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62 LysineOacetylationOtargetsOproteinOcomplexesOandOcodregulatesOmajorOcellularOfunctionseOSciencecO
2009cOjilcOojkdkg 33.3 3316

61 GlobalcOinOvivocOandOsitedspecificOphosphorylationOdynamicsOinOsignalingOnetworkseOCellcO2006cOhincOmjldko 56.2 2797

60 QuantitativeOphosphoproteomicsOrevealsOwidespreadOfullOphosphorylationOsiteOoccupancyOduringO
mitosiseOSciencelSignalingcO2010cOjcOraj 8.8 1106

59 zomprehensiveOgenomicOanalysisOidentifiesOSOXiOasOaOfrequentlyOamplifiedOgeneOinOsmalldcellOlungO
cancereONaturelGeneticscO2012cOkkcOhhhhdm 36.3 712

58 RecurrentORdspondinOfusionsOinOcolonOcancereONaturecO2012cOkoocOmmgdk 50.4 711

57 PrecisionOmappingOofOanOinOvivoONdglycoproteomeOrevealsOrigidOtopologicalOandOsequenceO
constraintseOCellcO2010cOhkhcOopndpgn 56.2 700

56 zomprehensiveOgenomicOanalysisOofOmalignantOpleuralOmesotheliomaOidentifiesOrecurrentO
mutationscOgeneOfusionsOandOsplicingOalterationseONaturelGeneticscO2016cOkocOkgndhm 36.3 497

55 KinasedselectiveOenrichmentOenablesOquantitativeOphosphoproteomicsOofOtheOkinomeOacrossOtheOcellO
cycleeOMolecularlCellcO2008cOjhcOkjodko 17.6 495

54 xOcomprehensiveOtranscriptionalOportraitOofOhumanOcancerOcellOlineseONaturelBiotechnologycO2015cOjjcOjgmdhi44.5 407

53 PHOSI®xOXphosphorylationOsiteOdatabaseZqOmanagementcOstructuralOandOevolutionaryOinvestigationcO
andOpredictionOofOphosphositeseOGenomelBiologycO2007cOocORilg 18.3 376

52 PhosphoproteomeOanalysisOofOEeOcoliOrevealsOevolutionaryOconservationOofObacterialOSerfThrfTyrO
phosphorylationeOMolecularlandlCellularlProteomicscO2008cOncOippdjgn 7.6 334

51 PHOSI®xOighhqOtheOposttranslationalOmodificationOdatabaseeONucleiclAcidslResearchcO2011cOjpcO®iljdmg 20.1 321

50 TheOserinefthreonineftyrosineOphosphoproteomeOofOtheOmodelObacteriumOyacillusOsubtiliseO
MolecularlandlCellularlProteomicscO2007cOmcOmpndngn 7.6 309

49 LargedscaleOproteomicsOanalysisOofOtheOhumanOkinomeeOMolecularlandlCellularlProteomicscO2009cOocOhnlhdmk7.6 236

48 yrainOphosphoproteomeOobtainedObyOaOFxSPdbasedOmethodOrevealsOplasmaOmembraneOproteinO
topologyeOJournalloflProteomelResearchcO2010cOpcOjiogdp 5.6 221

47 SitedspecificOidentificationOofOSUMOdiOtargetsOinOcellsOrevealsOanOinvertedOSUMOylationOmotifOandOaO
hydrophobicOclusterOSUMOylationOmotifeOMolecularlCellcO2010cOjpcOmkhdli 17.6 215

46 MappingONdglycosylationOsitesOacrossOsevenOevolutionarilyOdistantOspeciesOrevealsOaOdivergentO
substrateOproteomeOdespiteOaOcommonOcoreOmachineryeOMolecularlCellcO2012cOkmcOlkido 17.6 199
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45 SystemsdwideOproteomicOanalysisOinOmammalianOcellsOrevealsOconservedcOfunctionalOproteinO
turnovereOJournalloflProteomelResearchcO2011cOhgcOlinldok 5.6 179

44 ExtensiveOquantitativeOremodelingOofOtheOproteomeObetweenOnormalOcolonOtissueOandO
adenocarcinomaeOMolecularlSystemslBiologycO2012cOocOmhh 12.2 174

43 USPnOsmalldmoleculeOinhibitorsOinterfereOwithOubiquitinObindingeONaturecO2017cOllgcOljkdljo 50.4 165

42 GenomeOandOtranscriptomeOsequencingOofOlungOcancersOrevealOdiverseOmutationalOandOsplicingO
eventseOGenomelResearchcO2012cOiicOijhldin 9.7 158

