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i Paper IF Citations

145 watingLtheLxmergenceLofL umanLxndemicLvoronavirusesaLVirusesYL2022YLdgYLdclh 6.2 2

144 zeneticLVariabilityLofL umanLvytomegalovirusLvlinicalLIsolatesLvorrelatesLWithLtlteredLxxpressionL
ofLNaturalLγillerLvellZtctivatingLLigandsLandLIyNZ˛‡aLFrontiersfinfImmunologyYL2021YLdeYLhfegkg 8.4 2

143 tdaptationLofLtheLendemicLcoronavirusesL voVZOvgfLandL voVZeelxLtoLtheLhumanLhostaLVirusf
EvolutionYL2021YLjYLveabcid 3.7 2

142 tlternationLbetweenLtaxonomicallyLdivergentLhostsLisLnotLtheLmajorLdeterminantLofLflavivirusL
evolutionaLVirusfEvolutionYL2021YLjYLveabcgc 3.7

141 γinetochoreLproteinsLandLmicrotubuleZdestabilizingLfactorsLareLfastLevolvingLinLeutherianL
mammalsaLMolecularfEcologyYL2021YLfcYLdhchZdhdh 5.7 4

140 OneLyearLintoLtheLpandemicmLShortZtermLevolutionLofLStRSZvoVZeLandLemergenceLofLnewLlineagesaL
InfectionufGeneticsfandfEvolutionYL2021YLleYLdcgkil 4.5 18

139 ecedLTaxonomicLupdateLofLphylumLNegarnaviricotaLURiboviriamLOrthornaviraeVYLincludingLtheLlargeL
ordersLuunyaviralesLandLMononegaviralesaLArchivesfoffVirologyYL2021YLdiiYLfhdfZfhii 2.6 10

138 TheLsubstitutionLspectraLofLcoronavirusLgenomesaLBriefingsfinfBioinformaticsYL2021YL 13.4 3

137 PossibleLxuropeanLOriginLofLvirculatingLVaricellaLZosterLVirusLStrainsaLJournalfoffInfectiousfDiseasesYL
2020YLeedYLdekiZdelg 7 6

136 IntrinsicallyLdisorderedLregionsLareLabundantLinLsimplexvirusLproteomesLandLdisplayLsignaturesLofL
positiveLselectionaLVirusfEvolutionYL2020YLiYLveaacek 3.7 6

135 vodingLpotentialLandLsequenceLconservationLofLStRSZvoVZeLandLrelatedLanimalLvirusesaLInfectionuf
GeneticsfandfEvolutionYL2020YLkfYLdcgfhf 4.5 51

134 PastLandLongoingLadaptationLofLhumanLcytomegalovirusLtoLitsLhostaLPLoSfPathogensYL2020YLdiYLedcckgji7.6 9

133 StRSZvoVZeLandLvOVIwZdlmLtLgeneticYLepidemiologicalYLandLevolutionaryLperspectiveaLInfectionuf
GeneticsfandfEvolutionYL2020YLkgYLdcgfkg 4.5 78

132 xvolutionaryLanalysisLofLexogenousLandLintegratedL  VZitb  VZiuLpopulationsaLVirusfEvolutionYL
2020YLiYLveaacfh 3.7 1

131 xvolutionLandLzeneticLwiversityLofLPrimateLvytomegalovirusesaLMicroorganismsYL2020YLkYL 4.9 2

130 vomputationalLInferenceLofLSelectionLUnderlyingLtheLxvolutionLofLtheLNovelLvoronavirusYLSevereL
tcuteLRespiratoryLSyndromeLvoronavirusLeaLJournalfoffVirologyYL2020YLlgYL 6.6 89

129 PopulationLstructureLofLLassaLMammarenavirusLinLWestLtfricaaLVirusesYL2020YLdeYL 6.2 4
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128 RecentLOutZofZtfricaLMigrationLofL umanL erpesLSimplexLVirusesaLMolecularfBiologyfandfEvolutionYL
2020YLfjYLdehlZdejd 8.3 10

127 RecombinationLandLPositiveLSelectionLwifferentiallyLShapedLtheLwiversityLofLSubgeneraaLVirusesYL
2020YLdeYL 6.2 8

126 tntigenicLvariationLofLStRSZvoVZeLinLresponseLtoLimmuneLpressureaLMolecularfEcologyYL2020YLfcYLfhgk 5.7 12

