNselectingNmicrobialNcommunitiesNusingNpropaguleNstrategies 3

7 ExploringNtheNinteractionNnetworkNofNaNsyntheticNgutNbacterialNcommunity 3

6 EcologicalNeffectsNofNcellularNcomputingNinNmicrobialNpopulationsgNNaturalnComputingeN2018eNkqeNrkkfrll 1.3 3

5 TopfdownNengineeringNofNcomplexNcommunitiesNbyNdirectedNevolution 2

4 TheNmetafguttNcommunityNcoalescenceNofNanimalNgutNandNenvironmentalNmicrobiomesgNScientificn
ReportseN2021eNkkeNlmkkq 4.9 1

3 TheNEvolutionaryNResilienceNofNDistributedNCellularNComputinggNLecturenNotesninnComputernScienceeN
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