41 zzxThOisOanOenhancerdtemplatedORNxOthatOpredictsOyETOsensitivityOinOcolorectalOcancereOJournallofl
ClinicallInvestigationcO2016cOhimcOmjpdli 15.9 147

40 HumanOProteinpediaOenablesOsharingOofOhumanOproteinOdataeONaturelBiotechnologycO2008cOimcOhmkdn 44.5 138

39 TheOSerfThrfTyrOphosphoproteomeOofOLactococcusOlactisOILhkgjOrevealsOmultiplyOphosphorylatedO
proteinseOProteomicscO2008cOocOjkomdpj 4.8 128

38 xssessmentOofOcomputationalOmethodsOforOpredictingOtheOeffectsOofOmissenseOmutationsOinOhumanO
cancerseOBMClGenomicscO2013cOhkOSupplOjcOSn 4.5 120

37 SolidOtumorOproteomeOandOphosphoproteomeOanalysisObyOhighOresolutionOmassOspectrometryeO
JournalloflProteomelResearchcO2008cOncOljhkdim 5.6 119

36 RecurrentOLossOofONFEiLiOExonOiOIsOaOMechanismOforONrfiOPathwayOxctivationOinOHumanOzancerseO
CelllReportscO2016cOhmcOimgldimhn 10.6 108

35 HighdaccuracyOidentificationOandObioinformaticOanalysisOofOinOvivoOproteinOphosphorylationOsitesOinO
yeasteOProteomicscO2009cOpcOkmkidli 4.8 103

34 hlOyearsOofOPhosphoSitePlus´fiqOintegratingOpostdtranslationallyOmodifiedOsitescOdiseaseOvariantsOandO
isoformseONucleiclAcidslResearchcO2019cOkncO®kjjd®kkh 20.1 96

33 PhosphoproteinsOofOtheOchickenOeggshellOcalcifiedOlayereOProteomicscO2007cOncOhgmdhl 4.8 95

32 StableOisotopeOlabelingObyOaminoOacidsOinOcellOcultureOXSILxzZOappliedOtoOquantitativeOproteomicsOofO
yacillusOsubtiliseOJournalloflProteomelResearchcO2010cOpcOjmjodkm 5.6 91

31 SebidaqOaOdatabaseOforOtheOfunctionalOandOevolutionaryOanalysisOofOgenesOwithOsexdbiasedO
expressioneOBioinformaticscO2006cOiicOilnndp 7.2 90

30 QuantitativeOphosphoproteomeOanalysisOofOaOmouseOliverOcellOlineOrevealsOspecificityOofOphosphataseO
inhibitorseOProteomicscO2008cOocOkljkdkm 4.8 89

29 SystemsdwideOanalysisOofOaOphosphataseOknockddownObyOquantitativeOproteomicsOandO
phosphoproteomicseOMolecularlandlCellularlProteomicscO2009cOocOhpgodig 7.6 88

28 EvolutionaryOconstraintsOofOphosphorylationOinOeukaryotescOprokaryotescOandOmitochondriaeO
MolecularlandlCellularlProteomicscO2010cOpcOimkidlj 7.6 70
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27 SerfThrfTyrOproteinOphosphorylationOinOtheOarchaeonOHalobacteriumOsalinarumddaOrepresentativeOofO
theOthirdOdomainOofOlifeeOPLoSlONEcO2009cOkcOeknnn 3.7 69

26 IntegratedOexomeOandOtranscriptomeOsequencingOrevealsOZxKOisoformOusageOinOgastricOcancereO
NaturelCommunicationscO2014cOlcOjojg 17.4 66

25 zaenorhabditisOelegansOhasOaOphosphoproteomeOatypicalOforOmetazoansOthatOisOenrichedOinO
developmentalOandOsexOdeterminationOproteinseOJournalloflProteomelResearchcO2009cOocOkgjpdkp 5.6 59

24 TheOzaseOforOProteomicsOandOPhosphodProteomicsOinOPersonalizedOzancerOMedicineeOProteomicsl-l
ClinicallApplicationscO2019cOhjcOehogghhj 3.1 56

23 ProfilingOtheOTrypanosomaOcruziOphosphoproteomeeOPLoSlONEcO2011cOmcOeiljoh 3.7 56

22 PredictingOpostdtranslationalOlysineOacetylationOusingOsupportOvectorOmachineseOBioinformaticscO2010
cOimcOhmmmdo 7.2 52

21 ziOdomaindcontainingOphosphoproteinOz®PhjoOregulatesOGLUTkOinsertionOintoOtheOplasmaO
membraneeOCelllMetabolismcO2011cOhkcOjnodop 24.6 50