125 YouLWillLNeverLWalkLtlonemLvodispersalLofLΔvLPolyomavirusLwithL umanLPopulationsaLMolecularf
BiologyfandfEvolutionYL2020YLfjYLggeZghg 8.3 3

124 TaxonomyLofLtheLorderLuunyaviralesmLsecondLupdateLecdkaLArchivesfoffVirologyYL2019YLdigYLlejZlgd 2.6 76

123 TaxonomyLofLtheLorderLuunyaviralesmLupdateLecdlaLArchivesfoffVirologyYL2019YLdigYLdlglZdlih 2.6 148

122 PhylogeniesLinLtRTmL IVLreservoirsYL IVLlatencyLandLdrugLresistanceaLCurrentfOpinionfinf
PharmacologyYL2019YLgkYLegZfe 5.1 20

121 TheLinfluenceLofLwvwveLriskLgeneticLvariantsLonLreadingmLTestingLmainLandLhaplotypicLeffectsaL
NeuropsychologiaYL2019YLdfcYLheZhk 3.2 6

120 TheLchameleonicLgeneticsLofLLassaLvirusaLLancetfInfectiousfDiseasesufTheYL2019YLdlYLdejiZdejj 25.5

119 tLcomplexLevolutionaryLrelationshipLbetweenL  VZitLandL  VZiuaLVirusfEvolutionYL2019YLhYLvezcgf 3.7 1

118 IvTVLVirusLTaxonomyLProfilemLtrenaviridaeaLJournalfoffGeneralfVirologyYL2019YLdccYLdeccZdecd 4.9 31

117 ModeLandLtempoLofLhumanLhepatitisLvirusLevolutionaLComputationalfandfStructuralfBiotechnologyf
JournalYL2019YLdjYLdfkgZdflh 6.8 5

116 RetractionLtomLtLcomplexLevolutionaryLrelationshipLbetweenL  VZitLandL  VZiuaLVirusfEvolutionYL
2019YLhYLvezchg 3.7

115 trenavirusLgenomicsmLnovelLinsightsLintoLviralLdiversityYLoriginYLandLevolutionaLCurrentfOpinionfinf
VirologyYL2019YLfgYLdkZek 7.5 18

114 tncientLxvolutionLofLMammarenavirusesmLtdaptationLviaLvhangesLinLtheLLLProteinLandLNoLxvidenceL
forL ostZVirusLvodivergenceaLGenomefBiologyfandfEvolutionYL2018YLdcYLkifZkjg 3.9 14

113 OriginLandLdispersalLofL epatitisLxLvirusaLEmergingfMicrobesfandfInfectionsYL2018YLjYLdd 18.9 34

112 zeneticLsusceptibilityLtoLinfectiousLdiseasesmLvurrentLstatusLandLfutureLperspectivesLfromL
genomeZwideLapproachesaLInfectionufGeneticsfandfEvolutionYL2018YLiiYLekiZfcj 4.5 25

111 StrategyLofL umanLvytomegalovirusLToLxscapeLInterferonLuetaZInducedLtPOuxvfzLxditingL
tctivityaLJournalfoffVirologyYL2018YLleYL 6.6 12

(2018-2020)
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110 xvolutionaryLtnalysisLProvidesLInsightLIntoLtheLOriginLandLtdaptationLofL vVaLFrontiersfinf
MicrobiologyYL2018YLlYLkhg 5.7 8

109 xvolutionaryLratesLofLmammalianLtelomereZstabilityLgenesLcorrelateLwithLkaryotypeLfeaturesLandL
femaleLgermlineLexpressionaLNucleicfAcidsfResearchYL2018YLgiYLjdhfZjdik 20.1 5

108 zeneticLconflictsLwithLPlasmodiumLparasitesLandLfunctionalLconstraintsLshapeLtheLevolutionLofL
erythrocyteLcytoskeletalLproteinsaLScientificfReportsYL2018YLkYLdgike 4.9 1

107 TheLwiversityLofLMammalianL emoproteinsLandLMicrobialL emeLScavengersLIsLShapedLbyLanLtrmsL
RaceLforLIronLPiracyaLFrontiersfinfImmunologyYL2018YLlYLecki 8.4 5

