496 13,756 54 102

papers citations h-index g-index

516 15,547 5.1 6.1

ext. papers ext. citations avg, IF L-index



495

493

491

489

487

485

483

481

MASARU TANOKURA

Paper IF Citations
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inflammation. /Science, 2021, 24, 101883

Hydrogen peroxide modification affects the structure and physicochemical properties of dietary
fibers from white turnip (Brassica Rapa L.). Scientific Reports, 2021, 11, 1024 49 3

Crystal structure and DNA cleavage mechanism of the restriction DNA glycosylase R.CcoLl from
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473 cells. FASEB Journal, 2020, 34, 3197-3208 9 3
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Age-Dependent Decrease in the Induction of Regulatory T Cells Is Associated With Decreased
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NMR-based metabolic profiling and comparison of Japanese persimmon cultivars. Scientific Reports,
2019, 9, 15011

Crystal structure of (S)-3-O-geranylgeranylglyceryl phosphate synthase from Thermoplasma
451  acidophilum in complex with the substrate sn-glycerol 1-phosphate. Acta Crystallographica Section 11 2
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Coordination to Divalent Cations by Calcium-Binding Proteins. Methods in Molecular Biology, 2019,
1929, 127-134

Structural comparisons of phosphoenolpyruvate carboxykinases reveal the evolutionary
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° In-situ and real-time growth observation of high-quality protein crystals under quasi-microgravity
497 on earth. Scientific Reports, 2016, 6, 22127 49 7

NMR-based analysis of the chemical composition of Japanese persimmon aqueous extracts.
Magnetic Resonance in Chemistry, 2016, 54, 213-21
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reduction system. ChemBioChem, 2015, 16, 440-5

Broadband WET: a novel technique for quantitative characterization of minor components in foods.

Magnetic Resonance in Chemistry, 2014, 52, 333-8 21 5
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receptor. Journal of Biological Chemistry, 2014, 289, 19150-63

Analysis of Weak Affinity of FD-Fructofuranosyl-(2<-fl)-2-acetamido-2-deoxy-ED-glucopyranoside
367  for Yeast IFructofuranosidase Using NMR Spectroscopy. Journal of Carbohydrate Chemistry, 2014, 17 1
33, 498-505

Splenic stromal cells from aged mice produce higher levels of IL-6 compared to young mice.
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33 Candida magnoliae. Acta Crystallographica Section F: Structural Biology Communications, 2012, 68, 540-2
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