20 SystemsdwideOanalysisOofOKdRascOzdckicOandOPxKkOsignalingObyOquantitativeOphosphoproteomicseO
MolecularlandlCellularlProteomicscO2013cOhicOigngdog 7.6 38

19 mutantOgeneticallyOengineeredOmouseOmodelsOofOhumanOcancersOareOgenomicallyOheterogeneouseO
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericacO2017cOhhkcOEhgpkndEhgpll11.5 35

18 PxKhOmediatesOpancreaticOcancerOcellOmigrationOandOresistanceOtoOMETOinhibitioneOJournallofl
PathologycO2014cOijkcOlgidhj 9.4 34

17 NRFiOxctivationOPromotesOxggressiveOLungOzancerOandOxssociatesOwithOPoorOzlinicalOOutcomeseO
ClinicallCancerlResearchcO2021cOincOonndooo 12.9 33

16 yioinformaticsOanalysisOofOthousandsOofOTzGxOtumorsOtoOdetermineOtheOinvolvementOofOepigeneticO
regulatorsOinOhumanOcancereOBMClGenomicscO2015cOhmOSupplOocOSl 4.5 22

15 MxPUOiegqOhighdaccuracyOproteomesOmappedOtoOgenomeseONucleiclAcidslResearchcO2009cOjncO®pgidm 20.1 17

14 PhosphoproteomeOofOPristionchusOpacificusOprovidesOinsightsOintoOarchitectureOofOsignalingO
networksOinOnematodeOmodelseOMolecularlandlCellularlProteomicscO2012cOhhcOhmjhdp 7.6 11

13 iProtein®yqOxnOIntegrativeO®atabaseOofOPostdtranslationalOModificationseOG3:lGenes,lGenomes,l
GeneticscO2019cOpcOhdhh 3.2 10

12 RoleOofOtheOEjOubiquitinOligaseORNFhlnOasOaOnovelOdownstreamOeffectorOlinkingOPIjKOandOMxPKO
signalingOpathwaysOtoOtheOcellOcycleeOJournalloflBiologicallChemistrycO2017cOipicOhkjhhdhkjik 5.4 9

11 ERyyjOandOIGFhROSignalingOxreORequiredOforONrfid®ependentOGrowthOinOKExPhdMutantOLungO
zancereOCancerlResearchcO2019cOnpcOkoiodkojp 10.1 9

10 PhosphoproteomeOanalysisOofOtheOMxPKOpathwayOrevealsOpreviouslyOundetectedOfeedbackO
mechanismseOProteomicscO2016cOhmcOhppodiggk 4.8 6
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9 UncoveringOaO®ualORegulatoryORoleOforOzaspasesO®uringOEndoplasmicOReticulumOStressdinducedOzellO
®eatheOMolecularlandlCellularlProteomicscO2016cOhlcOiipjdjgn 7.6 6

8 SystematicOanalysisOofOtheOintersectionOofOdiseaseOmutationsOwithOproteinOmodificationseOBMCl
MedicallGenomicscO2019cOhicOhgp 3.7 4

7 IntegrativeOanalysisOofOtwoOcellOlinesOderivedOfromOaOnondsmalldlungOcancerOpatientddaOpanomicsO
approacheOPacificlSymposiumlonlBiocomputinglPacificlSymposiumlonlBiocomputingcO2014cOnldom 1.3 4

6 QuantitativeOphosphoproteomicOanalysisOofOtheOPIjKdregulatedOsignalingOnetworkeOProteomicscO2016
cOhmcOhppidn 4.8 4

5 ProteusqOaOwebdbasedcOcontextdspecificOmodellingOtoolOforOmolecularOnetworkseOBioinformaticscO2012cO
iocOhiokdm 7.2 3

4 zellularOInterrogationqOExploitingOzelldtodzellOVariabilityOtoO®iscriminateORegulatoryOMechanismsOinO
OscillatoryOSignallingeOPLoSlComputationallBiologycO2016cOhicOehggkppl 5 3

3 iProtein®yqOanOintegrativeOdatabaseOofO®rosophilaOpostdtranslationalOmodifications 2

2 xpplyingOgraphOdatabaseOtechnologyOforOanalyzingOperturbedOcodexpressionOnetworksOinOcancereO
Database:lthelJournalloflBiologicallDatabaseslandlCurationcO2020cOigigcO 5 1

1 ®istinctOresistanceOmechanismsOariseOtoOallostericOvseOxTPdcompetitiveOxKTOinhibitorseeONaturel
CommunicationscO2022cOhjcOigln 17.4 1

List of Publications

5