106 MultipleLSelectedLvhangesLMayLModulateLtheLMolecularLInteractionLbetweenLR hLandLPrimateL
uasiginaLMBioYL2018YLlYL 7.8 2

105 tnalysisLofLReptarenavirusLgenomesLindicatesLdifferentLselectiveLforcesLactingLonLtheLSLandLLL
segmentsLandLrecentLexpansionLofLcommonLgenotypesaLInfectionufGeneticsfandfEvolutionYL2018YLigYLedeZedk4.5 3

104 SusceptibilityLtoLtypeLeLdiabetesLmayLbeLmodulatedLbyLhaplotypesLinLziPveYLaLtargetLofLpositiveL
selectionaLBMCfEvolutionaryfBiologyYL2017YLdjYLgf 3 9

103
tLcommonLgeneticLvariantLinLyOXPeLisLassociatedLwithLlanguageZbasedLlearningLUdisVabilitiesmL
xvidenceLfromLtwoLItalianLindependentLsamplesaLAmericanfJournalfoffMedicalfGeneticsfPartfB:f
NeuropsychiatricfGeneticsYL2017YLdjgYLhjkZhki

3.5 13

102 TLRfLMutationsLinLtdultLPatientsLWithL erpesLSimplexLVirusLandLVaricellaZZosterLVirusLxncephalitisaL
JournalfoffInfectiousfDiseasesYL2017YLedhYLdgfcZdgfg 7 36

101 RxSTYLaLmasterLregulatorLofLneurogenesisYLevolvedLunderLstrongLpositiveLselectionLinLhumansLandLinL
nonLhumanLprimatesaLScientificfReportsYL2017YLjYLlhfc 4.9 15

100 wistinctLselectiveLforcesLandLNeanderthalLintrogressionLshapedLgeneticLdiversityLatLgenesLinvolvedL
inLneurodevelopmentalLdisordersaLScientificfReportsYL2017YLjYLiddi 4.9 7

99 xvolutionaryLanalysisLofLOldLWorldLarenavirusesLrevealsLaLmajorLadaptiveLcontributionLofLtheLviralL
polymeraseaLMolecularfEcologyYL2017YLeiYLhdjfZhdkk 5.7 7

98 MolecularLxvolutionLofL umanLvoronavirusLzenomesaLTrendsfinfMicrobiologyYL2017YLehYLfhZgk 12.4 405

97 tLiZaminoLacidLinsertionbdeletionLpolymorphismLinLtheLmucinLdomainLofLTIMZdLconfersLprotectionsL
againstL IVZdLinfectionaLMicrobesfandfInfectionYL2017YLdlYLilZjg 9.3 7

96 PositiveLSelectionLwrivesLxvolutionLatLtheL ostZyilovirusLInteractionLSurfaceaLMolecularfBiologyfandf
EvolutionYL2016YLffYLekfiZekgj 8.3 13

95 xxtensiveLPositiveLSelectionLwrivesLtheLxvolutionLofLNonstructuralLProteinsLinLLineageLvL
uetacoronavirusesaLJournalfoffVirologyYL2016YLlcYLfiejZfl 6.6 47

94 NonstructuralLProteinsLtreLPreferentialLPositiveLSelectionLTargetsLinLZikaLVirusLandLRelatedL
ylavivirusesaLPLoSfNeglectedfTropicalfDiseasesYL2016YLdcYLecccgljk 4.8 41

93 TheLmammalianLcomplementLsystemLasLanLepitomeLofLhostZpathogenLgeneticLconflictsaLMolecularf
EcologyYL2016YLehYLdfegZfl 5.7 10
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92 TheLevolutionaryLhistoryLofLgenesLinvolvedLinLspokenLandLwrittenLlanguagemLbeyondLyOXPeaL
ScientificfReportsYL2016YLiYLeedhj 4.9 39

91 OtSesLandLSTINzmLadaptiveLevolutionLinLconcertaLGenomefBiologyfandfEvolutionYL2015YLjYLdcdiZfe 3.9 27

90 xvolutionaryLinsightsLintoLhostZpathogenLinteractionsLfromLmammalianLsequenceLdataaLNaturef
ReviewsfGeneticsYL2015YLdiYLeegZfi 30.1 139

89 wiverseLselectiveLregimesLshapeLgeneticLdiversityLatLtwtRLgenesLandLatLtheirLcodingLtargetsaLRNAf
BiologyYL2015YLdeYLdglZid 4.8 7

88
xvolutionLofLtheLrapidlyLmutatingLhumanLsalivaryLagglutininLgeneLUwMuTdVLandLpopulationL
subsistenceLstrategyaLProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaYL2015YLddeYLhdchZdc

11.5 25

87 TheLheptadLrepeatLregionLisLaLmajorLselectionLtargetLinLMxRSZvoVLandLrelatedLcoronavirusesaL
ScientificfReportsYL2015YLhYLdggkc 4.9 40

86 weterminingLmultiallelicLcomplexLcopyLnumberLandLsequenceLvariationLfromLhighLcoverageLexomeL
sequencingLdataaLBMCfGenomicsYL2015YLdiYLkld 4.5 3

85 VariantsLinLtheLvYPjudLgeneLregionLdoLnotLaffectLnaturalLresistanceLtoL IVZdLinfectionaL
RetrovirologyYL2015YLdeYLkc 3.6 1

84 PositiveLselectionLunderliesLtheLspeciesZspecificLbindingLofLPlasmodiumLfalciparumLR hLtoLhumanL
basiginaLMolecularfEcologyYL2015YLegYLgjddZee 5.7 11

83 NaturalLSelectionLatLtheLurushZuordermLtdaptationsLtoLvarbohydrateLwietsLinL umansLandLOtherL
MammalsaLGenomefBiologyfandfEvolutionYL2015YLjYLehilZkg 3.9 10

82 xvolutionaryLtnalysisLIdentifiesLanLMXeL aplotypeLtssociatedLwithLNaturalLResistanceLtoL IVZdL
InfectionaLAIDSfResearchfandfHumanfRetrovirusesYL2014YLfcYLtegZteh 1.6

81 TheLvvRh˛�feLalleleLisLnotLaLmajorLpredisposingLfactorLforLsevereL dNdpdmclLinfectionaLBMCf
ResearchfNotesYL2014YLjYLhcg 2.3 11

80 NoLassociationLofLIyIdiLUinterferonZinducibleLproteinLdiVLvariantsLwithLsusceptibilityLtoLmultipleL
sclerosisaLJournalfoffNeuroimmunologyYL2014YLejdYLglZhe 3.5 1

79  umanLgenomeLvariabilityYLnaturalLselectionLandLinfectiousLdiseasesaLCurrentfOpinionfinfImmunology
YL2014YLfcYLlZdi 7.8 49

78 RIzZIZlikeLreceptorsLevolvedLadaptivelyLinLmammalsYLwithLparallelLevolutionLatLLzPeLandLRIzZIaL
JournalfoffMolecularfBiologyYL2014YLgeiYLdfhdZih 6.5 23

77
PossibleLassociationLbetweenLSNtPZehLsingleLnucleotideLpolymorphismsLandLalterationsLofL
categoricalLfluencyLandLfunctionalLMRILparametersLinLtlzheimerTsLdiseaseaLJournalfoffAlzheimerosf
DiseaseYL2014YLgeYLdcdhZek

4.3 26

76 tLregulatoryLpolymorphismLinL tVvReLmodulatesLsusceptibilityLtoL IVZdLinfectionaLPLoSfONEYL2014YL
lYLedcigge 3.7 9

75 zeneticLadaptationLofLtheLhumanLcircadianLclockLtoLdayZlengthLlatitudinalLvariationsLandLrelevanceL
forLaffectiveLdisordersaLGenomefBiologyYL2014YLdhYLgll 18.3 22

(2014-2016)
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74 tnLevolutionaryLanalysisLofLantigenLprocessingLandLpresentationLacrossLdifferentLtimescalesLrevealsL
pervasiveLselectionaLPLoSfGeneticsYL2014YLdcYLedccgdkl 6 31

73 tncientLandLrecentLselectiveLpressuresLshapedLgeneticLdiversityLatLtIMeZlikeLnucleicLacidLsensorsaL
GenomefBiologyfandfEvolutionYL2014YLiYLkfcZgh 3.9 22

72 xvolutionaryLanalysisLidentifiesLanLMXeLhaplotypeLassociatedLwithLnaturalLresistanceLtoL IVZdL
infectionaLMolecularfBiologyfandfEvolutionYL2014YLfdYLegceZdg 8.3 18

71 tlbuminoidLgenesmLevolvingLatLtheLinterfaceLofLdispensabilityLandLselectionaLGenomefBiologyfandf
EvolutionYL2014YLiYLelkfZlj 3.9 8

70 tuOLhistoZbloodLgroupLmightLmodulateLpredispositionLtoLvrohnTsLdiseaseLandLaffectLdiseaseL
behavioraLJournalfoffCrohnosfandfColitisYL2014YLkYLgklZlg 1.5 19

69  aptoglobinLU PVLandL aptoglobinZrelatedLproteinLU PRVLcopyLnumberLvariationYLnaturalLselectionYL
andLtrypanosomiasisaLHumanfGeneticsYL2014YLdffYLilZkf 6.3 27

68 vrohnTsLdiseaseLlociLareLcommonLtargetsLofLprotozoaZdrivenLselectionaLMolecularfBiologyfandf
EvolutionYL2013YLfcYLdcjjZkj 8.3 19

67 tLnonsenseLpolymorphismLURfleXVLinLTLRhLprotectsLfromLobesityLbutLpredisposesLtoLdiabetesaL
JournalfoffImmunologyYL2013YLdlcYLfjdiZec 5.3 29

66 tLdjhLmillionLyearLhistoryLofLTLcellLregulatoryLmoleculesLrevealsLwidespreadLselectionYLwithL
adaptiveLevolutionLofLdiseaseLallelesaLImmunityYL2013YLfkYLddelZgd 32.3 26

65 xndoplasmicLreticulumLaminopeptidaseLeLhaplotypesLplayLaLroleLinLmodulatingLsusceptibilityLtoL IVL
infectionaLAidsYL2013YLejYLdiljZjci 3.5 18

64 PathogenZdrivenLselectionLinLtheLhumanLgenomeaLInternationalfJournalfoffEvolutionaryfBiologyYL
2013YLecdfYLecgegc 30

63 LongZstandingLbalancingLselectionLinLtheLT uSgLgenemLinfluenceLonLsexZspecificLbrainLexpressionL
andLgrayLmatterLvolumesLinLtlzheimerLdiseaseaLHumanfMutationYL2013YLfgYLjgfZhf 4.7 6

62 xvolutionaryLanalysisLofLtheLcontactLsystemLindicatesLthatLkininogenLevolvedLadaptivelyLinL
mammalsLandLinLhumanLpopulationsaLMolecularfBiologyfandfEvolutionYL2013YLfcYLdfljZgck 8.3 16

61 IdentificationLofLaLnewLsusceptibilityLvariantLforLmultipleLsclerosisLinLOtSdLbyLpopulationLgeneticsL
analysisaLHumanfGeneticsYL2012YLdfdYLkjZlj 6.3 17

60 tLcommonLpolymorphismLinLTLRfLconfersLnaturalLresistanceLtoL IVZdLinfectionaLJournalfoff
ImmunologyYL2012YLdkkYLkdkZef 5.3 87

59 MammalianLNPvdLgenesLmayLundergoLpositiveLselectionLandLhumanLpolymorphismsLassociateLwithL
typeLeLdiabetesaLBMCfMedicineYL2012YLdcYLdgc 11.4 14

58 tnLevolutionaryLhistoryLofLtheLselectinLgeneLclusterLinLhumansaLHeredityYL2012YLdclYLddjZei 3.6 4

57 VariantsLinLSNtPehLareLtargetsLofLnaturalLselectionLandLinfluenceLverbalLperformancesLinLwomenaL
CellularfandfMolecularfLifefSciencesYL2012YLilYLdjchZdh 10.3 9
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56
xvolutionaryLhistoryLofLcopyZnumberZvariableLlocusLforLtheLlowZaffinityLyc˛‡LreceptormLmutationLrateYL
autoimmuneLdiseaseYLandLtheLlegacyLofLhelminthLinfectionaLAmericanfJournalfoffHumanfGeneticsYL
2012YLlcYLljfZkh

11 32

55 zeneticLvariabilityLatLtheLTRxXdLlocusLisLnotLassociatedLwithLnaturalLresistanceLtoL IVZdLinfectionaL
AidsYL2012YLeiYLdggfZh 3.5 5

54 tLtransZspecificLpolymorphismLinLZvf tVdLisLmaintainedLbyLlongZstandingLbalancingLselectionLandL
mayLconferLsusceptibilityLtoLmultipleLsclerosisaLMolecularfBiologyfandfEvolutionYL2012YLelYLdhllZidf 8.3 19

53 tLfunctionalLvariantLinLxRtPdLpredisposesLtoLmultipleLsclerosisaLPLoSfONEYL2012YLjYLeellfd 3.7 41

52 tLpositivelyLselectedLtPOuxvf LhaplotypeLisLassociatedLwithLnaturalLresistanceLtoL IVZdLinfectionaL
Evolution;fInternationalfJournalfoffOrganicfEvolutionYL2011YLihYLffddZee 3.8 18

51 ualancingLselectionLisLcommonLinLtheLextendedLM vLregionLbutLmostLallelesLwithLoppositeLriskL
profileLforLautoimmuneLdiseasesLareLneutrallyLevolvingaLBMCfEvolutionaryfBiologyYL2011YLddYLdjd 3 21

50 xvolutionaryLgeneticLdissectionLofLhumanLinterferonsaLJournalfoffExperimentalfMedicineYL2011YLeckYLejgjZhl16.6 118

49 tnLevolutionaryLanalysisLofLRtveLidentifiesLhaplotypesLassociatedLwithLhumanLautoimmuneL
diseasesaLMolecularfBiologyfandfEvolutionYL2011YLekYLffdlZel 8.3 15

48 SignaturesLofLenvironmentalLgeneticLadaptationLpinpointLpathogensLasLtheLmainLselectiveLpressureL
throughLhumanLevolutionaLPLoSfGeneticsYL2011YLjYLedccefhh 6 349

47 zevoXXmLaLvXXLlibraryLforLgenomicLfeaturesLcomputationLandLannotationLinLtheLpresenceLofL
variantsaLBioinformaticsYL2011YLejYLdfdfZh 7.2 20

46 zeneticLdiversityLatLendoplasmicLreticulumLaminopeptidasesLisLmaintainedLbyLbalancingLselectionL
andLisLassociatedLwithLnaturalLresistanceLtoL IVZdLinfectionaLHumanfMolecularfGeneticsYL2010YLdlYLgjchZdg5.6 67

45 yineLmappingLofLt IdLasLaLschizophreniaLsusceptibilityLgenemLfromLassociationLtoLevolutionaryL
evidenceaLFASEBfJournalYL2010YLegYLfciiZke 0.9 32

44 PolymorphismsLinLtheLvPueLgeneLareLmaintainedLbyLbalancingLselectionLandLresultLinL
haplotypeZpreferentialLsplicingLofLexonLjaLMolecularfBiologyfandfEvolutionYL2010YLejYLdlghZhg 8.3 12

43 zenomeZwideLidentificationLofLsusceptibilityLallelesLforLviralLinfectionsLthroughLaLpopulationL
geneticsLapproachaLPLoSfGeneticsYL2010YLiYLedccckgl 6 50

42 PopulationLgeneticsLofLIyI dmLancientLpopulationLstructureYLlocalLselectionYLandLimplicationsLforL
susceptibilityLtoLtypeLdLdiabetesaLMolecularfBiologyfandfEvolutionYL2010YLejYLehhhZii 8.3 40

41 zeneticLvariabilityLinLtheLtvxLgeneLregionLsurroundingLtheLtluLIbwLpolymorphismLisLmaintainedLbyL
balancingLselectionLinLhumanLpopulationsaLPharmacogeneticsfandfGenomicsYL2010YLecYLdfdZg 1.9 6

40 ResponseLtoLWilsonLet´ alaaLAmericanfJournalfoffHumanfGeneticsYL2010YLkiYLglfZglh 11 78

39 LongZtermLbalancingLselectionLmaintainsLtransZspecificLpolymorphismsLinLtheLhumanLTRIMhLgeneaL
HumanfGeneticsYL2010YLdekYLhjjZkk 6.3 42

(2010-2012)
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38 TheLroleLofLprotozoaZdrivenLselectionLinLshapingLhumanLgeneticLvariabilityaLTrendsfinfGeneticsYL2010YL
eiYLlhZl 8.5 29

37 TheLlandscapeLofLhumanLgenesLinvolvedLinLtheLimmuneLresponseLtoLparasiticLwormsaLBMCf
EvolutionaryfBiologyYL2010YLdcYLeig 3 46

36 TheLhygieneLhypothesismLanLevolutionaryLperspectiveaLMicrobesfandfInfectionYL2010YLdeYLgedZj 9.3 63

35 ParasitesLrepresentLaLmajorLselectiveLforceLforLinterleukinLgenesLandLshapeLtheLgeneticL
predispositionLtoLautoimmuneLconditionsaLJournalfoffExperimentalfMedicineYL2009YLeciYLdflhZgck 16.6 189

34 PointLmutationsLandLaLlargeLintragenicLdeletionLinLSPzddLinLcomplicatedLspasticLparaplegiaLwithoutL
thinLcorpusLcallosumaLJournalfoffMedicalfGeneticsYL2009YLgiYLfghZhd 5.8 26

33 tLcomplexLselectionLsignatureLatLtheLhumanLtVPRduLgeneaLBMCfEvolutionaryfBiologyYL2009YLlYLdef 3 8

32 tLpopulationLgeneticsLstudyLofLtheLfamilialLMediterraneanLfeverLgenemLevidenceLofLbalancingL
selectionLunderLanLoverdominanceLregimeaLGenesfandfImmunityYL2009YLdcYLijkZki 4.4 16

31 wiverseLevolutionaryLhistoriesLforLbetaZadrenoreceptorLgenesLinLhumansaLAmericanfJournalfoff
HumanfGeneticsYL2009YLkhYLigZjh 11 30

30 WidespreadLbalancingLselectionLandLpathogenZdrivenLselectionLatLbloodLgroupLantigenLgenesaL
GenomefResearchYL2009YLdlYLdllZede 9.7 122

29 uothLselectiveLandLneutralLprocessesLdriveLzvLcontentLevolutionLinLtheLhumanLgenomeaLBMCf
EvolutionaryfBiologyYL2008YLkYLll 3 39

28 TheLsignatureLofLlongZstandingLbalancingLselectionLatLtheLhumanLdefensinLbetaZdLpromoteraL
GenomefBiologyYL2008YLlYLRdgf 18.3 53

27 tLclinicalYLgeneticYLandLbiochemicalLcharacterizationLofLSPzjLmutationsLinLaLlargeLcohortLofLpatientsL
withLhereditaryLspasticLparaplegiaaLHumanfMutationYL2008YLelYLheeZfd 4.7 74

26 IntronLsizeLinLmammalsmLcomplexityLcomesLtoLtermsLwithLeconomyaLTrendsfinfGeneticsYL2007YLefYLecZg 8.5 32

25 tLregionLinLtheLdystrophinLgeneLmajorLhotLspotLharborsLaLclusterLofLdeletionLbreakpointsLandL
generatesLdoubleZstrandLbreaksLinLyeastaLFASEBfJournalYL2006YLecYLdldcZe 0.9 14

24 zeneLfunctionLandLexpressionLlevelLinfluenceLtheLinsertionbfixationLdynamicsLofLdistinctLtransposonL
familiesLinLmammalianLintronsaLGenomefBiologyYL2006YLjYLRdec 18.3 27

23 uothLconservedLandLnonZconservedLregionsLofLSpoddLareLessentialLforLmeioticLrecombinationL
initiationLinLyeastaLMolecularfGeneticsfandfGenomicsYL2006YLejiYLfdfZed 3.1 10

22 yixationLofLconservedLsequencesLshapesLhumanLintronLsizeLandLinfluencesLtransposonZinsertionL
dynamicsaLTrendsfinfGeneticsYL2005YLedYLgkgZk 8.5 24

21 MutationLfindingLinLpatientsLwithLdysferlinLdeficiencyLandLroleLofLtheLdysferlinLinteractingLproteinsL
annexinLtdLandLteLinLmuscularLdystrophiesaLHumanfMutationYL2005YLeiYLekf 4.7 50
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20 SilencersLregulateLbothLconstitutiveLandLalternativeLsplicingLeventsLinLmammalsaLCellularfandf
MolecularfLifefSciencesYL2005YLieYLdhjlZicg 10.3 50

19 tnalysisLofLintronicLconservedLelementsLindicatesLthatLfunctionalLcomplexityLmightLrepresentLaL
majorLsourceLofLnegativeLselectionLonLnonZcodingLsequencesaLHumanfMolecularfGeneticsYL2005YLdgYLehffZgi5.6 63

18 SilencerLelementsLasLpossibleLinhibitorsLofLpseudoexonLsplicingaLNucleicfAcidsfResearchYL2004YLfeYLdjkfZld20.1 102

17 tnLintragenicLdeletionbinversionLeventLinLtheLwMwLgeneLdeterminesLaLnovelLexonLcreationLandL
resultsLinLaLuMwLphenotypeaLHumanfGeneticsYL2004YLddhYLdfZk 6.3 16

16  umanLskinZderivedLstemLcellsLmigrateLthroughoutLforebrainLandLdifferentiateLintoLastrocytesLafterL
injectionLintoLadultLmouseLbrainaLJournalfoffNeurosciencefResearchYL2004YLjjYLgjhZki 4.4 119

15 OverZrepresentationLofLexonicLsplicingLenhancersLinLhumanLintronlessLgenesLsuggestsLmultipleL
functionsLinLmRNtLprocessingaLBiochemicalfandfBiophysicalfResearchfCommunicationsYL2004YLfeeYLgjcZi 3.4 12

14 tLvtVfLmicrodeletionLdifferentiallyLaffectsLskeletalLmuscleLandLmyocardiumaLNeurologyYL2003YLidYLdhdfZl6.5 39

13 TransZactingLfactorsLmayLcauseLdystrophinLsplicingLmisregulationLinLuMwLskeletalLmusclesaLFEBSf
LettersYL2003YLhfjYLfcZg 3.8 15

12 TwoLdystrophinLproteinsLandLtranscriptsLinLaLmildLdystrophinopathicLpatientaLNeuromuscularf
DisordersYL2003YLdfYLdfZi 2.9 3

11 MolecularLanalysisLofLLzMwZeuLandLMMLpatientsmLidentificationLofLnovelLwYSyLmutationsLandL
possibleLfounderLeffectLinLtheLItalianLpopulationaLNeuromuscularfDisordersYL2003YLdfYLjkkZlh 2.9 32

10 vomparativeLanalysisLofLvertebrateLdystrophinLlociLindicateLintronLgigantismLasLaLcommonLfeatureaL
GenomefResearchYL2003YLdfYLjigZje 9.7 15

9 TheLdystrophinLgeneLisLalternativelyLsplicedLthroughoutLitsLcodingLsequenceaLFEBSfLettersYL2002YL
hdjYLdifZi 3.8 30

8 tnalysisLofLsplicingLparametersLinLtheLdystrophinLgenemLrelevanceLforLphysiologicalLandL
pathogeneticLsplicingLmechanismsaLHumanfGeneticsYL2001YLdclYLjfZkg 6.3 21

7 IntraarterialLinjectionLofLmuscleZderivedLvwfgUXVScaZdUXVLstemLcellsLrestoresLdystrophinLinLmdxL
miceaLJournalfoffCellfBiologyYL2001YLdheYLffhZgk 7.3 232

6 TranscriptionalLactivationLofLtheLnonZmuscleYLfullZlengthLdystrophinLisoformsLinLwuchenneLmuscularL
dystrophyLskeletalLmuscleaLJournalfoffthefNeurologicalfSciencesYL2001YLdkiYLhdZj 3.2 17

5 vhemotacticLfactorsLenhanceLmyogenicLcellLmigrationLacrossLanLendothelialLmonolayeraL
ExperimentalfCellfResearchYL2001YLeikYLfiZgg 4.2 49

4 PrimaryLbetaZsarcoglycanopathyLmanifestingLasLrecurrentLexerciseZinducedLmyoglobinuriaaL
NeuromuscularfDisordersYL2001YLddYLfklZlg 2.9 27

3 LossLofLwpdgcLdystrophinLisoformLandLintellectualLimpairmentLinLwuchenneLdystrophyaLNeurologyYL
2000YLhhYLhhlZig 6.5 92

(2000-2005)
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2 LossLofLwpdgcLregulatoryLsequencesLisLassociatedLwithLcognitiveLimpairmentLinLdystrophinopathiesaL
NeuromuscularfDisordersYL2000YLdcYLdlgZl 2.9 50

1 tbsenceLofLbrainLwpdgcLisoformLandLcognitiveLimpairmentLinLueckerLmuscularLdystrophyaLLancetuf
TheYL1999YLfhfYLkljZk 40 21

manuela sironi
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